
Supplemental Materials and Methods  
Before transfusion an 18 G intravenous catheter was placed in an antecubital vein for blood withdrawal. After collection, samples were centrifuged at 2500 rpm for 10 min at 4o C and stored at -80o C.

Haptoglobin measurement: Haptoglobin concentration was measured with a haptoglobin ELISA kit (GenWay Biotech, Inc., San Diego, CA) after plasma decomplementation by incubation at 56o C for 30 min.

Plasma hemoglobin measurement: Plasma hemoglobin was measured with a QuantiChrom Hemoglobin Assay Kit (BioAssaySystems, Hayward, CA). These samples were collected using 18 G catheters avoiding negative aspirating pressures to minimize ex vivo hemolysis. Although some ex vivo hemolysis of fragile erythrocytes might have occurred during sample withdrawal, only grossly hemolyzed samples were excluded (8 samples out of a total of 108). The 8 excluded values were imputed to perform the Repeated Measures ANOVA analysis, as described in the Statistical analysis section. The imputation procedure did not affect the result of the analysis. In fact, a different statistical test (Linear mixed model) was performed without the imputed values and resulted in a p value of 0.026, similar to the Repeated Measures ANOVA analysis.
Nitric Oxide metabolite measurements: Quantification of nitrosation products (protein S-nitrosothiols (RSNO) and N-nitrosamines (RNNO)) was achieved by group-specific denitrosation after injection of samples into a triiodide-containing reaction mixture with a continuous nitrogen purge and quantification of evolved nitric oxide by a gas phase chemiluminescence detector (CLD 77am sp, EcoPhysics, Ann Arbor, MI). Nitrite was removed by preincubation of samples with acidic sulfanilamine, and discrimination between RSNO and RNNO products was achieved by pretreatment of sample aliquots with mercuric chloride (HgCl2). Oxidation products of nitric oxide (nitrate and nitrite) were quantified by ion chromatography (ENO20 Analyzer, Eicom, San Diego, CA).

Plasma cytokine measurement: Flow cytometric analysis of bead fluorescence intensity for cytokine concentrations was performed with a BD FACS Calibur, and the data were analyzed using FlowJo 7.6.1 software (Tree Star, Inc., Ashland, OR). A standard curve for each cytokine was obtained, and samples were analyzed.
