SoftGenetics Contig Display 01/04/2019 11:05:45

Mutation Surveyor V4.0.9 1
1R--—> DCLRE1C_e6_F_Synthesis_241.scf-->
8.UUY5E0 255 260 265 270 275 280 285 290 295

6,00 GCTAGAATGGAGCTTCTGCACT%(RﬁGGGGCAGGnACTGGGCCTCGTAT#

P oA A A A A A A A A A A AU A A AN AN A A A
VNV VY WYY VYV Y YV

\/\ N—A N /\#
YV TPV VYV XY VVY FIVY VY VY Y

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

1R<—— DCLRE1C_e6_R_Synthesis_218.scf<--

igg acialaartalgaccTicrachcrccloaahalcacatlac ageccyalarars
pood A AN A A A AN L AN AL A (LA paVARA I s g A L L A AN
B VYA AV ATATAYAYA A TAYAVAVAVAVAVAVAYAVAVAVAAVAVAVAVATA'A A R VAVAYAAAYRATAAVAVAVAVAVATATATAY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

15--> DCLREIC_6F_AP0262_A0l.abl-->

4,00 170 175 180 185 190 195 200 205 210 21h
30T A GAATGGAGCT TOTGCAQTCCA /SGGCAGGTAGTGGGQCTCGTATAGE

s

A A A A A AN A A AR AV A A nan AN AN AR AN A
S AVARRVRANAARAA RO ARAZ AN VAN N8 S ANAA AR A S N A Y

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

1S--> DCLREIC_6F_AP0262_A0l.abl Mutations: 274G>GAS$60.2

2,00(1 I I I I I I I I I 1
1,50 60.24
1,00 —_ T A: t —
50 I A /\
Ou AN An N N R A M /\f\ s A I'/\A sa alla A A AA JA A D
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- DCLREIC_6R_AP0262_A02.abl Mutations: 274G>GAS$11.1
2,00(1 I I I I I I I I I 1
1,50 11.08
1,00 ———1517 —
50 A A A JANI A A\ A A A N N, A A Av
VN AVAVANANAV.VAVAY IV A VAVAVAUAVATA G VAVAVIVAVAEY, VA Y VTVEN Y AV VA ANNN
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- DCLREIC_6R_AP0262_A02.abl<--
3!00 229 29 299 L) 249 23U tole] <oU Ydole] 70

G

G

2,00 TA(—‘.AAT(—‘.UG GCTTOTGCAQTCC (‘GGGK‘AG[—‘.TA(‘TGGG(’(‘T(‘K—‘.TMT;
AAAAIAAA 2 AN~ A AN AL A Al A ATAINA Al Vs alp A A LA

1,00

R AVANARAAARSPRANANIAANATVA NS A /

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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Mutation Surveyor V4.0.9 2
15--> DCLRE1IC_6F_PR0204_FO01l.abl--—>
3.00 170 175 18 185 190 195 200 205 210 21b

0
TAGAATGGAG OTGCAQTCC GGGGCAGGTALTLGGGQCTCGTATAGEG
n

CTT
B D A A AP A AP A AN AN Pal A AT AN n LN
LW VWYYV TYVY VY VWY Y N YT VT YV

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S--> DCLREIC_6F_PR0204_FO01l.abl Mutations: 274G>GA$95.6
2,00(1 I I I I I I I I I 1
1,50 95.62
50
A N A A\ N A A Ay Ao A A4 A An__A AAAAA*AA A A__As /N AA A A N
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- DCLREIC_6R_PR0204_F02.abl Mutations: 274G>GAS$50.1
2,00(1 I I I I I I I I I 1
1,50 50.12
1,00 15 =
50
s _A_A A A A 2A A A n A A A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- DCLRE1C_6R_PR0204_F02.abl<--
3.00 195 200 205 210 215 220 225 230 235 24
sood TAGAATGGARCTTOTGCAGTCL GGGGRAGGTAGTGGGOCTCATATAGR
cood AAAAAN AN AA AN AL AL A A LAV A A AU L LA
VAT AVAV ARV AVATA/AVATAAVAVAVAAVAYA AVATR VAV A AYAVA BVAVATAVAVAVAVAATATAVAATAVAVAVAVAVATAYAY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

15--> DCLREIC_6F_SOAP0467_CO0l.abl-->

3.00 170 175 180 185 190 195 200 205 210 215
2’00 TAGAATGGAGCTTGTGCAQTCC GGGGCAGGTARTGGGGOGCTCGTATAGE

1.00 NaanAa N AAAN A aANAA L NAANA N N _.lan I\f\/\ NV N A
CHVYVTIVVVVYYVVYVYYXVY YV VXYYV YYVIWYE Y L YVY Y VYWY VY Y

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

1S--> DCLRE1C_6F_SOAP0467_C0l.abl Mutations: 274G>GA$94.3

2,00(1 | | | | | | | | | 1

1,50 94.30
1,00 — T~ —_— 2:,\
50
OMAA A 4 A A A W A s Al A rI\ A aalla A A AA AN AN A M A A anal ab N s
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- DCLREIC_6R_SOAP0467_C02.abl Mutations: 274G>GAS$28.2
2,00(1 I I I I I I I I I 1
1,50 28.18
1,00 172
50 f
RV VAW AV NN YW YAV VLY W A VNN SRR ANV STV AV AN A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- DCLREIC_6R_SOAP0467_C02.abl<—--
3,00 195 200 205 210 215 220 225 230 235 240

TAGAATGGAGCTTQOTGCAQTCC GGGGELAGGTACTGGGGCTCAHLTMA

G G
200 A I a A An AT A s AT aw o A P T
e AT AT AR ARTYA AT R ATATAATRBTABTAAATMNATRAT]

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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Mutation Surveyor V4.0.9 3
1S-->  DCLRELC_6F_SONP0093_B01.abl-->
4,00 170 175 180 185 190 195 200 205 20 P15
3000 T AGAATGGAGCTTOTGCAUTCCGGGGGCAGGT A[fTGGGCCTCGTATAG

2 A A A A A AN A A ADAA AP A A VAN o AT A A LA a A
S AVARNARAAAAANAR N S CARAA AR AN AATA S N ANAAANAT AR NAY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S--> DCLREIC_6F_SONP0093_B01l.abl
2,00(1 I I I I I I I I I 1
1,50
LOO —_— - o~ o~ o~ L—
50
OMAA». M A NN M A sy Al M A ia_ANA M M A sl Ar A AAAAAAAA I\ A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- DCLRE1C_6R_SONP0093_B02.abl
2,00(1 I I I I I I I I I 1
1,50
1,00 _ _
50 A AN AN A A A n N\
L TS A AR N JANNGINONA AR o i A NTVIA 0™ padb e[
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- DCLRE1C_6R_SONP0093_B02.abl<--
3!00 L) 240 dolV) tolo] <oU 0o /U Y4k} zoU 209
2000-—AGAATGG GCTTOTGCAQTCCGGEGGGL A G T A TGLAGAOCTCHTNMTAGKG

o T T Y TN B O PO AT R Ty TN T
L A YA A WAV U vy ANARNINAAY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

15--> DCLREIC_6F_SOPR0381_G0l.abl-->

3.00 170 175 180 185 190 195 200 205 210
2’00 GCTAGAATGGAGCTTCTGCACTCC GGGGCAGGTALTGGGCCTC|GT AT 4

roodMAA AT AA AN AAANNANAALANANL A s Aa A LA ] A AN N\
LV VVV VY VY YV VMY Y VYV VYV VVYIYVVVIY VY VMYV EVVYY Y

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

1S--> DCLRE1C_6F_SOPR0381_G0l.abl Mutations: 274G>GA$90.9

2,00(1 I I I I | I I I I 1
1,50 190.92
50
L . A m A ) A | m oah ol A i aloaoa o 1A A A A s Al aan anad
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- DCLREIC_6R_SOPR0381_G02.abl Mutations: 274G>GAS$43.7
2,00(1 I I I I I I I I I 1
1,50 43.72
1,00 = 496
50
A_A A A A A A A A A A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- DCLREIC_6R_SOPR0381_G02.abl<--
300 195 200 205 210 216 220 225 230 235 440
500 GCTAIGAATG|G A‘g CTITCTGCIACTC p GGGGEL A G.G TIACT G‘G GC CIJ CIGTATA
roogi A AANAA DA A TR A AL A a VA A AR L A AT L (L)
AVATAVATAVAVATAVAVAYA'AVAIRVAVA'A GVAVATAVA'RV.VAVA'AVA (RVAVAVAVAVAVAVAVAVATAVAVAVRVAVAYAVA'RY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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Mutation Surveyor V4.0.9 1
1R--—> DCLRE1C_e7_F_Synthesis_234.scf-->
6,00

65 170 175 80 185 190 105 200

1
TG AT CCA A G A T T T T A G- A A A T &
T L S v T gy

1 2
4,000-AAF—F—G-6-ATALGTFACGHTCTG GG AANGTCG
pood LA N UA A La AN Iy lfla Aaalllan p A A A AT A A A AR A

