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Supplementary Figure 1.

Principal component 1

Microbiota composition as depicted by Principal Coordinates analysis. One sample from each child is shown, the colors indicating diagnosis
group: Crohn’s disease (orange circles), ulcerative colitis (red), IBD-U (unclassified IBD; pink), JIA (juvenile idiopathic arthritis; dark blue)
and healthy (light blue). “X” marks the cases using antibiotics during the previous 6 months, or currently on different medications.
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Supplementary Figure 2.

Bacteroidetes Clostridium.cluster.lV Clostridium.cluster.lV Clostridium.cluster.lV °\V_ Clostridium.clusterlV 3%  Clostridium.cluster.IV
o - —
o *% X *% o T *k o~ * o * [ *k
S % S %3 5 _ = o
R o 34 < 8] S @ © S_
= S =S 0 o =8 = é 2
g a g ° g g 51 5
3 = ) ] c ©
@ @ 3_] £ g T ) S S
S o 25 =1 O« 3 ==
g S = 82 ® o o c
= ] @ 97 Z o7 Qg G <
:75 S &4 = © [N} £ g— S S
g, £ S £ 2 £ § £ T
T o S 3 = 2 = = - o
S 27 5 = he] 5 o oy
2 o S 5 £ 9 Q3 ° 284
[0) S oS - Q_| ksl - o o 2
= = © » 2 o | < o S}
g g 23 g2 a3 8
oo O o o o Ll:J o 8 o %_ —
uc CD Ctrl Uc CD Ctrl uc CD Ctrl uUc CD Ctrl % UCc CD Ctrl © uc CD Ctrl
" o
Clostridium.cluster.lV Clostridium.cluster.lV. 2 Clostridium.cluster.lV 32 Clostridium.cluster.XI mCIostridium.cIuster.XI * Clostridium.cluster.XIV:
o
* *% > *% T o *% 3 * © ST * — *
— = = = T = o [CIE]
O O— [ = O = — = 27
= o : © [} [OR:X D ©
3 o & ¢ S ¢ 9 - @
= @ 27 5 ° S S B © c o
£ 5 © [ S S o [TRR=E
5. 2 = 4 = - = 8 D g
£ £ S E o Q o >
2 o Ew - g 5 8- ES % =
w o - > — d -
3 2 2 g o g e 28 E3
S 4 o = S E o =
Q 5 - c x5 2 L,
O o ] IS S 84 3 = =N
o o a8 S N o o = o = 2
£ ST o 8 2 o 3 @ S T [T
€ ° £3 5° e 7 i<l T €
S a O
o - Q o © o— o-— > o
= UC CD Ctrl -z uc CD Ctrl t?) uUc CD Ctrl 5: uUC CD Ctrl ucC CD Ctrl o uc CD Ctrl
Clostridium.cluster.XIV: © Clostridium.cluster.XIV: Clostridium.cluster.XIV: Clostridium.cluster.XIV: o2 glostridium.cluster.XlV; Clostridium.cluster.XIV:
o * ‘. * * *k B * ® o *kk S Kk
S [0} - — = - I
] =y D ©— o 8 > [
B 5 % 27 £s = S g 2 = 8
3 P = -
=3 s > © © N 27 e 3
[CR— g o o ] 5 ° k%)
o 3 o = = T ]
% 3| o 3 59 Q o S - £ 3
o 2 S S Q8 e 5 = g
23 o _ L2 9 S = o RS
E - 587 £ 2° g g -
23 a° 2 7 R S 5 =Y T
=
2 8 £ 3 o g . g 8- £ 8
3 | S 3 S 8- £ 84 3 ° a
kel = Qo 5 o ] -
(@] |73 S Q c 7]
o O o w o S o -5 o C% -
UC CD Ctrl O uc CD Ctrl uc CD Ctrl uUC CD Ctrl I uc CD Ctrl uc CD Ctrl
-
Glostridium.cluster.XVl 2 Clostridium.cluster.XVl (L%Iostridium.cluster.XVII ° Proteobacteria Uncultured.Clostridiale: Uncultured.Clostridiale:
o S— . 2 o o~
BN S * ® * = * ° * ® *kk N N *%
—_ - o - [5) —_ = -
g T 8 ° Z 5 o 2 o
© 8 S T ] SIS 2 o o °
] 3 IS < S & ° S -
0 e ‘= o 5 —
€ 5] S = 58 £ 2 S
S 2 5 T @ S 5 2 - = &
O c T § O o s 3 3 2+ 17} 3
o =l £ % o L2 o o
. = I g o o o A
= g = s ° T o
2 £ o I 1S S o S o=
oy S & S ~ < S 5 o 5 o7
o 3_| 22 S 5 I =2 =S £°
S 8 o = S o = | I 3 - 3
o S 3 2 IS 2
o o o o o o- 5 o S o S o
UC CD Ctrl I.|:.I‘ uc CD Ctrl uc CD Ctrl 2} UC CD Ctrl ucC CD Ctrl uc CD Ctrl

Genus-level microbiota composition (average relative abundance + standard error) in the controls and IBD cases,
ulcerative colitis and Crohn’s disease cases shown separately. The asterisks indicates the significance of the group
differences: * p<0.05, ** p<0.01; *** p<0.001.
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Anaerovorax.odorimutans.et.rel.
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Associations between the fecal calprotectin and the nine most predictive microbial groups (log-
abundances). The lines represent the best fit from a linear model (allowing also quadratic
relationships) and shaded regions show the 95% confidence intervals.



