Supplemental Table 1.   Unadjusted Hepatic Gene Expression for Vitamin D Pathway Genes by Primary Histological Outcomes
	Probe Set
	Gene 
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	206504_at
	CYP24A1
	0.06
	0.06
	0.20
	0.79
	0.54
	0.16
	0.17
	0.41
	0.45
	0.74
	0.99
	0.98
	0.46
	0.62
	cytochrome P450, family 24, subfamily A, polypeptide 1

	203979_at
	CYP27A1
	0.02
	0.03
	0.42
	0.04
	0.59
	0.00
	0.02
	0.16
	0.23
	0.90
	0.53
	0.98
	0.04
	0.15
	cytochrome P450, family 27, subfamily A, polypeptide 1

	205676_at
	CYP27B1
	0.34
	0.32
	0.06
	0.44
	0.14
	0.03
	0.01
	0.65
	0.73
	0.38
	0.98
	0.95
	0.18
	0.14
	cytochrome P450, family 27, subfamily B, polypeptide 1

	207786_at
	CYP2R1
	0.26
	0.69
	0.77
	0.74
	0.81
	0.25
	0.61
	0.55
	0.97
	0.93
	0.99
	0.98
	0.57
	0.96
	cytochrome P450, family 2, subfamily R, polypeptide 1

	227109_at
	CYP2R1
	0.43
	0.78
	0.88
	0.52
	0.37
	0.19
	0.89
	0.72
	0.98
	0.93
	0.99
	0.95
	0.49
	0.97
	cytochrome P450, family 2, subfamily R, polypeptide 1

	239181_at
	CYP2R1
	0.70
	0.90
	0.03
	0.11
	0.39
	0.45
	0.32
	0.85
	0.98
	0.29
	0.68
	0.95
	0.77
	0.86
	cytochrome P450, family 2, subfamily R, polypeptide 1

	205998_x_at
	CYP3A4
	0.47
	0.36
	0.10
	0.80
	0.29
	0.00
	0.02
	0.72
	0.74
	0.53
	0.99
	0.95
	0.06
	0.14
	cytochrome P450, family 3, subfamily A, polypeptide 4

	205999_x_at
	CYP3A4
	0.22
	0.23
	0.03
	0.75
	0.27
	0.02
	0.01
	0.52
	0.69
	0.29
	0.99
	0.95
	0.12
	0.14
	cytochrome P450, family 3, subfamily A, polypeptide 4

	208367_x_at
	CYP3A4
	0.32
	0.27
	0.04
	0.74
	0.29
	0.02
	0.01
	0.62
	0.72
	0.30
	0.99
	0.95
	0.12
	0.14
	cytochrome P450, family 3, subfamily A, polypeptide 4

	210726_at
	CYP3A4
	0.97
	0.88
	0.78
	0.14
	0.50
	0.13
	0.71
	0.97
	0.98
	0.93
	0.68
	0.98
	0.40
	0.96
	cytochrome P450, family 3, subfamily A, polypeptide 4

	231704_at
	CYP3A4
	0.46
	0.59
	0.01
	0.95
	0.07
	0.00
	0.00
	0.72
	0.89
	0.18
	0.99
	0.95
	0.06
	0.04
	cytochrome P450, family 3, subfamily A, polypeptide 4

	204965_at
	GC
	0.14
	0.31
	0.07
	0.78
	0.15
	0.32
	0.39
	0.47
	0.73
	0.42
	0.99
	0.95
	0.66
	0.86
	group-specific component (vitamin D binding protein)

	209105_at
	NCOA1
	0.94
	0.74
	0.87
	0.97
	0.44
	0.54
	0.95
	0.97
	0.98
	0.93
	0.99
	0.98
	0.83
	0.98
	nuclear receptor coactivator 1

	209106_at
	NCOA1
	0.38
	0.52
	0.30
	0.92
	0.34
	0.40
	0.49
	0.68
	0.84
	0.83
	0.99
	0.95
	0.71
	0.91
	nuclear receptor coactivator 1

	209107_x_at
	NCOA1
	0.49
	0.75
	0.40
	0.08
	0.24
	0.57
	0.82
	0.73
	0.98
	0.89
	0.62
	0.95
	0.84
	0.96
	nuclear receptor coactivator 1

	210249_s_at
	NCOA1
	0.30
	0.48
	0.61
	0.08
	0.13
	0.94
	0.64
	0.60
	0.83
	0.91
	0.62
	0.95
	0.97
	0.96
	nuclear receptor coactivator 1

	205731_s_at
	NCOA2
	0.58
	0.96
	0.85
	0.48
	0.68
	0.24
	0.76
	0.82
	0.99
	0.93
	0.99
	0.98
	0.55
	0.96
	nuclear receptor coactivator 2

	205732_s_at
	NCOA2
	0.24
	0.50
	0.99
	0.18
	0.97
	0.73
	0.70
	0.53
	0.84
	0.99
	0.68
	0.99
	0.85
	0.96
	nuclear receptor coactivator 2

	212867_at
	NCOA2
	0.08
	0.35
	0.56
	0.97
	0.89
	0.56
	0.54
	0.45
	0.74
	0.91
	0.99
	0.98
	0.84
	0.96
	nuclear receptor coactivator 2

	215605_at
	NCOA2
	0.77
	0.86
	0.20
	0.65
	0.06
	0.72
	0.72
	0.89
	0.98
	0.74
	0.99
	0.95
	0.85
	0.96
	nuclear receptor coactivator 2

	207700_s_at
	NCOA3
	0.15
	0.07
	0.70
	0.99
	0.15
	0.60
	0.62
	0.47
	0.45
	0.93
	0.99
	0.95
	0.84
	0.96
	nuclear receptor coactivator 3

	209060_x_at
	NCOA3
	0.97
	0.62
	0.62
	0.63
	0.51
	0.14
	0.47
	0.97
	0.90
	0.91
	0.99
	0.98
	0.42
	0.90
	nuclear receptor coactivator 3

	209061_at
	NCOA3
	0.23
	0.46
	0.33
	0.54
	0.73
	0.26
	0.74
	0.52
	0.81
	0.88
	0.99
	0.98
	0.58
	0.96
	nuclear receptor coactivator 3