A VVYVVWUVYYYVVVVVV VY VYV \/\l\/\/ V\/\/\! VVVYVVVY VYV

1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050

1IR<—— DCLRE1C_e7_R_Synthesis_234.scf<--
6,00 190 195 200 205 10 215 290 295 230 235
4,00ATTTGGATA(“TACGT CTGTIGATCCAAGATTTTAQCAAATTCCAAGTCU(
sood A NA 1 A ala  AAAA Aallaalhn . Inananl AANAA S
ATAATATATAVAVAATAVAVAYAYA VVVV VUVV VY VWV VAN YVVYIWN Y VYV VY
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
15--> DCLRE1C_7F_AP0262_A03.abl-->
30U %5 ) 3% 0 5 50 55 &p 65

N PN o PN L PP i Y I
AR AANAR AT AAAAN ROARA A MR RARA ALY

1,650 1,700 ,750 1,800 1,850 1,900 1,950

15--> DCLREIC_7F_AP0262_A03.abl

2,00(1 I I I I I I I I I 1
1,50
1,00 N SN —] N\ |
s NS
50
h A4 n_a N A A A A A4 N n N MmN A AA A A N
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLREIC_T7R_AP0262_A04.abl
2,00(1 I I I I I I I I I 1
1,50
1,00 ———— N "]
50
n A Y AL PN A A A s A n A A A Aa A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLREIC_TR_APO0262_A04.abl<--
3,00 50 55 60 65 70 75 80 85 A0 95
200 GATAQTACGTTC TTGATCCAAGATTTTAQGQCAAATTCCAAGTCG

ATTTG TG
100/\/\/\/\[\/\/\ LA A AMAVAA A Al a A AA . INafharl AANAA A
SV YV WYYV YTV VY AV VVY VYNV VVY VY VYY VY

1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
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Mutation Surveyor V4.0.9 2
185-——> DCLRE1IC_7F_PR0204_F03.abl-->

3,00 25 30 3b 40 45 50 56 60 69

500 ATTTGGATAQGTACGTTCTLGTGATC |[AAGATTTTAGQCAAATTCCAAGTCG

cooan AANNN N STUAA A Al AN VA A A In AAAIN A AU A AN ANAAA AN
R AVAVATATA/AVAVAVAYA AVAVAVAVAVAVAVA'RTAVAVAVAVAY. ' &'RAVATAVATATARVAVAVATAVAVATATRA'AATAY

1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S--> DCLREIC_7F_PR0204_F03.abl Mutations: 228C>CG$27.3
2,00(1 I I I I I I I I I 1
1,50 27.33
1,00 N Yt ~T NN N \~/”\~;rﬁ¢159_\\ff““——” N
50 [
A AW n NN AN A / \ AL M M A i A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
15<—- DCLREIC_7R_PR0204_F04.abl Mutations: 228C>CGS$44.5
2,00(1 I I I I I I I I I 1
1.50 4453
, 7 \ e 7
50
A A A_A _a N A_A M / \ A A A M A A | NIANAN
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
15<—- DCLRE1C_7R_PR0204_F04.abl<--
3,00 50 55 680 B85 70 75 80 85 a0 a5

0 00d AT GGATACTACGTTCTGIGATC AAGATTTTAGCAAATTCCAAGTCG
vood A AAAND o LAl ANAAL  INA VAN, I AnAA A ANAN
"VUVVVVVVV\VVVV VVVV VWUV VYV T VAV YV VY WYV VY VY

1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050

15--> DCLREIC_7F_SOAP0467_C03.abl-->

3.00 2b 30 3b 40 45 50 56 60 65
’ ATTTCGATA/‘ZTAACGTTCTGTGATCCIAAGATTTTA/FIQAAATTCCAAGTCG

s N L PP A N P A W LWV A AW O PP A A WA WL T VALV A AT
’fvvvv VWY VVVV\VVV AWAVARAAAY vvv11vvvvvvvvv VAV,

1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050

1S--> DCLREIC_7F_SOAP0467_C03.abl

2,00(1 I I I I I I I I I 1
1,50
1,000/ ~ D —— DS
s A\ ~——
50
N AN 4 s 0 A A 4w o A A A A A A A A A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLREIC_T7R_SOAP0467_C04.abl
2,00(1 I I I I I I I I I 1
1,50
1,00 N\ N
50
A M N A M A L A w A N A A n A A A A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLREIC_T7R_SOAP0467_C04.abl<—-
3,00 56 55 60 70 75 80 90 g5
Nl 3GATAQTACGTTC GATCC G TTTAQ TCCAAGTCG

2000 AT I TG a1 AAGAT CAA
oo\ AN L A AA A MANAA Al g NA AN VA AN ANNAA
AN AR RAAA AR VVVY YVVVIYV UV TV PVWVVUVY TWVV VY YY

1,650 1,700 1,750 1,800 1,850 1,900 1,950 ,000 2,050




Mutation Surveyor V4.0.9 3
15--> DCLRE1C_7F_SONP0093_B03.abl-->
Hu % D 3 4D 3 5D 55 &0 3
g’ggATTT-GATA TA,PG TCTAGTGATC AAGATTTTA AAA TCC/\AAAGTCJ
rooqa AN AAJUALAA IAA A AN A A A AN AN A A ATHAN AN AATLATL A A
VUYVVVNYY UYVVYVYVYVYVVY YYYVVUVYYUYVVVYVVY "YVVV
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S-—-> DCLREIC_7F_SONP0093_B03.abl Mutations: 228C>CG$39.5
2,000 I I I I I I I I I 1
1,50 39.46
1,00 P o —
50 /\
n L NN A ) 2 A A m A0 / PR A m A A A A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLRELIC_7R_SONP0093_B04.abl Mutations: 228C>CG$39.5
2,000 I I I I I I I I I 1
1,50 30.48
1,00 TN~ N N iﬁ;%/'\fﬂ
50 A
A A N Y | AV R N S TR \ A A A A s / A AN A A A A A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLRE1C_7R_SONP0093_B04.abl<--
3,00 560 55 66 65 76 75 86 85 96 95
2,00ATITGGATACTACGTTCTGTGATC AAGATTTTAGELAAATTCKICA G T C(
rood AN al AN A AAANA A p i AAANA A AL AL A
VY PRV VNVIVY Y IVVV VYV WUVUUYV TV EVYVVVVY VY VY VY
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S-—-> DCLREIC_T7F_SOPR0381_G03.abl-->
3.00 2 3 3 4 %5 5 5 6 65
200ATTTGGATA/‘ZTACGTTCTAGTGATC AAGATTTTAGQCAAATJTCCAAGTCG
vood AN A N UNA A A AAA AN N A A n A AN AN A A ANTLAAAAA N A
AVYVVVNVY VVYVVYVYVVYVVYN NV VVVVYVYVVVVYVVYVTVYY
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S-—-> DCLREIC_7F_SOPR0381_G03.abl Mutations: 228C>CG$41.0
2,000 T T T T T T T T T 1
1,50 41.01
1,00 . ant 7\ /—_-\_/"_\—R-Qﬂ"\v
50
n n NN A A A o / A A A A A A
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLREIC_7R_SOPR0381_G04.abl Mutations: 228C>CG$22.9
2,000 T T T T T T T T T 1
1,50 29 03
1,00 —— N\ N\ \\/N /——ﬁ:%‘\ P~~~ \v ™\
50
Ab A A__A A_Ax A m A /\ a_A A I A n /\ M A A - A s F\
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
1S<—- DCLREIC_T7R_SOPR0381_G04.abl<--
4.00 50 55 60 65 70 75 80 85 90 95
’ ATTTGGATAGTACGT TCTGT[GATC AAGATTTTAC/‘)AAATTC/?AAGTC(:
2,00 a A A A A A
VY VWMV WANVAVVVMAN WY VWIWV
1,650 1,700 1,750 1,800 1,850 1,900 1,950 2,000 2,050
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Mutation Surveyor V4.0.9 1
1R--> NCF1_F_Synthesis_5340.scf-->

6,000-195 200 205 210 15 220 225 80 235 240 24 50

CAGCGGGCCGGOGCGAGAA G;CAGG(CACA(T A‘,(Z'GAGTACTA';CAGCAC((E;
:’gg,\!\l\ Ala o A e LA A A A AL AL aa g Al A
VYWYV VUV VVVVUVVYYVYYVUYVY VYV VY VYV VYV VVYUV YUYV UV VIV VY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

2
TGAGA
I

6,000—-215 220 225 230 235 240 245 250 255 260 265 270
0AGCGGGCCGOQGCGAGAACCGORL AGGIGCACAGTTACOGAGTACTGCAGCACGCTCATIGAGA

I 1N T W S Y RN L O YT P Ty YT
VAR Y ARARAR TN uvvvvvvvv VW vvvvwvvvv VUV

1,950 2,000 2,050 2,100 2,150 2,200 2, 250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_AP0043_F03.abl-->

