Table 1: Hemodynamic data
	
	
	CTL
	SEVO
	PROP10
	INTRA10
	PROP100
	INTRA100

	HR
	equilibration
	256 (33)
	275 (24)
	269 (27)
	253 (23)
	263 (22)
	258 (26)

	
	treatment
	265 (35)
	257 (35)
	280 (25)
	277 (18)
	266 (24)
	280 (31)

	RM-ANOVA p(group); p(time); p(interaction)
	0.72; 0.61; 0.12
	0.74; 0.02; 0.47
	0.87; 0.006; 0.1

	PSP
	equilibration
	130 (7)
	130 (8)
	136 (10)
	136 (10)
	130 (9)
	132 (6)

	
	treatment
	123 (7)
	122 (11)
	131 (9)
	131 (9)
	131 (10)
	129 (8)

	RM-ANOVA p(group); p(time); p(interaction)
	0.95; 0.001; 0.75
	0.36; <0.001; 0.59
	0.55; 0.01; 0.02

	CO
	equilibration
	66 (15)
	77 (6)
	72 (15)
	65 (12)
	76 (14)
	65 (8)

	
	treatment
	62 (11)
	58 (4)
	70 (12)
	67 (15)
	78 (13)
	69 (13)

	RM-ANOVA p(group); p(time); p(interaction)
	0.42; <0.001; <0.001
	0.72; 0.35; 0.17
	0.14; 0.90; 0.11

	SV
	equilibration
	0.26 (0.05)
	0.28 (0.03)
	0.27 (0.03)
	0.26 (0.05)
	0.29 (0.04)
	0.25 (0.02)

	
	treatment
	0.24 (0.05)
	0.23 (0.03)
	0.25 (0.03)
	0.24 (0.05)
	0.29 (0.04)
	0.25 (0.05)

	RM-ANOVA p(group); p(time); p(interaction)
	0.71; <0.001; 0.03
	0.93; 0.002; 0.70
	0.08; 0.07; 0.15

	CF
	equilibration
	27 (5)
	31 (3)
	27 (5)
	26 (4)
	29 (3)
	29 (2)

	
	treatment
	27 (4)
	27 (3)
	26 (4)
	25 (4)
	27 (4)
	27 (4)

	RM-ANOVA p(group); p(time); p(interaction)
	0.28; 0.002; 0.003
	0.92; 0.21; 0.58
	0.84; 0.047; 0.34

	LVW
	equilibration
	7.87 (2.22)
	9.20 (1.18)
	9.07 (2.46)
	8.12 (1.90)
	9.07 (1.90)
	7.87 (0.79)

	
	treatment
	6.91 (1.64)
	6.55 (0.76)
	8.44 (1.82)
	8.10 (2.26)
	9.33 (1.92)
	8.16 (1.78)

	RM-ANOVA p(group); p(time); p(interaction)
	0.52; <0.001; 0.003
	0.62; 0.02; 0.20
	0.17; 0.54; 0.06

	CF/LVW
	equilibration
	0.0035 (0.0007)
	0.0034 (0.0005)
	0.0030 (0.0003)
	0.0033 (0.0004)
	0.0033 (0.0004)
	0.0037 (0.0002)

	
	treatment
	0.0040 (0.0008)
	0.0043 (0.0006)
	0.0031 (0.0004)
	0.0032 (0.0006)
	0.0029 (0.0004)
	0.0035 (0.0005)

	RM-ANOVA p(group); p(time); p(interaction)
	0.80; <0.001; 0.06
	0.18; 0.06; 0.04
	0.06; 0.72; 0.007

	ME
	equilibration
	1.22 (0.34)
	1.34 (0.17)
	1.29 (0.43)
	1.18 (0.27)
	1.41 (0.58)
	1.12 (0.25)

	
	treatment
	1.17 (0.35)
	1.22 (0.18)
	1.23 (0.35)
	1.51 (0.25)
	1.51 (0.56)
	1.29 (0.26)

	RM-ANOVA p(group); p(time); p(interaction)
	0.55; 0.053; 0.42
	0.80; 0.28; 0.054
	0.41; 0.14; 0.21

	CVC
	equilibration
	3.50e-4 (6.42e-5)
	4.19e-4 (6.20e-5)
	3.38e-4 (4.46e-5)
	4.10e-4 (1.69e-5)
	4.02e-4 (5.94e-5)
	3.77e-4 (2.33e-5)

	
	treatment
	3.49e-4 (5.15e-5)
	3.66e-4 (6.25e-5)
	3.27e-4 (3.15e-5)
	3.78e-4 (1.04e-5)
	3.65e-4 (7.17e-5)
	3.50e-4 (5.25e-5)

	RM-ANOVA p(group); p(time); p(interaction)
	0.22; 0.007; 0.009
	0.78; 0.21; 0.63
	0.54; 0.01; 0.21