	209062_x_at
	NCOA3
	0.44
	0.63
	0.51
	0.71
	0.88
	0.11
	0.39
	0.72
	0.90
	0.91
	0.99
	0.98
	0.35
	0.86
	nuclear receptor coactivator 3

	211352_s_at
	NCOA3
	0.92
	0.52
	0.84
	0.75
	0.07
	0.21
	0.87
	0.97
	0.84
	0.93
	0.99
	0.95
	0.51
	0.96
	nuclear receptor coactivator 3

	1562439_at
	NCOA3
	0.11
	0.22
	0.55
	0.01
	0.22
	0.36
	0.23
	0.45
	0.69
	0.91
	0.36
	0.95
	0.68
	0.76
	Homo sapiens, clone IMAGE:5755782, mRNA. /// nuclear receptor coactivator 3

	210774_s_at
	NCOA4
	0.10
	0.29
	0.05
	0.35
	0.33
	0.01
	0.02
	0.45
	0.73
	0.38
	0.93
	0.95
	0.06
	0.14
	nuclear receptor coactivator 4

	225145_at
	NCOA5
	0.39
	0.59
	0.50
	0.92
	0.25
	0.96
	0.45
	0.68
	0.89
	0.91
	0.99
	0.95
	0.98
	0.90
	nuclear receptor coactivator 5

	234471_s_at
	NCOA5
	0.17
	0.38
	0.38
	0.99
	0.46
	0.49
	0.35
	0.47
	0.77
	0.89
	0.99
	0.98
	0.78
	0.86
	nuclear receptor coactivator 5

	Probe Set
	Gene
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	208979_at
	NCOA6
	0.67
	0.87
	0.90
	0.64
	0.18
	0.39
	0.96
	0.85
	0.98
	0.94
	0.99
	0.95
	0.71
	0.98
	nuclear receptor coactivator 6

	1568874_at
	NCOA6
	0.62
	0.95
	0.56
	0.71
	0.80
	0.92
	0.84
	0.85
	0.99
	0.91
	0.99
	0.98
	0.96
	0.96
	nuclear receptor coactivator 6

	225344_at
	NCOA7
	0.00
	0.00
	0.81
	0.05
	0.98
	0.09
	0.87
	0.02
	0.00
	0.93
	0.53
	0.99
	0.33
	0.96
	nuclear receptor coactivator 7

	243807_at
	NCOA7
	0.35
	0.25
	0.20
	0.82
	0.99
	0.53
	0.32
	0.65
	0.71
	0.74
	0.99
	0.99
	0.83
	0.86
	nuclear receptor coactivator 7

	1568805_at
	NCOA7
	0.69
	0.92
	0.29
	0.96
	0.30
	0.92
	0.37
	0.85
	0.98
	0.83
	0.99
	0.95
	0.96
	0.86
	nuclear receptor coactivator 7

	206870_at
	PPARA
	0.07
	0.35
	0.57
	0.51
	0.28
	0.10
	0.53
	0.43
	0.74
	0.91
	0.99
	0.95
	0.33
	0.94
	peroxisome proliferator-activated receptor alpha

	210771_at
	PPARA
	0.64
	0.91
	0.41
	0.18
	0.92
	0.13
	0.24
	0.85
	0.98
	0.89
	0.68
	0.98
	0.40
	0.76
	peroxisome proliferator-activated receptor alpha

	223437_at
	PPARA
	0.85
	0.79
	0.08
	0.28
	0.59
	0.01
	0.07
	0.95
	0.98
	0.48
	0.82
	0.98
	0.06
	0.42
	peroxisome proliferator-activated receptor alpha

	223438_s_at
	PPARA
	0.33
	0.82
	0.02
	0.60
	0.65
	0.00
	0.02
	0.63
	0.98
	0.21
	0.99
	0.98
	0.06
	0.15
	peroxisome proliferator-activated receptor alpha

	226978_at
	PPARA
	0.50
	0.74
	0.01
	0.20
	0.89
	0.00
	0.01
	0.73
	0.98
	0.18
	0.70
	0.98
	0.04
	0.14
	peroxisome proliferator-activated receptor alpha

	237142_at
	PPARA
	0.01
	0.00
	0.64
	0.00
	0.36
	0.68
	0.84
	0.13
	0.06
	0.91
	0.36
	0.95
	0.85
	0.96
	peroxisome proliferator-activated receptor alpha

	244689_at
	PPARA
	0.73
	0.86
	0.24
	0.95
	0.96
	0.04
	0.13
	0.86
	0.98
	0.82
	0.99
	0.99
	0.22
	0.56
	peroxisome proliferator-activated receptor alpha

	1558631_at
	PPARA
	0.22
	0.59
	0.10
	0.68
	0.61
	0.01
	0.09
	0.52
	0.89
	0.53
	0.99
	0.98
	0.12
	0.47
	peroxisome proliferator-activated receptor alpha

	1560981_a_at
	PPARA
	0.26
	0.24
	0.23
	0.97
	0.91
	0.69
	0.45
	0.55
	0.70
	0.82
	0.99
	0.98
	0.85
	0.90
	peroxisome proliferator-activated receptor alpha

	208044_s_at
	PPARD
	0.64
	0.76
	0.60
	0.06
	0.12
	0.21
	0.85
	0.85
	0.98
	0.91
	0.53
	0.95
	0.51
	0.96
	peroxisome proliferator-activated receptor delta

	210636_at
	PPARD
	0.21
	0.28
	0.70
	0.06
	0.39
	0.09
	0.15
	0.52
	0.72
	0.93
	0.53
	0.95
	0.33
	0.61
	peroxisome proliferator-activated receptor delta

	37152_at
	PPARD
	0.47
	0.44
	0.32
	0.03
	0.16
	0.83
	0.92
	0.72
	0.79
	0.86
	0.47
	0.95
	0.92
	0.98
	peroxisome proliferator-activated receptor delta

	242218_at
	PPARD
	0.84
	0.30
	0.65
	0.24
	0.06
	0.48
	0.40
	0.94
	0.73
	0.91
	0.78
	0.95
	0.78
	0.87
	peroxisome proliferator-activated receptor delta

	208510_s_at
	PPARG
	0.21
	0.31
	0.02
	0.15
	0.83
	0.22
	0.12
	0.52
	0.73
	0.21
	0.68
	0.98
	0.52
	0.56
	peroxisome proliferator-activated receptor gamma