3,00 55 60 65 70 75 80 90 95 100 105 110

2000GAGCGGGCCGGCGAGAALCCA [CAGGGCACAQ AR‘(‘(‘AGTA;CTA';CAGCAC(CTCATGAG('

A Al A I n AU A f dannd) Aﬁﬂ A A Al ana N A LA AN
VVWVVVYVIIWVYY XVXV&ANVV Y LYVVVTY VYVV VIV VIV VY VUV

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1,00

—=

15--> NCF1_4F_AP0043_F03.abl Mutations: 5335G>AS$84.4

I 12,0000 — 0 F—— I i — B — 3 — " — — 1
150
1 00 _\ 7\ /"__;_/—ﬂ__.._ iR T e R el R e el
0,
50 A A a A A /Il ” I\h A A A A Y A A_A " N
1950 2,000 2050 2100 2150 2200 2250 2300 2350 2400 2450 2500
18<—— NCF1_4R_AP0043_F04.abl Mutations: 5335G>GAS$46.2
I 12,0007
150 N 7\
1,000 A= T N e e P e P e N e e -~
50 A A
A N A HI\ ”. A _a A A A as A s A M A a
1950 2,000 2050 2100 2150 2200 2250 2300 2350 2400 2450 2500
18<—— NCF1_4R_AP0043_F04.abl<—-—
30005 80 85 90 % 100 105 110 15 120 105
20006 AGEGGGCEEACGAGAACE GbAGGE ACAGT ACCGAGTACT CAGCACEOTCATGABC
ool | VAN AAA DA AL 4 TAAAI\AAAAQJ \pnﬂ‘ L YA A A AN
VYV VY VTN TV VWY WA VYAV YV YAV WYY VTV VYV YLV
2 2

1,950 2,000 2,050 ,100 2,150 2,200 ,250 2,300 2,350 2,400 2,450 2,500
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Mutation Surveyor V4.0.9 2
185-——> NCF1_4F_AP0044_G03.abl-->
3,00 50 55 60 65 70 75 85 90 95 100 105

2000 GAGCGGGCCGGCGAGAALCCAGCAGGGCACAGT T ACOGAGTACT/ISCAGCACGCTCATGAGA

cooaa A Al A o A aaalt AR A AnAAN /\ l\ AS A Iaan A Na A AN A
LYY VYV W YVY TLVERVVYVVY VIV VUV VYV Y VVEY T VAN Y VY LV YXTUVTY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_AP0044_G03.abl Mutations: 5335G>A$125.2 5361A>AGS$5.8

I 12,0000 0 I i — B — ' — ' — l
1,50 {
1,00 NN S T ——— N Do A V_\J--‘ e T
50 A A
Al _a A A4 /‘ \I\ A A A T | N ” A " A - AL
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
15<—- NCF1_4R_AP0044_G04.abl Mutations: 5335G>GA$50.2 5361A>AGS17.4
I 12,000T—FF 0 I i — B ] — — — !
1,50
1,00 /-/‘h"'__w'_wd\-/d_—--'\/‘_\‘ "\/"‘"”\./"‘“""\I\ TN TN TN
50
” Fani A a A A A A A A‘IAAIA'\,\ i s A b N 4

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<—- NCF1_4R_AP0044_G04.abl<--

3,00 75 80 85 90 95 100 105 110 15 120 12 B0
2,00 {'Ar‘(‘r‘rr‘(‘(‘n{‘(‘r.‘.An AP(‘AFA‘A('—‘.('—‘.[(‘A(‘A(‘T ACOGAGT CT C GCACGCTCATGAGCO

N AL e an aha AL A AR AN ANA  aalt AL A AN A AN AN pA A
Y VYV YTV WUV TV VAN YUY T WYOOACVY YV VIV

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

>

1,00

15--> NCF1_4F_AP0229_G0l.abl-->

3,000-55 60 85 70 75 g0 g5 a0 5 1l0o 105 o
200 CAGCGGGCCGOCCGAGAALCGOUCAGGGCACAGTTACCGAGTACTIECAGCACGCTCATGAG(C
|

2o A L o AN A n A TN A AT e
e Ay A A A A e Y e A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_AP0229_G0l.abl Mutations: 5335G>GA$20.5 ©5361A>AGS$7.0

I 12,00
1,50
1 00 —\\_/-o\ /’4— e TN T T e N T
50 fA
A A A A A A4 A_A A H A A
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
1S<—- NCF1_4R_AP0229_G02.abl Mutations: 5335G>GAS$34.2 5361A>AGS$8.6
ol ——m H-——>-—m4———3-—r——vq—>rax 5 1
1,50 4.60
1,00 /‘hv-"_ el N | ~. ST T _\/ﬂu mww 26 ﬁ_’,—/\ /"_
50 A
A A _A A A__A A A f\J A A AL A A M A A _A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<-- NCF1_4R_AP0229_G02.abl<--

300075 80 85 90 95 100 105 110 i 120 125
200 Gf- GCGGGCCGGCGAGAACC GEAGGG ACAGT ACQGRGTACT CAGCACGCTCAT AG

ool T AN an e A2 T Nan A ala Tl a e naftal T
N VYA Y A U A S T VY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

Q.

=
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185-——> NCF1_4F_AP0245_HOl.abl-->

N ED 55 60 6b 70 75 8 8b 9 95 100 105

300G A GeGC GCCGJCGAGAACCGGCAGGGCACAGTTALGGAGTACTG AGCACGCTCATGAG(

A A no AN A A A AR AL AN Il as A NAA AR AA
’ AN A RN ANUNA AR AANA

A a VA
YVVVVVVVIWLVYY V[ JVVYVVXVVE VY XY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_AP0245_HO01l.abl

I 12,000 —F—F—0F—F 1 I T —F B Y E— —— .

1,50
1,00 N N T e

50
A " A A A A A A A_h A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

15<—- NCF1_4R_AP0245_H02.abl
I 12,000T—FFF——F——F— 1 ! T —F 0 !
1,50
1,00/ T~ [~ i B e N~ T
50
A a A AA A A_A s aw A A s

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<—- NCF1_4R_AP0245_H02.abl<--

228 AéECG GSéOCG CeéEAG AQCOCG ICiEGG C;\ogA T ;0(55 G/AggPCTgE(l)AGCEg CTégf\TGAée
otV LA onn T AT N oI Ao nn flan /i
VYN AN YA OOV VT VLY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

=

1,00

15--> NCF1_4F_PR0034_C09.abl-->

3,00 60 65 70 75 80 85 0 95 10 10 11 115
2000 GAGCGGGCCGCGCGAGAALCCGUCAGGGCACA COGAGTACTIGCAGCACGCTCATIGRAG

s T Y, PR T A ST LT T P Y I Y TV LY
AR AR AN A VA AR A AR AN

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_PR0034_C09.abl Mutations: 5335G>GA$75.9

. eoootb—+———4+3Z-—-- -+ F—F1—H— 40— 1

1,50
1,00 ] — e LT N — D e S M e, S Sl R i
50 A
Al A A A i A A L A A " A l\ AL
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
1S<—- NCF1_4R_PR0034_Cl10.abl Mutations: 5335G>GA$13.0 5361A>AG$32.9
I 12,0001
1,50 |
1,000=—= —— LN AN ] —— . .
50 Il
A A " A A s ) A s n Awn A A Lo A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<-- NCF1_4R_PR0034_C10.abl<--

3,00
2,00
1,00

5GCG E:’(‘EGCCG gsGAG ZGCC [EsAGG gﬁCA ::'OiAC g.gGTAZ)‘I'lS'GC Z—‘J‘gAC z;'l{zCATéng
AN A a AAAL A AANAANA At N il AN ala /LA A
UV YV YVVVYNVVVV VIV VYV TV T YVAN VYV VWYY W VYV VWV YV VYTV

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

~

P>

——
—
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1S--> NCF1_4F_PR0182_D09.abl-->

3,00 60 65 70 75 80 85 90 95 10 105 110
200 GAGCGGGCCGGCGAGAALCCGGCAGGGCACAGTTALOGAGTALCTIC [GCACGCTCATGAG

1 000A A Pnka A A I A ATV ln o A A d AANA AT AN A AT Lon n A N LA ]
LYV VVVV YWYV VY TV VY VIV XY VUV VY VYV YT VAVYT VI VUY VIV

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

<]
/’(‘\ —

18--> NCF1_4F_PR0182_D09.abl Mutations: 5335G>GA$58.3 5361A>AGS$11.0
12, 0000H—H—""F41— -

I
1,50 |
1,00 /“\_,.,\_v /\ 7 N\ ST N SN — T T T T T ]
50 N
A A A A A A A aa A I

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

15<—- NCF1_4R_PR0182_D10.abl Mutations: 5335G>GA$21.8 5361A>AGS24.1
I 12,000T—FF -0 I i — B — —  — !
’ |
1,50
1,00 — I\ s NN SN e —
50 /
A A A i A A 4 An A om A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<—- NCF1_4R_PR0182_D10.abl<--

