PK modeling


Supplemental Digiital Content 4:  Detailed Information for the Below Limit of Quantification (LOQ) Values

A.B.C.D. for the final population pharmacokinetic model
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The number of sampling points where both measured and predicted plasma concentration (Cp) were below LOQ was 211 for the final population pharmacokinetic model.
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E.F. for the final post hoc Bayesian individual pharmacokinetic model
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The number of sampling points where both measured and predicted Cp were below LOQ was 255 for the final post hoc Bayesian individual pharmacokinetic model.


The filled circle represents each sample. The circles were connected by the line when the circles were originated from one patient. The dotted line expresses the limit of quantification, 0.0056 μg/ml (5.6 ng/ml).
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