	219195_at
	PPARGC1A
	0.52
	0.41
	0.00
	0.42
	0.47
	0.18
	0.01
	0.75
	0.78
	0.06
	0.98
	0.98
	0.47
	0.14
	peroxisome proliferator-activated receptor gamma, coactivator 1 alpha

	1569141_a_at
	PPARGC1A
	0.96
	0.90
	0.39
	0.25
	0.73
	0.91
	0.69
	0.97
	0.98
	0.89
	0.78
	0.98
	0.96
	0.96
	peroxisome proliferator-activated receptor gamma, coactivator 1 alpha

	232181_at
	PPARGC1B
	0.18
	0.41
	0.60
	0.03
	0.91
	0.29
	0.87
	0.50
	0.78
	0.91
	0.47
	0.98
	0.62
	0.96
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	1553639_a_at
	PPARGC1B
	0.55
	0.43
	0.61
	0.62
	0.52
	0.65
	0.44
	0.79
	0.78
	0.91
	0.99
	0.98
	0.84
	0.90
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	1555282_a_at
	PPARGC1B
	0.12
	0.31
	0.81
	0.79
	0.50
	0.64
	0.66
	0.46
	0.73
	0.93
	0.99
	0.98
	0.84
	0.96
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	1563943_at
	PPARGC1B
	0.02
	0.00
	0.85
	0.45
	0.89
	0.07
	0.47
	0.16
	0.06
	0.93
	0.98
	0.98
	0.32
	0.90
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	205911_at
	PTH1R
	0.00
	0.00
	0.28
	0.04
	0.58
	0.08
	0.80
	0.03
	0.01
	0.83
	0.53
	0.98
	0.32
	0.96
	parathyroid hormone 1 receptor

	202426_s_at
	RXRA
	0.00
	0.00
	0.59
	0.13
	0.89
	0.01
	0.24
	0.02
	0.01
	0.91
	0.68
	0.98
	0.07
	0.76
	retinoid X receptor, alpha

	202449_s_at
	RXRA
	0.16
	0.16
	0.44
	0.87
	0.29
	0.05
	0.50
	0.47
	0.61
	0.91
	0.99
	0.95
	0.25
	0.92
	retinoid X receptor, alpha

	209148_at
	RXRB
	0.04
	0.07
	0.85
	0.96
	0.64
	0.29
	0.84
	0.33
	0.45
	0.93
	0.99
	0.98
	0.62
	0.96
	retinoid X receptor, beta

	215098_at
	RXRB
	0.10
	0.10
	0.07
	0.18
	0.23
	0.39
	0.17
	0.45
	0.50
	0.42
	0.68
	0.95
	0.71
	0.62
	retinoid X receptor, beta

	215099_s_at
	RXRB
	0.28
	0.60
	0.27
	0.36
	0.40
	0.65
	0.21
	0.59
	0.89
	0.83
	0.93
	0.95
	0.84
	0.74
	retinoid X receptor, beta

	Probe Set
	Gene 
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	205954_at
	RXRG
	0.84
	0.85
	0.85
	0.89
	0.39
	0.08
	0.78
	0.94
	0.98
	0.93
	0.99
	0.95
	0.32
	0.96
	retinoid X receptor, gamma

	208015_at
	SMAD1
	0.89
	0.70
	0.58
	0.80
	0.09
	0.86
	0.74
	0.97
	0.97
	0.91
	0.99
	0.95
	0.94
	0.96
	Homo sapiens cDNA clone IMAGE:7262571, with apparent retained intron. /// SMAD family member 1

	210993_s_at
	SMAD1
	0.39
	0.42
	0.99
	0.09
	0.75
	0.58
	0.85
	0.68
	0.78
	0.99
	0.62
	0.98
	0.84
	0.96
	SMAD family member 1

	227798_at
	SMAD1
	0.66
	0.84
	0.29
	0.48
	0.52
	0.71
	0.37
	0.85
	0.98
	0.83
	0.99
	0.98
	0.85
	0.86
	SMAD family member 1

	244446_at
	SMAD1-AS2
	0.46
	0.15
	0.84
	0.54
	0.07
	0.98
	0.62
	0.72
	0.61
	0.93
	0.99
	0.95
	0.99
	0.96
	SMAD1 antisense RNA 2

	203075_at
	SMAD2
	0.00
	0.00
	0.03
	0.83
	0.25
	0.02
	0.01
	0.05
	0.06
	0.29
	0.99
	0.95
	0.13
	0.14
	SMAD family member 2

	203076_s_at
	SMAD2
	0.89
	0.72
	0.25
	0.89
	0.07
	0.00
	0.02
	0.97
	0.98
	0.83
	0.99
	0.95
	0.06
	0.14
	SMAD family member 2

	203077_s_at
	SMAD2
	0.01
	0.00
	0.39
	0.94
	0.54
	0.00
	0.10
	0.16
	0.06
	0.89
	0.99
	0.98
	0.06
	0.49
	SMAD family member 2

	226563_at
	SMAD2
	0.00
	0.00
	0.55
	0.15
	0.81
	0.05
	0.20
	0.03
	0.04
	0.91
	0.68
	0.98
	0.26
	0.72
	SMAD family member 2

	235598_at
	SMAD2
	0.09
	0.08
	0.02
	0.15
	0.15
	0.02
	0.00
	0.45
	0.48
	0.21
	0.68
	0.95
	0.12
	0.14
	SMAD family member 2

	239271_at
	SMAD2
	0.12
	0.21
	0.71
	0.96
	0.45
	0.43
	0.81
	0.46
	0.69
	0.93
	0.99
	0.98
	0.75
	0.96
	SMAD family member 2

	205396_at
	SMAD3
	0.15
	0.13
	0.01
	0.78
	0.85
	0.04
	0.02
	0.47
	0.61
	0.18
	0.99
	0.98
	0.24
	0.14
	SMAD family member 3

	205397_x_at
	SMAD3
	0.69
	0.86
	0.52
	0.39
	0.37
	0.61
	0.34
	0.85
	0.98
	0.91
	0.95
	0.95
	0.84
	0.86
	SMAD family member 3

	205398_s_at
	SMAD3
	0.21
	0.36
	0.78
	0.38
	0.69
	0.37
	0.84
	0.52
	0.74
	0.93
	0.95
	0.98
	0.69
	0.96
	SMAD family member 3