300022 80 85 90 95 100 105 110 115 120 125 130
GAGCGGGCCGGCGAGAACC CADAGGC CACAQTTACQGAGTACTGC |[GCACGCTCATGAG(

f’gﬁoﬁw/\ A o n a2 A A A A a it LA A A A AN AT A A
SN YWYYY AT IV RN VYU TR I WYV WWNW TV VYT

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

15--> NCF1_4F_SOAP0357_H05.abl-->

3,00 55 60 65 70 75 80 85 90 95 100 105 1110
200 CAGCGGGCCGGCGAGAALCA [CAGGGCACAGTTAPLGGAGTALTIGCAGCACGCTCATGAG(

1.000A /A A Aalan NA N A a A ”I\ AI\AA{\I\/\I\/\/\AI\{\[\I\AI\AAA \/\I\A A ANADN A ANAN AN
= VWYYV Y WVYY VT IMAYV VY VY EY VYTV VW YT VAVY YV EVYY VYTVY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_SOAP0357_H05.abl Mutations: 5335G>A$75.5

. eooolbm—+—— 48389+ F—F1H—H——0— 1
1,50

1,00 N L | ~—~—oa. T N T T N

%0 Ab_A A .Y A A ﬂ ﬂﬂ Aa A_A a AA A1

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<-- NCF1_4R_SOAP0357_H06.abl Mutations: 5335G>GA$26.0

. eooor——4H 468+ F——H— 00—

1,50

1,00 Ancahe S i TN ] e e e o T
soq |/ A

2 A A s N . A A A A A 1 A AN A s\ A A v A A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

A

1S<-- NCF1_4R_SOAP0357_H06.abl<--

&00 75 80 85 90 95 100 105 110 115 12 12 180
2000 SAGCGGGCCGGCGAGAACC GEAGGGCACAGT ACGGAGTACT GAGCACGCT CATGAG

voodV L AN apaaina ANAL ap AAANAARANA — aald UL | A AN A A A nla [L
SNV VYV YV VN ATV VY VYV VAN VUV T WYV VYVY VYV VYVTY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
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15--> NCF1_4F_SOAP0358_HO07.abl-->

3,00 h5 60 65 70 75 80 5 90 95 100 105 110

200 GAGCGGGCCGGCGAGAALCCAGCAGGGCACAQG Abe GAGTACT/ECAGCACGCTCATGAG(

TT
coodan A A DA A AN AR IAAAAANAATTAR AN AT, La s pa NaA - AN A
LYYV YW VY Y T LV CRY Y VVY Y XY VUV T VYV VY VT VAR VYV VYT VXV UYVY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_SOAP0358_H07.abl Mutations: 5335G>A$124.3 5361A>AGS$65.7

I 12,000 —HF—F—0F—F 11 I T —F B Y E— —— .

1,50
1,00 TN AN ] I Y I —
50 . N
A A /‘ f\ A A A A I A A
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
15<—- NCF1_4R_SOAP0358_H08.abl Mutations: 5335G>GAS$45.5 5361A>AGS$69.6
I 12,000T—FF——F—F—F 1 I T —F B Y E— —— !
150 7\ M
1,00 N\ T %/‘—Mﬁq_r—"\j \",H'_-WW_\ 1
50
n A A A AL I\ nl A A_A J A A4
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
15<—- NCF1_4R_SOAP0358_H08.abl<--
3,00 75 80 85 90 95 100 105 +H0 +H5 12 12 130

2000 GAGCGGGCCGGCGAGAACC GEAGGGCACAGT ACCQGAGTACT C|GCACGCTCATGAG
vood WL AN paadha AL A A TUAAA AR AN aala VN A 1A A AL LA LA
ALYV VYVYVY YV T VUN T WY VY YV TV VYV VYUY VYWY AW VYV VTS YV IVYY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

Y

v

15--> NCF1_4F_SOAP0375_H03.abl-->

2,28 CAZ:CGCngCGCCgRAGAArZ)nCGCC;\RGGCC:\nCACT'T'RA[bCG:nGTﬁ/C?'RBCﬁG;Jn;CCle'ngATG:gC
1,00n/\l\ Aoala n NAIN A n A “/\l\ AN /\I\”I\ r\/\:\ \I\I\A/\AAA/\/V\/\A/\/\I\(\AA
= LV WYY VY VYV VY XVYV UYVY VVV VIV YVYVVYTYY VVVYY

1,950 2,000 2,050 2,100 2,150 2,200 2, 250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_SOAP0375_H03.abl

. eoootb—+———4+3Z-—-- -+ F—F1—H— 40— 1

1,50

50

Abh A A A A N A A . P A A _»

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<—- NCF1_4R_SOAP0375_H04.abl
I 12,0001
1,50
1.00 N NN T TN e e S N TN
sod |\
2 A A s A " 2 A w N P | N A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<-- NCF1_4R_SOAP0375_H04.abl<--

[oTa} (o] 100 105 140 145 120 198K
I I rou LAviS o LIRSS L= L=}

CACAQCT ACCGAGTACTGCAGCAC CTCATGTGC

3,00 75 8
500 .\AGCG GCCGCCGAGAACCG A\:AG
)

voodML A apanfa ML apn /\/?I/\I\/\/\ N A AL s AN A A A A AL
LY CVYVYVY YV VN YV VIV YV VY YUYV VYN YAV V Y VY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

n
oU
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1S--> NCF1_4F_SONP0113_H09.abl-->

50 55 60 6b 70 75 80 8b 90 95 100 105
AGCGGGCCGGCGAGAACCGGCAGGGCACAGTTALQGAGTACTGCAGCACGCTCATGAG(

A At DA A A A SN A Al A AN A ANANL AL ANAN AN A A an A NAA AN AN
VYV WYYV VAV VYV VYT YWY VT VA VYT Y YV VXV UYVY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

3,00
2,00
1,00

Q.

_D

1S--> NCF1_4F_SONP0113_H09.abl Mutations: 5335G>GA$20.6 5361A>AGS$9.2

I 12,000 —F—F—0F—F 11 I ——— B — 1 — - — — l
1,50
1,00 —N I A T AT T L

50 A
A A A A A__a A a_) I\ A A
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<—- NCF1_4R_SONP0113_H10.abl Mutations: 5335G>GAS$10.8 5361A>AGS14.7
I 12,000T——FF— 11— 111 ' I — E — - E— ) — — '
1,50 I
1,00 TN T N Yk PN TN e TN TN TN\
50
” A A_A A AI A4 A A A A ,\ A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S<—- NCF1_4R_SONP0113_H10.abl<--

3,00 75 80 85 90 95 100 105 110 115 120 125 13
GAGCGGGCCGGCGAGAACC GEFAGGGCACAGT ACGGAGTACT CAGCACGCTCATGAGA

f’gﬁoﬂ{\ NN a nan DA AL AR A AN an o P AN A A T
RN ARAAS AT AS AR AL AR ANA AR AN AAA SO N R AN B A A

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

—

15--> NCF1_4F_SOPR0280_E09.abl-->

3,000-90 60 65 7 75 80 85 9 95 100 105 110
200 GAGCGGGCCGGCGAGAACCAGCAGGGCACAQ ‘TA,QCGAGTP‘CT/\EC GCACGCTCATGAG(

.
v ooamAnfaba A AA I AN AR Laaa Ll an AANRA TR A n AL L a NAA AL
S LVVVIVVVYWIYVYY VRV VYV YV VUV VYUYV VUV VAW VY VYT VUV VTV VY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500

1S--> NCF1_4F_SOPR0280_E09.abl Mutations: 5335G>GA$82.0 5361A>AG$23.9
rizooll—4H- - —-—+—+—— 34—

1,50
1,00 T~ N N TN 2 PN m_/—j Ot TN e~ ]
50
A s " A A /\ M A N P , A
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
1S<—- NCF1_4R_SOPR0280_E10.abl Mutations: 5335G>GA$52.5 5361A>AG$43.2
oot v 9v-—1r e 9+ r e T v—— 14— - rrr T
1,50
1,000~~~ o N T — “_,-\ L~
50 [
A " A n I PR s o A m A
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
1S<—- NCF1_4R_SOPR0280_E10.abl<--
300075 80 85 90 95 100 105 110 115 120 125 130
2’00 GAGCGGGCCGUGCGAGAACC GEBEAGGGCACAGTTACQGAGTACTGC |[GCACGCTCATGAG(
o 1 WY VT VRPN A TN WY N Y LV N VY VLV
VN VY VVVVUVVVYVUN YAV YV VI VYV VY AN VYV VWYN YW XTVY VY VY VLYY

