Appendix 5. Distribution of Maternal and Fetal Genotypes in the Study Population Among

Smokers and Non-Smokers

Metabolic Maternal Genotype Maternal P Fetal P
Gene Tobacco Genotype Genotype
Use N (%) N (%0)
None GSTT1 291 (74.8) 203 (69.5)
GSTT1 (del) 98 (27.2) 80 (28.3)
Missing 113 219
GSTT1 m 56
GSTT1 291(72,4) 203 (69.5)
GSTTL1 (del) 111 (27.6) 89 (30.5)
Smoker | \rissing 100 210
None AA 422 (88.8) 271 (88.0)
AG/GG (llegeyVal) 53 (11.2) 37 (12.0)
Missing 27 194
CYP1A1 16 54
AA 443 (91.5) 265 (86.3)
Smoker AG/GG (lleggrVal) 41 (8.5) 42 (13.7)
Missing 18 195
None 1T 456 (97.2) 282 (96.3)
AT/AA (LysisoHis) 13 (2.8) 11 (3.8)
Missing 33 209
CYP2A6 10 43
T 457 (95.2) 262 4(%%
Smoker AT/AA (LysisoHis) 23 (4.8) 2'28
Missing 22
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