	218284_at
	SMAD3
	0.14
	0.23
	0.96
	0.24
	0.94
	0.70
	0.85
	0.47
	0.69
	0.98
	0.78
	0.98
	0.85
	0.96
	SMAD family member 3

	202526_at
	SMAD4
	0.10
	0.16
	0.17
	0.64
	0.24
	0.18
	0.06
	0.45
	0.61
	0.74
	0.99
	0.95
	0.47
	0.39
	SMAD family member 4

	202527_s_at
	SMAD4
	0.67
	0.91
	0.66
	0.37
	0.73
	0.84
	0.81
	0.85
	0.98
	0.92
	0.93
	0.98
	0.92
	0.96
	SMAD family member 4

	235725_at
	SMAD4
	0.12
	0.15
	0.86
	0.44
	0.52
	0.70
	0.71
	0.46
	0.61
	0.93
	0.98
	0.98
	0.85
	0.96
	SMAD family member 4

	1565702_at
	SMAD4
	0.73
	0.86
	0.19
	0.37
	0.69
	0.58
	0.39
	0.86
	0.98
	0.74
	0.93
	0.98
	0.84
	0.86
	SMAD family member 4

	1565703_at
	SMAD4
	0.22
	0.20
	0.45
	0.65
	0.13
	0.76
	0.97
	0.52
	0.69
	0.91
	0.99
	0.95
	0.87
	0.98
	SMAD family member 4

	205187_at
	SMAD5
	0.66
	0.40
	0.88
	0.44
	0.63
	0.83
	0.91
	0.85
	0.78
	0.93
	0.98
	0.98
	0.92
	0.98
	SMAD family member 5

	205188_s_at
	SMAD5
	0.59
	0.98
	0.93
	0.21
	0.64
	0.99
	0.95
	0.82
	1.00
	0.96
	0.72
	0.98
	0.99
	0.98
	SMAD family member 5

	225219_at
	SMAD5
	0.06
	0.09
	0.79
	0.83
	0.60
	0.08
	0.56
	0.41
	0.49
	0.93
	0.99
	0.98
	0.32
	0.96
	SMAD family member 5

	225223_at
	SMAD5
	0.07
	0.14
	0.56
	0.97
	0.77
	0.08
	0.39
	0.44
	0.61
	0.91
	0.99
	0.98
	0.32
	0.86
	SMAD family member 5

	235451_at
	SMAD5
	0.45
	0.27
	0.69
	0.64
	0.83
	0.61
	0.71
	0.72
	0.72
	0.93
	0.99
	0.98
	0.84
	0.96
	SMAD family member 5

	220263_at
	SMAD5-AS1
	0.13
	0.08
	0.60
	0.67
	0.94
	0.18
	0.42
	0.47
	0.48
	0.91
	0.99
	0.98
	0.47
	0.89
	SMAD5 antisense RNA 1

	207069_s_at
	SMAD6
	0.35
	0.94
	0.00
	0.15
	0.39
	0.36
	0.02
	0.65
	0.99
	0.14
	0.68
	0.95
	0.68
	0.16
	SMAD family member 6

	209886_s_at
	SMAD6
	0.90
	1.00
	0.85
	0.79
	0.88
	0.65
	0.65
	0.97
	1.00
	0.93
	0.99
	0.98
	0.84
	0.96
	SMAD family member 6

	209887_at
	SMAD6
	0.15
	0.07
	0.39
	0.01
	0.11
	0.08
	0.13
	0.47
	0.45
	0.89
	0.47
	0.95
	0.32
	0.56
	SMAD family member 6

	213565_s_at
	SMAD6
	0.96
	0.60
	0.13
	0.94
	0.69
	0.88
	0.38
	0.97
	0.89
	0.62
	0.99
	0.98
	0.94
	0.86
	SMAD family member 6

	204790_at
	SMAD7
	0.95
	0.63
	0.11
	0.16
	0.66
	0.33
	0.12
	0.97
	0.90
	0.54
	0.68
	0.98
	0.66
	0.56
	SMAD family member 7

	Probe Set
	Gene 
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	206320_s_at
	SMAD9
	0.71
	1.00
	0.62
	0.56
	0.35
	0.73
	0.98
	0.85
	1.00
	0.91
	0.99
	0.95
	0.85
	0.98
	SMAD family member 9

	227719_at
	SMAD9
	0.00
	0.01
	0.76
	0.98
	0.78
	0.47
	0.60
	0.03
	0.07
	0.93
	0.99
	0.98
	0.77
	0.96
	SMAD family member 9

	204253_s_at
	VDR
	0.48
	0.51
	0.51
	0.02
	0.36
	0.47
	0.36
	0.72
	0.84
	0.91
	0.47
	0.95
	0.77
	0.86
	vitamin D (1,25- dihydroxyvitamin D3) receptor

	204254_s_at
	VDR
	0.02
	0.02
	0.36
	0.18
	0.71
	0.68
	0.93
	0.16
	0.21
	0.89
	0.68
	0.98
	0.85
	0.98
	vitamin D (1,25- dihydroxyvitamin D3) receptor

	204255_s_at
	VDR
	0.09
	0.20
	0.63
	0.34
	0.77
	0.60
	0.63
	0.45
	0.69
	0.91
	0.93
	0.98
	0.84
	0.96
	vitamin D (1,25- dihydroxyvitamin D3) receptor

	213692_s_at
	VDR
	0.23
	0.16
	0.26
	0.27
	0.74
	0.35
	0.28
	0.52
	0.61
	0.83
	0.82
	0.98
	0.68
	0.84
	vitamin D (1,25- dihydroxyvitamin D3) receptor


FIG=Fibrosis by group (stage 0-1 vs 3-4), FIS=Fibrosis by stage, ST=Steatosis by grade, PI=Portal Inflammation by grade, LBI=Lobular Inflammation by grade, HB=Hepatocellular Ballooning by grade, NAS=NAFLD Activity Score, PV=raw P-value, CPV=P-value corrected for multiple comparisons.
Supplemental Table 2:  Adjusted Hepatic Gene Expression for Vitamin D Pathway Genes by Primary Histological Outcomes