1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
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15--> NCF1_4F_SOPR0295_F09.abl-->
3,00 60 65 701 75 80 85 90 95 100 105 11 115
2,00 CAGCGGGCCGOCGAGAALCGOCAGGGCACAGTI AL GA(-‘.TAI‘TA’-‘.(‘ GCACGCTITCATGAGA A
oo ol oA I D a i aa A A A A AL A A AL )
VWYV WYY T VYV VYV VYV YUY YUYV VT VWYY VYV VUV VTV
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
18——> NCF1_4F_SOPR0295_F09.abl Mutations: 5335G>GAS$63.2 5361A>AGS$10.2
I 12,000+ T—F 11 O I - — N — H——0 1
1,50
1,00 "\H‘v m /_\_ /\ —~— /—hw—wﬁr T T N—
50 A
A I A A I .I "
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
1S5<—- NCF1_4R_SOPR0295_F10.abl Mutations: 5335G>GAS$54.4 5361A>AGS12.3
I 12,0007 17 1 N | I - — N — H——0 '
1,50
1,000=—= e N AN N L~ NN S
50 A
N N A A A R ” Ny~ g AN F A
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
1S<—— NCF1_4R_SOPR0295_F10.abl<-—-
300073 80 85 90 95 100 105 110 115 120 125 130
2’00 GAGCGGGCCGGCGAGAACC GCAGGGCACAGTTACGGAGTACTGCAGCACGCT CATGAG(
1:00{\/\ f\l\l\.n./\ A I\/\l\/\ A I\I\AAI\AI\A/\ n .’\I\ A AMA [\ l\ o f\ nl\
W YVVVVVYNV YV YV UVVIAN Y YV YV YN VY VWV W IV WY
1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350 2,400 2,450 2,500
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1R--—> NCF2_el2_ 13_F_Synthesis_424.scf-->
6,00 20 215 200 225 280 235 0 245
A GG AGC G.C G A AL LT A C.T TG cC I CC

S A A I AR A A A R TS RA T A A a Al AL AT ALA T Al
SUNANAAAA AR A AN R A A IAANAY

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

—
—

1R<—— NCF2_el2_13_R_Synthesis_424.scf<--

N N P T P O N IR N TS
N YYVYVYVVYYYVY VYV WYYV Y YVEVY VT VYV

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_AP0022_A09.abl-->

z’ggAmnC TEGAG,C?CQGG?T.GGA/T/CA.CAE,IAAGZRTGAG;;“TGAG;:MTCCA
oo UL A A AR AR A TA A AV VA UTLAUA AT /\/\r\/\./\f\/\f\/\/\/\/\v

RAAARAANARANARAAAE S SRR AARATRIAY

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_AP0022_A09.abl

2,000 T T T T T T T T T T T T T T T T T T T T —
1,50

1,000 N s

50

A _h A A A s | » A Wb A | | A A_A A A M

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_AP0022_Al10.abl
200(1| I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00
50
O-—“ Al NA A A A A AN Al Aa_alh AA ML A A 4 A Aa__la ala AA A A A

4 I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<-- NCF2_12_13R_AP0022_A10.abl<--

N A N0 0 T O N LN N
A VY TV VY IV YW N WA VYAV TV VY Y

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
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1S--> NCF2_12_13F_AP0055_C09.abl-->

) )

~

5 9( 95 100 105 1

o LA R AR A AT AT A AT TR AT R ATA ATl 2
AWV YV A VAUV VY VUV VIV VY VUV

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

T T

fa
AV |

ol

>

o)

o
¥/
A

>
— N

=

_<> o)
~
)S

1S--> NCF2_12_13F_AP0055_C09.abl Mutations: 320C>CA$34.8

2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50 34.82
1,00 [~ L “—Aﬂ- e T T T ]
50 I
N A A A A Ar A / N_An N A AA A A A A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<-- NCF2_12_13R_AP0055_C10.abl Mutations: 320C>CAS$43.2
2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50 1 325
1,00 4525
50 A
A A A A aa Al _aa N AA_Ala A A »./J L Ala A A aln A A A A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_AP0055_C10.abl<--
200 90 95 100 105 110 115 120 125 180
oo A A A A A A A L L A R AN AN IA AT LA
A XCCCOCC Y TN AN T VYN YV XYY Y )Y

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
15--> NCF2_12_13F_AP0056_D09.abl-->
3,00

/ o] UU 100
5 G A G CA G C T G_AA T G c I C C

sooft S =R A A S R A R AR S AR s A A A A
SAANAANIANANARANAAS S AR AN R AR AN AN D)

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

U Fle)
A G C Al G A

U 4] U s1e]

=6

1S--> NCF2_12_13F_AP0056_D09.abl

2,000 T T T T T T T T T T T T T T T T T T T T —
1,50

1,000 N L]

50

A n A A A A " A A A1 M

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<-- NCF2_12_13R_AP0056_D10.abl

2,000 T T T T T T T T T T T T T T T T T T T T —
1,50
1,00

50

Aa A | N\ A Aa_a A A A s A A aln A ALy A A Aa A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<-- NCF2_12_13R_AP0056_D10.abl<--

fﬁfAfimfﬁﬁﬁifﬁAﬁfﬂAﬁAAKANAfﬂQﬁAfﬂGﬁﬁAﬂ,KﬂﬁTfﬁﬁ
200889090080400080701000100000010020404010000!

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
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15--> NCF2_12_13F_AP0058_E09.abl-->

poodl s o] [ 7 [ e[ [ & T o[ [ 9% [ [0 T 15 [ Tiip
oot LA LA pa ala TN IATTA A AT Al I Alaal ALl T L pTA
EVARAAAAARARAAAARSARSS < A'ARAAYAVATSAVA'AVAVAYA ATATATAVAY

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_AP0058_E09.abl

2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 [~ L~ — T — T~ ——T—]
50 A
NAYIYA . AN N o In g nlan | 4R ) A A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—- NCF2_12_13R_AP0058_E10.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00
50
A A__A A A_al Al A (A A A A m AN A A aa A A A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—— NCF2_12_13R_AP0058_E10.abl<--
90 95 100 105 110 115 120 125 30
2,000A-A—C—T G A G C T CC A ¥ A €T A T
AAAKHAHA

oo NIy "/\:"‘/K‘A“'G/YMY/\TA/?AX;ACM‘
ANV Y Y VY Y VAW W AN VY VYNV SV VT VY VY § Y

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

15--> NCF2_12_13F_AP0059_F09.abl-->

AT IS A TR TP
N A A A AN VA WA A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

—

1S--> NCF2_12_13F_AP0059_F09.abl Mutations: 320C>CA$33.4

2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50 38.39
1,00 —. g IS S N S S
50 [\
M__Nh A A AN A A/ A AA A A_A a A o A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—- NCF2_12_13R_AP0059_F10.abl Mutations: 320C>CA$41.3
2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1.27
1,50 A
1,00 Llhog
50 A
A AR A n Al A Aa alh 4 A A Ao A A ln na la s A " A A A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

18<—— NCF2_12_13R_AP0059_F10.abl<—-

3050 9% 100 105 110 115 120 155 130

2,000A-A-C-T-G-G-A-GC-T66GG66T G6AAMLAACTANAGCTGAGHTGAGETCOA

1,00\ /\/\/\/\/\f\/\n/\/\/\f\/\/\/\/\ /,‘ n/\/\\/\nr\ /\‘A/\/\AA‘I\/‘ I\V/\/\
A AT XYY AT WA T YV IV A VY X Y

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
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15--> NCF2_12_13F_AP0161_G09.abl-->

200 7 75 80 85 90 - 95 100 105

ool A AL AR AL T AL TIA A AT AT AT AT A aLa AL AL Al [ A
VYAVT LTV UV VYUV UVYVVV VY VYV

G A
VYV YUV VY
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

D

—

NCF2_12_13F_AP0161_G09.abl
T T T T
A A

1S-—->

2,000 I I
1,50
N
A A A A_A

A

1,00
o A A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

50
A A
1

1S<—- NCF2_12_13R_AP0161_G10.abl
200(1I I I I I I I

1,50
A_a A__A A_la A A A Al__AA A A

1,00
AAA AL Al A ah 1 s A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

A A

50
A A s

AA_a

1 125

NCF2_12_13R_AP0161_G10.abl<--
95 105 115 20 1
C TG GGTG/?G/YTC/?
NN i\ f\V A

SR A TS AT TR L
AN W A A AT

"\
ATV YY
1
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—-

)

p=

>O©

3,00 5 D 85 1900 105
2,000ALpA GOTGLGGOAT GGAAMA |A GAGGT GAGCTCCA
rood WA N A VLAV A A A LA A VAL TVATLALA A A AL a L ATA AL A
VVVVVYTVUVYVYVY YV YYVVYVVUVYVVUVY VYUYV Y
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
320C>CA$33.2
| | Qg 1RI
/1838~

2,000
1,50
~
[
Al FATN . NN o A

1,00G6—
AL /\ AN,
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

i 95

NCF2_12_13F_AP0162_All.abl-->
i)
N _AA GC.T

0 «

L
—

1S-—->

~

>_|
D
M

> o w®

_—
>

NCF2_12_13F_AP0162_All.abl Mutations:
T T T T

1S-—->
I I I

50
A A AN A
320C>CAS$86.9
T T T 1

1S<-- NCF2_12_13R_AP0162_Al2.abl Mutations:
T T T T T T T T T

2,000 T T T

86.92
120 .h‘. A4
A
J AnAA A A M A A A

1,00
NN Aa al M Am A A A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

2 A4 N

50
as q,./\/\ al
5 125 130

18<—— NCF2_12_13R_AP0162_Al2.abl<—-
100 105 110 1 120

A A A A U Al g U JG G Gnp G G o U A

I NN AT AN NN

YV VY

RS N M TP
AN AW TR VLY

1,00 \ AN 7
AN LA 0.8
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
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1S--> NCF2_12_13F_NP0004_B09.abl-->