	CVC/LVW
	equilibration
	4.56e-5 (7.08e-6)
	4.65e-5 (1.04e-5)
	3.85e-5 (5.68e-6)
	4.97e-5 (1.02e-5)
	4.55e-5 (7.92e-6)
	4.83e-5 (4.31e-6)

	
	treatment
	5.21e-5 (8.52e-6)
	5.90e-5 (1.09e-5)
	3.98e-5 (6.63e-6)
	4.65e-5 (8.74e-6)
	3.99e-5 (8.58e-6)
	4.46e-5 (8.61e-6)

	RM-ANOVA p(group); p(time); p(interaction)
	0.48; <0.001; 0.023
	0.17; 0.24; 0.026
	0.32; 0.48; 0.006


Abbreviations: CF=coronary flow [mL/min]; CF/LVW [mmHg-1]; CO=cardiac output [mL/min]; CVC=coronary vascular conductance [mL/min•mmHg]; HR=heart rate [min-1]; LVW=left ventricular work [mmHg•L/min]; ME=myocardial efficiency [mmHg•L•g dry wt/mol]; PSP=peak systolic pressure [mmHg]; SV=stroke volume [mL].
Data are presented as mean (SD). Two-way repeated-measures analysis of variance (RM-ANOVA) was performed to compare CTL vs. SEVO, CTL vs. PROP10 and INTRA10, and CTL vs. PROP100 and INTRA100. It was followed by multiple comparison procedures (Holm-Sidak method) as appropriate. Significant group-time interactions are indicated in boldface.
CTL, control group (time-matched perfusion without treatment; n=5); INTRA10, corresponding intralipid control to PROP10 (n=4); INTRA100, corresponding intralipid control to PROP100 (n=7); PROP10, propofol 10 µM (n=4); PROP100, propofol 100 µM (n=8); SEVO, sevoflurane 2 vol.-% (n=9). 
Table 2: Effects of anesthetics on regulatory enzyme levels and phosphorylation during aerobic perfusion protocols

	groups

	MCD

/actin


	PDK4

/actin
	ACC

/actin
	pACC

/ACC
	AMPK

/actin
	pAMPK/

AMPK

	1h BL vs
	5.23 (2.57)
	1.93 (1.13)
	0.21 (0.06)
	2.74 (0.84)
	1.66 (0.54)
	0.45 (0.44)

	CTL
	3.42 (0.58)
	1.06 (0.41)
	0.27 (0.04)
	3.32 (1.32)
	1.20 (0.48)
	0.92 (0.55)

	CTL vs
	5.04 (2.56)
	1.96 (0.99)
	0.24 (0.02)
	3.00 (1.34)
	2.47 (1.29)
	0.65 (0.24)

	SEVO
	5.64 (2.79)
	2.48 (2.10)
	0.19 (0.03)
	4.50 (1.22)
	3.23 (2.05)
	0.84 (0.73)

	CTL, 
	0.91 (0.24)
	0.88 (0.27)
	1.88 (0.31)
	1.56 (0.26)
	1.09 (0.06)
	0.68 (0.20)

	INTRA10, 
	1.04 (0.37)
	1.00 (0.24)
	2.61 (1.35)
	1.07 (0.13)
	1.14 (0.44)
	0.83 (0.24)

	PROP10
	0.59 (0.06)
	0.76 (0.06)
	1.21 (0.34)
	1.45 (0.34)
	0.78 (0.31)
	0.60 (0.24)

	CTL, 
	0.66 (0.21)
	0.53 (0.05)
	1.82 (1.09)
	1.16 (0.44)
	1.43 (0.91)
	0.61 (0.34)

	INTRA100, 
	0.37 (0.04)
	0.44 (0.16)
	1.31 (0.25)
	0.97 (0.15)
	1.20 (0.34)
	0.48 (0.10)

	PROP100
	0.53 (0.21)
	0.47 (0.17)
	1.20 (0.26)
	1.18 (0.20)
	1.12 (0.34)
	0.68 (0.10)


Proteins were quantified by Western blotting and the relative band densities were measured and used to calculate levels of expression and ratios, respectively. Actin was used to normalize data. Values are expressed as mean (SD) (n=5). Student t-test was performed to compare 1hBL vs. CTL and CTL vs. SEVO. Analysis of variance (ANOVA) was used to compare CTL, INTRA10, PROP10, and CTL, INTRA100, PROP100. There were no significant differences in enzyme levels or phosphorylation upon treatments versus the appropriate control values except for ACC/actin in sevoflurane vs control group (boldface red font, *p=0.01).

Abbreviations: ACC, acetyl-CoA carboxylase; AMPK, 5’ adenosine monophosphate-activated protein kinase; MCD, malonyl-CoA decarboxylase; PDK4, pyruvate dehydrogenase kinase, isozyme 4.

CTL, control group (time-matched perfusion without treatment); INTRA10, corresponding intralipid control to PROP10; INTRA100, corresponding intralipid control to PROP100; PROP10, propofol 10 µM; PROP100, propofol 100 µM; SEVO, sevoflurane 2 vol.-%. 
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