	ProbeSet
	Gene
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	206504_at
	CYP24A1
	0.26
	0.31
	0.20
	0.99
	0.98
	0.76
	0.51
	0.51
	0.76
	0.65
	0.99
	1.00
	1.00
	0.99
	cytochrome P450, family 24, subfamily A, polypeptide 1

	203979_at
	CYP27A1
	0.25
	0.30
	0.17
	0.17
	0.86
	0.01
	0.08
	0.51
	0.76
	0.61
	0.78
	0.98
	0.15
	0.57
	cytochrome P450, family 27, subfamily A, polypeptide 1

	205676_at
	CYP27B1
	0.94
	0.80
	0.14
	0.47
	0.16
	0.20
	0.05
	0.95
	0.92
	0.58
	0.95
	0.98
	0.81
	0.49
	cytochrome P450, family 27, subfamily B, polypeptide 1

	239181_at
	CYP2R1
	0.78
	0.96
	0.10
	0.16
	0.45
	0.82
	0.59
	0.91
	0.98
	0.51
	0.78
	0.98
	1.00
	0.99
	cytochrome P450, family 2, subfamily R, polypeptide 1

	227109_at
	CYP2R1
	0.97
	0.90
	0.73
	0.23
	0.25
	0.90
	0.54
	0.97
	0.95
	0.97
	0.81
	0.98
	1.00
	0.99
	cytochrome P450, family 2, subfamily R, polypeptide 1

	207786_at
	CYP2R1
	0.17
	0.64
	0.68
	0.66
	0.19
	0.96
	0.36
	0.49
	0.87
	0.97
	0.98
	0.98
	1.00
	0.94
	cytochrome P450, family 2, subfamily R, polypeptide 1

	205998_x_at
	CYP3A4
	0.87
	0.64
	0.04
	0.81
	0.45
	0.01
	0.02
	0.91
	0.87
	0.28
	0.98
	0.98
	0.14
	0.26
	cytochrome P450, family 3, subfamily A, polypeptide 4

	208367_x_at
	CYP3A4
	0.30
	0.29
	0.02
	0.94
	0.40
	0.01
	0.02
	0.53
	0.75
	0.26
	0.99
	0.98
	0.14
	0.26
	cytochrome P450, family 3, subfamily A, polypeptide 4

	231704_at
	CYP3A4
	0.63
	0.79
	0.00
	0.76
	0.17
	0.00
	0.00
	0.82
	0.91
	0.19
	0.98
	0.98
	0.14
	0.15
	cytochrome P450, family 3, subfamily A, polypeptide 4

	205999_x_at
	CYP3A4
	0.15
	0.19
	0.02
	0.93
	0.44
	0.01
	0.02
	0.46
	0.71
	0.26
	0.99
	0.98
	0.15
	0.26
	cytochrome P450, family 3, subfamily A, polypeptide 4

	210726_at
	CYP3A4
	0.22
	0.22
	0.84
	0.20
	0.43
	0.40
	0.99
	0.50
	0.71
	0.97
	0.81
	0.98
	0.95
	0.99
	cytochrome P450, family 3, subfamily A, polypeptide 4

	204965_at
	GC
	0.02
	0.13
	0.16
	0.35
	0.11
	0.66
	0.82
	0.21
	0.65
	0.60
	0.88
	0.98
	0.98
	0.99
	group-specific component (vitamin D binding protein)

	209106_at
	NCOA1
	0.58
	0.95
	0.18
	0.81
	0.60
	0.28
	0.26
	0.78
	0.98
	0.62
	0.98
	0.98
	0.88
	0.85
	nuclear receptor coactivator 1

	209107_x_at
	NCOA1
	0.80
	0.79
	0.39
	0.19
	0.63
	0.36
	0.49
	0.91
	0.91
	0.85
	0.79
	0.98
	0.90
	0.99
	nuclear receptor coactivator 1

	209105_at
	NCOA1
	0.80
	0.44
	0.68
	0.89
	0.69
	0.54
	0.70
	0.91
	0.80
	0.97
	0.98
	0.98
	0.95
	0.99
	nuclear receptor coactivator 1

	210249_s_at
	NCOA1
	0.20
	0.52
	0.78
	0.11
	0.28
	0.99
	0.77
	0.50
	0.80
	0.97
	0.78
	0.98
	1.00
	0.99
	nuclear receptor coactivator 1

	212867_at
	NCOA2
	0.05
	0.27
	0.14
	0.88
	0.61
	0.26
	0.17
	0.29
	0.75
	0.58
	0.98
	0.98
	0.88
	0.72
	nuclear receptor coactivator 2

	205731_s_at
	NCOA2
	0.90
	0.89
	0.70
	0.95
	0.43
	0.37
	0.78
	0.93
	0.95
	0.97
	0.99
	0.98
	0.90
	0.99
	nuclear receptor coactivator 2

	205732_s_at
	NCOA2
	0.27
	0.43
	0.93
	0.31
	0.87
	0.82
	0.87
	0.52
	0.80
	0.97
	0.88
	0.98
	1.00
	0.99
	nuclear receptor coactivator 2

	215605_at
	NCOA2
	0.93
	0.91
	0.21
	0.77
	0.04
	0.99
	0.98
	0.95
	0.95
	0.67
	0.98
	0.98
	1.00
	0.99
	nuclear receptor coactivator 2

	1562439_at
	NCOA3
	0.16
	0.24
	0.42
	0.02
	0.26
	0.68
	0.35
	0.47
	0.71
	0.88
	0.41
	0.98
	0.98
	0.94
	Homo sapiens, clone IMAGE:5755782, mRNA. /// nuclear receptor coactivator 3

	209060_x_at
	NCOA3
	0.83
	0.92
	0.31
	0.98
	0.41
	0.08
	0.34
	0.91
	0.96
	0.76
	0.99
	0.98
	0.44
	0.94
	nuclear receptor coactivator 3

	209062_x_at
	NCOA3
	0.46
	0.33
	0.29
	0.80
	0.62
	0.11
	0.40
	0.69
	0.76
	0.76
	0.98
	0.98
	0.62
	0.96
	nuclear receptor coactivator 3

	209061_at
	NCOA3
	0.11
	0.25
	0.84
	0.73
	1.00
	0.19
	0.72
	0.41
	0.71
	0.97
	0.98
	1.00
	0.81
	0.99
	nuclear receptor coactivator 3