3,00

;u-

100

fﬁ?ffﬂﬁﬁfﬁfﬂﬁﬁﬂ[”&ﬁfAA/ﬁAﬁﬁﬁﬁﬁAﬂﬂﬁiﬁﬁfﬂKAﬁApﬁﬁ

IVUVUVYYVUVUVYY VYA YYVVVVVUYVYVYVYVYV YV

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_NP0004_B09.abl Mutations: 320C>CA$34.4

2,00(1 T T T T T T T T T T T T T T T T T T T T T T ]
1,50 34.41
1,00 N I “-fif 3 ]
50
A_h A o A Ax A/ DA A A A I N
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
15<—— NCF2_12_13R_NP0004_B10.abl Mutations: 320C>CA$87.6
2,00(‘ T T T T T T T T T T T T T T T T T T T T T T ]
1,50 /.187 55
1,00 /\ 4O~
50
A AAA A Al A A A r} N A AA A A A la A AA A A A N
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
18<—- NCF2_12_13R_NP0004_B10.abl<--
2990 95 100 105 110 115 180 125 180
2,000A-—A—CT GG AGECT GGG CTGGAALA A CHAAGCFGA GG GAGL T CA
1,004} Af\/\//\ﬂ{\f\/\/\/\[\r\[\/\/\n M. N AN AL N AN AN /\f\
DAVASACANANI AT Y AR N AR AN AR

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

15--> NCF2_12_13F_PR0O020_A05.abl-->

AT P N NP N YA T A NN NN T P
JAATAVAVAAVAATRATA'RVATAVA VAR AR TATRATAY AV AVAATA AT AT

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_PR0020_A05.abl Mutations: 320C>CA$79.6

2,000 T T T T T T T T T T T T T T T T T T T T —
1.50 79.63
’ [(—t | ,& *Rq—' ™ T [ [
1,00 407
50 A
N A ; A As A A ya A / V) AA A A AA
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S5<—- NCF2_12_13R_PR0O020_A06.abl Mutations: 320C>CAS$48.2
2,000 T T T T T T T T T T T T T T T T T T T T —
24
.50 b
1,00 566~
50 /\
A 4 A A NA A al PN M/ Non o4 N - - A _
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—- NCF2_12_13R_PR0020_A06.abl<--
3.0007=5p 9% 100 105 110 5 120 125 130
2,000A-A—C-T-G-G—A T 6-6-G cT 6 AoA o A oo Teooa anr o Tc-C-A

>+

o A AT A A Al T [ AT A AT AT A A Al
AN Y VWY YN VA Y WY YV Y VYV

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
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1S--> NCF2_12_13F_SOAP0439_F1ll.abl-->

N T NN N AT T R N i
VUV VY VY VYV VYT TV VYUV VYUV YV YVVV VY VU VUV

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

—

1S--> NCF2_12_13F_SOAP0439_F11l.abl

2,000 T T T T T T T T T T T T T T T T T T T T —
1,50

1 ,00 — T\, e [ [ [ [ ]

50

A_h AL o 1 » | A K m A a1 an | o | A | A A a M

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_SOAP0439_F12.abl
2,00(1| I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00
50
Aa Al_A A A A AN A AA_N A AA A_ala N A A A A A A A A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_SOAP0439_F12.abl<--

200 90 9% 100 105 110 115 150 125 1
O A T GGAGC T CCGGCTGGAALAAC CTGAGGT GL T CCA
Al fﬁf\/\ﬂ ANA AN AlA N /\: N NAAA /(\/\/\/\ /’\\A/Y ,\V/%f\

1,000} /{f
XY TV X T YT VAOA YV Y

> o

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

15--> NCF2_12_13F_SOAP0440_Gll.abl-->

aoh oL

A AAGC I GA T GAGCIICCA

o T AT AR A A T A A AR AA AR Al A AR A Tl T
S ANANARANANANANANAR SRV ARNARANNNAAA A NAANAAN)

aYa) 4
JU T

q
(o]
an

3,00 7 8
I /6.G GCT QGG

>
)

A

—
——]
—
~

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_SOAP0440_G1ll.abl Mutations: 320C>CA$37.9

2,00(1 | | | | | | | | | | | | | | | | | | | | | | |
1,50 37.89
o0t —_ Ao - _———
50 [\
A A o A K rl Ao A 2A A n A M|
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—- NCF2_12_13R_SOAP0440_G12.abl Mutations: 320C>CAS$43.1
2,00(1 | | | | | | | | | | | | | | | | | | | | | | |
1,50 1 8.07
1,00 521
50 A
A__A_A A AA AA Ar\ 2o Al aA A Ar} A aln N A_ln a A AN A Ala__A_a A A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<-- NCF2_12_13R_SOAP0440_Gl2.abl<--

ool L IS [ P T Jiws] T 10 115 120 125 130

ooy AL A A A A A A Al LU TR A AL A A AT A
2000490000004000000000"0 000000100204 02010A0 0!

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

6
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NCF2_12_13F_SOAP0441_Dl1l.abl-->

80 85

A

(@]

1S—-—>

— O 9

°,,.M35}V.nl°‘lm,\l°'v nﬂl
NAA NI A A AN A Ly
JAAVAVATAVA

70 75
2,000 Ao Fe-e-A—6le-TFe—ca-6le—TB-GA A
oo L[ LY{’”H L finas Ut AT
VIV IVVVYIV VUVVM W UV VYV VIV VVYIVY
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S-->  NCF2_12_13F_SOAP0441_D11.abl Mutations: 320C>CA$35.2
2,00(1 I I I I I I I I I I I I I I I I I I I I I I ]
35,16
o B N a7 =
50 J/ \\
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_SOAP0441_D12.abl Mutations: 320C>CAS$40.2
2,000 T T T T T T T T T T T T T T T T T T T T ]
1,50 40,27
1,00 478
50 Il
ala AN AN A Ad .4 Al A A L nl . A Al A Al N Ao sl a onl i Al w A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—— NCF2_12_13R_SOAP0441_D12.abl<--
200 90 95 100 105 110 115 120 125 130
) A AIC TG G GIC TICCIGGIC TG GA A A A G A G Cll G GG G G C[I C
1,00J\ /\\VA ?/\!\/\\VA\A /\\VA 1Y A‘\/{\« | ﬁ\ﬂ r\/\ ﬁ\f\ r\\lﬁl
AT VIV XY VWAV VNIV Y VY VY YT
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

/gff\ﬁ/\b/\fﬁﬁfUNN:A/\\/Y/"\/\UMYK/\W/TAL/\I/\TENI/\U(?/\Unb/\l,\bnb/‘\
VYUV LYYV VU VUV YV Y VY

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S-—->

ATV

1,00

— X

1S-—-> NCF2_12_13F_SOAP0442_Ell.abl
2,000
1,50
1,00 el

A A A d

50
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

NCF2_12_13R_SOAP0442_El12.abl

1S5<—-
I I I

2,000
1,50
1,00

50

A A

AA A

A A

A A __ala A A A

al\ AA A _AA A A_A

AA AN A A A M AA
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

NCF2_12_13R_SOAP0442_El2.abl<--
125

1S<—-
100 105

0 115

N Cﬂy{/& Wil

D

2,00

A A AL A A AP A il NN
X 20008000001 000000 1002000000000

A IO YT
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

> o ©
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15--> NCF2_12_13F_SOAP0471_H11l.abl--—>
70 75 80 85 9 95 1p0 105
STV NN N T NV N R N N
S VU VVYVYVVVVVV Y VYT XYYV UV VYUV UVYVVVV Y VYV VY

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_SOAP0471_H11l.abl

2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 [~ L T — ]
50
A _h A An A A A YN al A A A A a A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_SOAP0471_H12.abl

2,000 T T T T T T T T T T T T T T T T T T T T —
1,50
1,00

50

A_AA AAs AA 2 As ala A A A a AN A A A A A Aa A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_SOAP0471_H12.abl<--

90 9% 100 5 110 5 120 1 130
200057 T GA\

PN IO B I B
A A A A I P Y

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

15--> NCF2_12_13F_SOAP0522_Bll.abl-->

N N

3,00

-2

ot A IR A A AR AR AR AT Al AR A g Al
VN A T VY VYV TV TV

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_SOAP0522_Bll.abl Mutations: 320C>A$137.0