	211352_s_at
	NCOA3
	0.74
	0.87
	0.99
	0.80
	0.06
	0.22
	0.93
	0.91
	0.95
	0.99
	0.98
	0.98
	0.81
	0.99
	nuclear receptor coactivator 3

	207700_s_at
	NCOA3
	0.24
	0.16
	0.94
	0.76
	0.15
	0.43
	0.76
	0.50
	0.71
	0.97
	0.98
	0.98
	0.95
	0.99
	nuclear receptor coactivator 3

	210774_s_at
	NCOA4
	0.23
	0.43
	0.02
	0.07
	0.71
	0.06
	0.07
	0.50
	0.80
	0.26
	0.76
	0.98
	0.35
	0.55
	nuclear receptor coactivator 4

	234471_s_at
	NCOA5
	0.10
	0.32
	0.09
	0.79
	0.57
	0.34
	0.22
	0.39
	0.76
	0.51
	0.98
	0.98
	0.90
	0.83
	nuclear receptor coactivator 5

	225145_at
	NCOA5
	0.24
	0.54
	0.46
	0.97
	0.56
	0.78
	0.57
	0.50
	0.80
	0.89
	0.99
	0.98
	1.00
	0.99
	nuclear receptor coactivator 5

	1568874_at
	NCOA6
	0.31
	0.49
	0.27
	0.42
	0.79
	0.69
	0.75
	0.53
	0.80
	0.76
	0.95
	0.98
	0.98
	0.99
	nuclear receptor coactivator 6

	Probe Set
	Gene 
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	208979_at
	NCOA6
	0.18
	0.40
	0.36
	0.21
	0.27
	0.84
	0.89
	0.50
	0.80
	0.80
	0.81
	0.98
	1.00
	0.99
	nuclear receptor coactivator 6

	1568805_at
	NCOA7
	0.20
	0.54
	0.95
	0.68
	0.29
	0.36
	0.99
	0.50
	0.80
	0.97
	0.98
	0.98
	0.90
	0.99
	nuclear receptor coactivator 7

	225344_at
	NCOA7
	0.01
	0.00
	0.64
	0.14
	0.59
	0.52
	0.89
	0.09
	0.00
	0.97
	0.78
	0.98
	0.95
	0.99
	nuclear receptor coactivator 7

	243807_at
	NCOA7
	0.29
	0.30
	0.37
	0.71
	0.84
	0.88
	0.50
	0.53
	0.76
	0.82
	0.98
	0.98
	1.00
	0.99
	nuclear receptor coactivator 7

	226978_at
	PPARA
	0.23
	0.40
	0.01
	0.57
	0.79
	0.00
	0.02
	0.50
	0.80
	0.26
	0.98
	0.98
	0.11
	0.26
	peroxisome proliferator-activated receptor alpha

	223437_at
	PPARA
	0.69
	0.89
	0.07
	0.52
	0.63
	0.01
	0.10
	0.88
	0.95
	0.44
	0.98
	0.98
	0.14
	0.58
	peroxisome proliferator-activated receptor alpha

	223438_s_at
	PPARA
	0.10
	0.36
	0.03
	0.88
	0.45
	0.01
	0.08
	0.39
	0.79
	0.26
	0.98
	0.98
	0.14
	0.57
	peroxisome proliferator-activated receptor alpha

	244689_at
	PPARA
	0.52
	0.88
	0.15
	0.86
	1.00
	0.02
	0.12
	0.74
	0.95
	0.60
	0.98
	1.00
	0.22
	0.64
	peroxisome proliferator-activated receptor alpha

	1558631_at
	PPARA
	0.10
	0.34
	0.13
	0.68
	0.46
	0.02
	0.18
	0.39
	0.76
	0.58
	0.98
	0.98
	0.22
	0.74
	peroxisome proliferator-activated receptor alpha

	206870_at
	PPARA
	0.03
	0.18
	0.82
	0.46
	0.13
	0.19
	0.91
	0.21
	0.71
	0.97
	0.95
	0.98
	0.81
	0.99
	peroxisome proliferator-activated receptor alpha

	210771_at
	PPARA
	0.41
	0.48
	0.15
	0.75
	0.81
	0.57
	0.39
	0.63
	0.80
	0.60
	0.98
	0.98
	0.95
	0.96
	peroxisome proliferator-activated receptor alpha

	1560981_a_at
	PPARA
	0.58
	0.48
	0.30
	0.67
	0.83
	0.47
	0.86
	0.78
	0.80
	0.76
	0.98
	0.98
	0.95
	0.99
	peroxisome proliferator-activated receptor alpha

	237142_at
	PPARA
	0.03
	0.02
	0.58
	0.05
	0.93
	0.94
	0.87
	0.21
	0.26
	0.97
	0.64
	1.00
	1.00
	0.99
	peroxisome proliferator-activated receptor alpha

	208044_s_at
	PPARD
	0.41
	0.53
	0.94
	0.08
	0.15
	0.58
	0.79
	0.63
	0.80
	0.97
	0.78
	0.98
	0.95
	0.99
	peroxisome proliferator-activated receptor delta

	210636_at
	PPARD
	0.82
	0.73
	0.32
	0.15
	0.79
	0.61
	0.35
	0.91
	0.89
	0.78
	0.78
	0.98
	0.95
	0.94
	peroxisome proliferator-activated receptor delta

	37152_at
	PPARD
	0.23
	0.24
	0.73
	0.04
	0.14
	0.80
	0.58
	0.50
	0.71
	0.97
	0.63
	0.98
	1.00
	0.99
	peroxisome proliferator-activated receptor delta

	242218_at
	PPARD
	0.58
	0.20
	0.44
	0.11
	0.11
	0.95
	0.23
	0.78
	0.71
	0.89
	0.78
	0.98
	1.00
	0.83
	peroxisome proliferator-activated receptor delta

	208510_s_at
	PPARG
	0.05
	0.22
	0.03
	0.10
	0.88
	0.22
	0.12
	0.29
	0.71
	0.26
	0.78
	0.98
	0.81
	0.64
	peroxisome proliferator-activated receptor gamma

	219195_at
	PPARGC1A
	0.85
	0.98
	0.04
	0.67
	0.10
	0.05
	0.01
	0.91
	0.99
	0.28
	0.98
	0.98
	0.31
	0.26
	peroxisome proliferator-activated receptor gamma, coactivator 1 alpha

	1569141_a_at
	PPARGC1A
	0.75
	0.56
	0.85
	0.16
	0.82
	0.95
	0.94
	0.91
	0.83
	0.97
	0.78
	0.98
	1.00
	0.99
	peroxisome proliferator-activated receptor gamma, coactivator 1 alpha

	1553639_a_at
	PPARGC1B
	0.57
	0.65
	0.68
	0.66
	0.56
	0.61
	0.50
	0.78
	0.87
	0.97
	0.98
	0.98
	0.95
	0.99
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	1563943_at
	PPARGC1B
	0.40
	0.20
	0.53
	0.88
	0.39
	0.53
	0.94
	0.63
	0.71
	0.97
	0.98
	0.98
	0.95
	0.99
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	232181_at
	PPARGC1B
	0.20
	0.45
	0.34
	0.00
	0.59
	0.74
	0.54
	0.50
	0.80
	0.78
	0.16
	0.98
	1.00
	0.99
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	1555282_a_at
	PPARGC1B
	0.04
	0.12
	0.62
	0.47
	0.65
	0.86
	0.79
	0.25
	0.61
	0.97
	0.95
	0.98
	1.00
	0.99
	peroxisome proliferator-activated receptor gamma, coactivator 1 beta

	205911_at
	PTH1R
	0.00
	0.00
	0.81
	0.10
	0.99
	0.05
	0.45
	0.08
	0.07
	0.97
	0.78
	1.00
	0.31
	0.99
	parathyroid hormone 1 receptor

	202449_s_at
	RXRA
	0.29
	0.19
	0.76
	0.62
	0.33
	0.22
	0.85
	0.53
	0.71
	0.97
	0.98
	0.98
	0.81
	0.99
	retinoid X receptor, alpha

	202426_s_at
	RXRA
	0.01
	0.02
	0.94
	0.27
	0.47
	0.35
	0.95
	0.15
	0.29
	0.97
	0.82
	0.98
	0.90
	0.99
	retinoid X receptor, alpha

	209148_at
	RXRB
	0.02
	0.06
	0.85
	0.74
	0.71
	0.19
	0.63
	0.21
	0.40
	0.97
	0.98
	0.98
	0.81
	0.99
	retinoid X receptor, beta

	215098_at
	RXRB
	0.08
	0.06
	0.23
	0.35
	0.23
	1.00
	0.51
	0.39
	0.40
	0.68
	0.88
	0.98
	1.00
	0.99
	retinoid X receptor, beta

	215099_s_at
	RXRB
	0.33
	0.69
	0.62
	0.27
	0.64
	0.98
	0.56
	0.55
	0.88
	0.97
	0.82
	0.98
	1.00
	0.99
	retinoid X receptor, beta

	205954_at
	RXRG
	0.12
	0.25
	0.67
	0.96
	0.41
	0.76
	0.66
	0.41
	0.71
	0.97
	0.99
	0.98
	1.00
	0.99
	retinoid X receptor, gamma

	Probe Set
	Gene 
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	208015_at
	SMAD1
	0.70
	0.61
	0.71
	0.77
	0.10
	0.95
	0.68
	0.88
	0.84
	0.97
	0.98
	0.98
	1.00
	0.99
	Homo sapiens cDNA clone IMAGE:7262571, with apparent retained intron. /// SMAD family member 1

	210993_s_at
	SMAD1
	0.32
	0.53
	0.94
	0.06
	0.83
	0.48
	0.91
	0.53
	0.80
	0.97
	0.73
	0.98
	0.95
	0.99
	SMAD family member 1

	227798_at
	SMAD1
	0.70
	0.70
	0.23
	0.48
	0.48
	0.75
	0.38
	0.88
	0.88
	0.68
	0.95
	0.98
	1.00
	0.96
	SMAD family member 1

	244446_at
	SMAD1-AS2
	0.17
	0.04
	0.68
	0.82
	0.07
	0.53
	0.26
	0.49
	0.32
	0.97
	0.98
	0.98
	0.95
	0.85
	SMAD1 antisense RNA 2

	203076_s_at
	SMAD2
	0.24
	0.50
	0.02
	0.57
	0.10
	0.01
	0.00
	0.50
	0.80
	0.26
	0.98
	0.98
	0.14
	0.15
	SMAD family member 2

	203077_s_at
	SMAD2
	0.10
	0.03
	0.19
	0.47
	0.94
	0.03
	0.16
	0.39
	0.31
	0.63
	0.95
	1.00
	0.23
	0.70
	SMAD family member 2

	235598_at
	SMAD2
	0.47
	0.60
	0.00
	0.34
	0.19
	0.04
	0.00
	0.69
	0.84
	0.15
	0.88
	0.98
	0.31
	0.15
	SMAD family member 2

	203075_at
	SMAD2
	0.00
	0.01
	0.03
	0.90
	0.81
	0.16
	0.07
	0.08
	0.19
	0.26
	0.98
	0.98
	0.80
	0.55
	SMAD family member 2

	226563_at
	SMAD2
	0.00
	0.01
	0.43
	0.45
	0.56
	0.42
	0.62
	0.08
	0.26
	0.88
	0.95
	0.98
	0.95
	0.99
	SMAD family member 2

	239271_at
	SMAD2
	0.46
	0.53
	0.58
	0.88
	0.35
	0.57
	0.36
	0.69
	0.80
	0.97
	0.98
	0.98
	0.95
	0.94
	SMAD family member 2

	205396_at
	SMAD3
	0.64
	0.41
	0.08
	0.87
	0.89
	0.32
	0.13
	0.82
	0.80
	0.45
	0.98
	0.98
	0.90
	0.66
	SMAD family member 3

	218284_at
	SMAD3
	0.04
	0.07
	0.91
	0.25
	0.79
	0.35
	0.82
	0.25
	0.48
	0.97
	0.81
	0.98
	0.90
	0.99
	SMAD family member 3

	205397_x_at
	SMAD3
	0.76
	0.76
	0.26
	0.83
	0.72
	0.52
	0.35
	0.91
	0.90
	0.74
	0.98
	0.98
	0.95
	0.94
	SMAD family member 3