2,00(1 I I I I I I I I I I I [N | I I I I I I I I I I 1
1,50 !*h7 0.
1,00 [(—t /"-\ ,/"' l 07 T [ [N N N —]
50
A_h A n A A / A A A A A A i )
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—-— NCF2_12_13R_SOAP0522_B12.abl Mutations: 320C>AS$148.7
2,00(1 I I I I I I I I I I I [N I I I I I I I I I I 1
1,50 }iMRR
1,00 l O
50
A__al A A/\ A A AA A A A A / A_AA A AA A_A A A4 A A
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480
1S<—-— NCF2_12_13R_SOAP0522_B1l2.abl<--
3,000~9p 5 100 05 10 115 120 o5 130

1
2000A-A-C-T GG AGCTCCGEGGEGCT GGAALCAAACTA C.T GGT GAGC T GCCA
)

1,000) /\f\/\/\/<r\/\/\/\/\/\/\,\/\/\/\A Nanl rx/i:,\/\c/i/\u/\/\ AL Aln
XA TXAXX LNV XX TV WAL T X XV R XA NY - XY

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480




01/04/2019 16:59:58

SoftGenetics Contig Display
Mutation Surveyor V4.0.9 9
15--> NCF2_12_13F_SOAP0523_Cll.abl-->
30U 70 75 80 85 9% 9% 100 105
2000A 6 T 6 GAGGCTGCCGGOTAGAADACDAGCT AAGG T GAGGET GAGCTCGCA
oo LA AT ATA AL A A ATV VA AT L Al LA aln al Aln Nl A a L
VY UVVVYVYVVYVYVYYVT EXYYVYYV VYTV IYVYVVVYVVV VY

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S--> NCF2_12_13F_SOAP0523_Cll.abl

2,00(1 I I I I I I I I I
1,50
LOO [~ L L~———T—~— ~— ] M———T"—]
50
A A A VAN N A A oA A A A I, M

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

1S<—- NCF2_12_13R_SOAP0523_Cl2.abl

2,000 T T T T T T T
1,50
1,00

50

AA_A__A A aa AA AL Aa A A A A A_A A_AN_alA__A A AA__la A Al__AA A A A

2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480

15<—- NCF2_12_13R_SOAP0523_Cl2.abl<--
200 90 95 100 105 110 115 120 125 130
ANACT G GCTCCC G G GAACA A QN A CJG G \ G 1 C CA
1,00 \ N f\/\/\/QI\ Nl AlA /\f\/\/\f\/\ N /\ /ﬁ /\/\/Q Al /\ /ﬁ/\ AYA /?/\/% A Avﬂ\ﬁ
ATV N XCT GOV Y Y™ Y

I
2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200 2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480



Mutation Surveyor V4.0.9 1
1IR--> NCF2_el2_13_F_Synthesis_424.scf-->
6,00 350 355 360 365 370 375 380 385 0 305
4000 A LT CATTATCCCOACOCCAGCTANICGGCOTCGGGACAGCAATGAGCT GG
MOIHAA T T T NP AN alnaa AAL AN A
Yy VVVV VUV VY WYY VYV VTV VY Y VIV VTV
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
1R<—— NCF2_el2_13_R_Synthesis_424.scf<--
6,000-376 375 380 385 3960 395 400 405 410 415
4,00 ACTLAJTJTATCCCOQACCCAGCTATCGGLCOTCGGGACAGLCAATGAGCTGG
2000 A A LA HAAnn A AN A A ANADNADNAA A AL AL DA A AL Npa A AN
JVVY VY VY vvvv VVVYVYVVYYVYVVYVYV UV T VY VVVV VYV
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
15--> NCF2_12_13F_AP0058_E09.abl-->
3,00 210 215 250 205 280 285 240 15 250 251
2000A LT CATTATCCCOACCCAGCAANIC GCOTCGGGACAGCAATGAGCTGG]
vood LA A A A A A A A AAN AR LAl Al A pA AN AN A
YV YVVVYYVVYVE PV VEVVY Y VYV VVVV\XYVV VYV YVIYY
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
1S--> NCF2_12_13F_AP0058_E09.abl Mutations: 464G>GAS$47.2
2,00(1 T T T T T T T T T 1
1,50 47.16
1,00 xmw%—/—m—/—\_‘!ﬁg_fn—ﬂ—%
SOKN(\M A al\ I\¥\I\ A 4 A b A A A by Y w A Nan
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
1S<—- NCF2_12_13R_AP0058_E10.abl Mutations: 464G>GA$74.8
2,00(_1 T T T T T T T T T 1
1,50 74 .84
1,00 20+
50
A N A A_A_A A A A A A A
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
1S<—- NCF2_12_13R_AP0058_E10.abl<--
3,000-230 235 240 245 250 255 260 265 270 275
2000 ACTCATT CCCOACCCAGCTATC GC(‘T(‘G(‘(‘ACAGK‘AATG GCTGG]
WOAAA“A“AA A N Al a A A A Al VA g o AL A
ATV AV AT VAT AVATB A AVATAAVAVAVAYAVAYAYAVAVATAAVAVAVAVAVAVAVATAYRVAVAYAVAVAVAVAYATAY
3 3

,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900



Mutation Surveyor V4.0.9 2
15--> NCF2_12_13F_AP0O059_F09.abl-->
3,00 210 215 220 205 280 235 240 2045 250 258
2,000 AT CAFTFAFGCCCCACCCAGCHANCGGCCTCGGEGALCAGCAATGAGCT GG
o0 /\/Y/\Ar\/\n/\/\n/\mf\/\/\nn NAVYAIR y M o AVA A AlaA A AN AT
YV VYV VYV L VVY \(\()(5( VA VY Y YV YT
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
18——> NCF2_12_13F_AP0059_F09.abl
2,00(1 T T T T T T T T T 1
1,50
1,00 = " T T T T T T T T N T
50
A 2 A A A A M AL A_A AN A A A A
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
1S5<—- NCF2_12_13R_AP0059_F10.abl
2,00(1 T T T T T T T T T 1
1,50
1,00
50
A ™ A ) n A n A A M A n JANY
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
18<—— NCF2_12_13R_AP0O059_F10.abl<--
3,00 230 235 240 245 250 255 260 265 270 275
200d ACTICATTATCCCGACCCAGCTATCGGCOTCGGGACAGLHAATGAGCTGGT
Aallananlan aAl A ANAND Aaln AaalNaAalal NAANA AN A ALannAN
1,00
AN YV VVVYVTVVVVV VWV V VYV VWYYV VYV YYVVVVW VYV VYV VYUV VYV
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
18——> NCF2_12_13F_PR0044_HO05.abl-->
3000=%135 220 225 230 235 240 245 250 255 260
2,000-A-6—F-6AFTFANFGC66CALCECCAGCHANNGC—G666T666GALAGOAATGAGETGE
LOO'/Y/\A[\/\AA‘/A/\U/\A/\/Y/\I\ Ahf\/\/‘n /\/\ A N [\ﬁ/\ AI\V/\/\/\[\ I\/\/\A
LWVVVVYTYVYY VYV TV VAN VU YTV VT
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
18——> NCF2_12_13F_PR0044_H05.abl Mutations: 464G>GAS48.4
2,00(1 T T T T T T T T T 1
1,50 48 .42
1,000—— — —575——
50
A A_m A A A A A Ja) ™ A A IN A_A N A
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
18<—— NCF2_12_13R_PR0044_H06.abl Mutations: 464G>GAS$114.4
2,00(1 T T T T T T T T T 1
1,50 114.44
1,00 1823— L
50
A A 2 N An " A N> ™ AN " f\ A s
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950
18<—— NCF2_12_13R_PR0044_H06.abl<—-
3,00 235 240 245 250 255 260 265 270 275
2000 ACTICAFTATCCCOACCCAGCTATC GCOTCGGGACAGLAATGAGCTGG]
vooda AN A L A p AL AAA A AN ANAAA AL A A AL A A
YUV VYTV VVVVAYVV VYV Y YWY VY VYV VYN VYV VYV YV VY
3,500 3,550 3,600 3,650 3,700 3,750 3,800 3,850 3,900 3,950



SoftGenetics Contig Display 01/04/2019 17:06:41

Mutation Surveyor V4.0.9 1
1R--> NCF2_el2_13_F_Synthesis_424.scf-->
6,000~z20 % 430 435 440 445 45 455 60 465
S IG GG CCIAGGT GIAA A A A ACTORATIGT GG TIGT G

490 A A GGAT

5
st A A A AT,

T

?"(‘T(?.
WAVAWA

NN r\f\f\vl\vf\vf\r\ AL Ap A
VIV Y VYWY VYV VY DO OO N YW Y
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
1R<—— NCF2_el2_13_R_Synthesis_401.scf<--
6,00 445 450 455 460 465 470 475 480 485 490
4,00 GGATIGCCTGIGGGACAGGTGIAAAAAICTACTIGCCTGIACTCIIGTGGTIGT G
290 ﬂ A N A N A A A A NN A A A ” A A A A AAala A a2 N ﬂ A ﬂ A A N h A N A A N A A A A A A N
VVVYVVVYVVVYVYVYVY YVVVVVY VYVVVYVVYVYVYVYVVY VY
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
1S——> NCF2_12_13F_Normal_G07.abl-->
2 310 315 3p0 325