	205398_s_at
	SMAD3
	0.47
	0.68
	0.80
	0.60
	0.46
	0.63
	0.61
	0.69
	0.88
	0.97
	0.98
	0.98
	0.95
	0.99
	SMAD family member 3

	235725_at
	SMAD4
	0.05
	0.11
	0.34
	0.46
	0.20
	0.27
	0.15
	0.29
	0.59
	0.78
	0.95
	0.98
	0.88
	0.70
	SMAD family member 4

	202526_at
	SMAD4
	0.02
	0.05
	0.30
	0.38
	0.27
	0.32
	0.16
	0.19
	0.40
	0.76
	0.91
	0.98
	0.90
	0.70
	SMAD family member 4

	202527_s_at
	SMAD4
	0.10
	0.47
	0.72
	0.19
	0.85
	0.60
	0.75
	0.39
	0.80
	0.97
	0.79
	0.98
	0.95
	0.99
	SMAD family member 4

	1565702_at
	SMAD4
	0.62
	0.72
	0.60
	0.13
	0.41
	0.46
	0.49
	0.82
	0.89
	0.97
	0.78
	0.98
	0.95
	0.99
	SMAD family member 4

	1565703_at
	SMAD4
	0.07
	0.10
	0.90
	0.92
	0.08
	0.87
	0.57
	0.32
	0.56
	0.97
	0.99
	0.98
	1.00
	0.99
	SMAD family member 4

	205187_at
	SMAD5
	0.84
	0.58
	0.47
	0.61
	0.56
	0.48
	0.59
	0.91
	0.83
	0.90
	0.98
	0.98
	0.95
	0.99
	SMAD family member 5

	205188_s_at
	SMAD5
	0.13
	0.50
	0.88
	0.15
	0.58
	0.59
	0.80
	0.42
	0.80
	0.97
	0.78
	0.98
	0.95
	0.99
	SMAD family member 5

	225223_at
	SMAD5
	0.28
	0.28
	0.82
	0.35
	0.46
	0.61
	0.93
	0.53
	0.75
	0.97
	0.88
	0.98
	0.95
	0.99
	SMAD family member 5

	225219_at
	SMAD5
	0.37
	0.41
	0.93
	0.30
	0.31
	0.79
	0.63
	0.60
	0.80
	0.97
	0.88
	0.98
	1.00
	0.99
	SMAD family member 5

	235451_at
	SMAD5
	0.87
	0.58
	0.87
	0.76
	0.84
	0.82
	0.82
	0.91
	0.83
	0.97
	0.98
	0.98
	1.00
	0.99
	SMAD family member 5

	220263_at
	SMAD5-AS1
	0.00
	0.01
	0.85
	0.24
	0.88
	0.77
	0.94
	0.08
	0.26
	0.97
	0.81
	0.98
	1.00
	0.99
	SMAD5 antisense RNA 1

	207069_s_at
	SMAD6
	0.13
	0.73
	0.02
	0.24
	0.38
	0.17
	0.04
	0.42
	0.89
	0.26
	0.81
	0.98
	0.81
	0.43
	SMAD family member 6

	209887_at
	SMAD6
	0.20
	0.10
	0.51
	0.00
	0.12
	0.25
	0.25
	0.50
	0.56
	0.96
	0.06
	0.98
	0.86
	0.85
	SMAD family member 6

	213565_s_at
	SMAD6
	0.31
	0.75
	0.10
	0.64
	0.91
	0.31
	0.22
	0.53
	0.90
	0.51
	0.98
	0.98
	0.90
	0.83
	SMAD family member 6

	209886_s_at
	SMAD6
	0.86
	0.89
	0.96
	0.89
	0.76
	0.68
	0.63
	0.91
	0.95
	0.97
	0.98
	0.98
	0.98
	0.99
	SMAD family member 6

	204790_at
	SMAD7
	0.22
	0.20
	0.04
	0.04
	0.68
	0.52
	0.09
	0.50
	0.71
	0.28
	0.63
	0.98
	0.95
	0.58
	SMAD family member 7

	227719_at
	SMAD9
	0.00
	0.02
	0.46
	0.45
	0.74
	0.87
	0.74
	0.08
	0.26
	0.89
	0.95
	0.98
	1.00
	0.99
	SMAD family member 9

	Probe Set
	Gene 
	FIG (PV)
	FIS (PV)
	ST (PV)
	PI (PV)
	LBI (PV)
	HB (PV)
	NAS (PV)
	FIG (CPV)
	FIS (CPV)
	ST (CPV)
	PI (CPV)
	LBI (CPV)
	HB (CPV)
	NAS (CPV)
	Gene Title

	206320_s_at
	SMAD9
	0.90
	0.70
	0.84
	0.54
	0.22
	0.91
	0.74
	0.93
	0.88
	0.97
	0.98
	0.98
	1.00
	0.99
	SMAD family member 9

	204255_s_at
	VDR
	0.06
	0.40
	0.08
	0.52
	0.64
	0.60
	0.29
	0.29
	0.80
	0.45
	0.98
	0.98
	0.95
	0.91
	vitamin D (1,25- dihydroxyvitamin D3) receptor

	213692_s_at
	VDR
	0.31
	0.15
	0.56
	0.33
	0.85
	0.60
	0.58
	0.53
	0.67
	0.97
	0.88
	0.98
	0.95
	0.99
	vitamin D (1,25- dihydroxyvitamin D3) receptor

	204253_s_at
	VDR
	0.86
	0.99
	0.78
	0.00
	0.99
	0.71
	0.77
	0.91
	0.99
	0.97
	0.16
	1.00
	1.00
	0.99
	vitamin D (1,25- dihydroxyvitamin D3) receptor

	204254_s_at
	VDR
	0.01
	0.03
	0.85
	0.23
	0.90
	0.88
	0.98
	0.15
	0.32
	0.97
	0.81
	0.98
	1.00
	0.99
	vitamin D (1,25- dihydroxyvitamin D3) receptor


FIG=Fibrosis by group (stage 0-1 vs 3-4), FIS=Fibrosis by stage, ST=Steatosis by grade, PI=Portal Inflammation by grade, LBI=Lobular Inflammation by grade, HB=Hepatocellular Ballooning by grade, NAS=NAFLD Activity Score, PV=raw P-value, CPV=P-value corrected for multiple comparisons.