G g O RO 0C AT T S A ST AR TR O O o §T ST AT 6
A A A A A A A O e

4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
1S-——> NCF2_12_13F_Normal_G07.abl
2,00(1 I I I I I I I I I I 1
1,50
1,000 F————"—= —_— — -~ ] 1~
50
Al An an A A A AAa A A AAada L A A Aa A AA
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
18<—— NCF2_12_13R_Normal_G08.abl
2,00(1 I I I I I I I I I I 1
1,50
1,00 P e = ~ ]
50
A A [\\ A Aa A A oA A4 s n N 4 A A AN
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
18<—— NCF2_12_13R_Normal_G08.abl<--
200 305 310 315 320 325 330 335 340 345 350
’ AGGATGEGCCTGEGGEGGEGCIEA GI'GAAAAAUGTACTIGGUCUTGEALCTOCTIOgTG I G A
1,00 A A A ﬂ A A ANNNaA A A A/YA\A:A A AAAAN A N A NN N A A A A A /TA /Tﬂ A
VY VVIYVY VYV VYV FVVUVVIANA YV VYV Y WY VN VY YYYY XYY

4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650



SoftGenetics Contig Display 01/04/2019 17:06:41

Mutation Surveyor V4.0.9 2
15--> NCF2_12_13F_SOAP0471_H1l.abl-->
3.000%580 285 200 205 300 305 30 315 320 355
2,000-A-G-G-A-T-G 66T 666G CCAGGTGAAAA CTALHGCCTGACTCAGTGGTGTGA
roogia ANA AN /YUANA NIV VAVORN/AVVAY. MM ASVAVN RPN\
VAV XV Y VY XY VY X ALY OO A WX
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
18——> NCF2_12_13F_SOAP0471_H1ll.abl Mutations: 536A>ATS38.7
2,00(1 T T T T T T T T T T ]
38.69
1,50 T NA L T TN T N T TN
1,00
50 A
AL A _ah A A_AA AL A A AAad /A\A AAAAAAAAF\ AahaA A _AA A A AA Aa__A A A
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
1S5<—- NCF2_12_ 13R_SOAP0471_H12.abl Mutations: 536A>ATS$37.3
2,00(1 T T T T T T T T T T ]
1,50 37.33
1,000 —uﬂg , o~ BN —~
50
A A M WA A N A / \ a PN A N A A A A A A A
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
18<—— NCF2_12_13R_SOAP0471_H12.abl<--
&00 305 Q1n 200 208 220N LoLo]~ 240 Q45 2AEN!

oY LS[=5} OOy LS4%i54 S aiv 04D OIY

200dALGGATG

’JE
GGCPC AGGTGAAAA CGTACTGCCTGACTCIGIGGRGTHET GA
N

o AN AT A AR e oo Na i i
e U ANTRR AR AT SN AYI AN AN AT ASRNAR A S 001

4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650

15--> NCF2_12_13F_SOPR0395_G05.abl-->
3,000

280 285 290 295 300 305 10 315 320 32
2,000AA- GG AT GG T LG6GGG 6 E6AGEGTGINAAA—GCTFACAIGGCECTFGAGCTFGCTIT GGG T6T6
-y f\ﬁ \/\r\/\/V‘ NI SRR LAV AV VATV AT n/\/\ﬁ/\ A

YV OVVCIWA VW VYT A RO YOO W VY YWY

4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
1S--> NCF2_12_13F_SOPR0395_G05.abl Mutations: 536A>ATS$36.4
2,000 T T T T T T T T T 1

368.40
1,500~ _ A T
1,00 Adeg
s I\
Al A A AN A AA A N AA Aa A JM;A AAA A A Aa A haalNA. A A A A_A AA Aalaan A
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
18<—— NCF2_12_13R_SOPR0395_G06.abl Mutations: 536A>ATS42.0
2,00(1 T T T T T T T T T T 1
1,50 41 97
50
A I\f\ ,\ A AN I \ A A A Ala__a
4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650
18<—— NCF2_12_13R_SOPR0395_G06.abl<—-
3,00 305 3 315 320 325 330 335 340 345 30
20004 G AT c G-clcla GIAAAA lCTACT CT C TG GTIGT G

N TP STV Y TV 1Y N SR Y 000 Fafta
B A AR ARTATATATITATAIR AT ATATAT A Y YAV A AV ATTATAT AN WATRTA

4,200 4,250 4,300 4,350 4,400 4,450 4,500 4,550 4,600 4,650

™

LT




SoftGenetics Contig Display 09/04/2019 09:36:22

Mutation Surveyor V4.0.9 1
1R--> NCF2_el4_F_Synthesis_257.scf-->
o 185 190 195 260 205 2fo 215 250
I TP N P P N T NN TN T T LN Y
S NVVVYVY VY VYV VYV VIV VVV VYV YV VYV VYV YV YV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1R<—— NCF2_el4_R_Synthesis_257.scf<--
210 215 220 225 230 285 240
4,000+ F—AATFrA A CCrAG A A A C A GAACEC T ABC T FrAAGAAA GG LAG
2,00/\,\/\/\/\ I Al Atk Al a A AT A A AA AA ala AN ALY
VVVVWNV Y VAVAVAVAVAVAVAVAVAVAVAVAYRVAVAVAVAVAVAVAVAVAYAVAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NCF2_14F_AP0022_A03.abl-->

228 TA4AETAA/CE(5A ArCiEACAGiACIC.TgsAGCRI'?I'AAGAZEA,G.GCid;E
oA A A a A A AU Al AT A A A U Rl 2l
VYV YUV VY VYV YV YWY VYV VUV VYT YV VY YTV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
15--> NCF2_14F_AP0022_A03.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50

1,00 —_—

50

A AA a¥ A A D L AY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<-- NCF2_14R_AP0022_A04.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50

1,00 i — —

50

A AA A N A

A - AN A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<-- NCF2_14R_AP0022_A04.abl<--

3,000--65 7 75 80 85 90
QOO/J\AAT Alcola Galaa GalaclcT 6 Cl T LA A A A 3 Cc Al G

o T A AT L T A A AL Al A AR A AT AT ALy AT A
AR VAR AR AWAAAANAAA VAR R AN AN ANAA A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

Ele) |¢0




SoftGenetics Contig Display 09/04/2019 09:36:22

Mutation Surveyor V4.0.9 2

3_,;0 2 % . - a\;a - 5 60 6 70 7 80,

roodl A ATTRA A TUA AT AT N A A AT AT AT NATI A A1
JAVAVAVAVAATAAVATAYE A AVAVAVA ATV ATRVATN AVA AR AR AR A AR

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_AP0055_C03.abl Mutations: 250C>CT$51.9

2,000 T T T T T T T T T T T T T T T T T T —1
1,50 51.85
1,00 \—l‘x's*gf_&"d\ T
50 [
N A aA__ AN A A IN IJ A A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
15<—- NCF2_14R_AP0055_C04.abl Mutations: 250C>CT$37.9
2,000 T T T T T T T T T T T T T T T T T T —1
317.87
1,50 i
1,00 , ‘ 11
50
I AA A A J : i A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_AP0055_C04.abl<--
3’00 o]} 79 8(b 09 Jo |¢0

/
2000H-A4+—ALA T Al C ClA GLA Cl A A G_ALA C_T A_AlLG G .C AL G

ORI A A AT A A A A A Ll AN AN A A AT AL
SRAMAATARVANAAYAN A VASNNAN AR AR ANAA A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

90
6 C
N

15--> NCF2_14F_AP0056_D03.abl-->

, 5 5 55 60 65 7 75 80
zgg TAlATIAARCCAGACAACAGAACCcTICAGE I TIAAGAAAGGECAG
I\ r\/\Av/\/\/\/\V/\nl\/\VA/\Vnn/\ /\/\\/\/\/\/\f\/\v/\/\\/\/\/\/\/\/\/\/\/\f\

R AVAY U Y VAAAAAAAAY RAAAAAAA

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_AP0056_D03.abl

2,00(1I | | | | | | | | | | | | | | | | | | | 1
1,50
1,00 — T N ———— — ———— ——" —————

50

/\A[\ A * N A * A A A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<-- NCF2_14R_AP0056_D04.abl

2,00(1I | | | | | | | | | | | | | | | | | | | 1
1,50
1,00 | A~ L ~———""1 L~

50

I I
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_AP0056_D04.abl<--

3,000H-65 7 75 80 85 9 95 100

2,00 A AlA TIA ALCClA A CIlA ALC A GAACI CTI CAAGCIITAILA A GAAA GGCAG

oo\ AN A A I aal Na A AT AL Ala AA AV AT A AN AR ATy AA A
VVVIWVYY VW VVVUVVVYYVYY VYVUVVYVY VYA

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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15--> NCF2_14F_AP0161_E03.abl-->

3,00 45 50 5 60 o5 70 75 80

2000 AlaA Tla Al colagacaalcaagaarderlcaledyraaacgaanseasocas

o\ AL AL AA AﬁqfnnnAfAAAAAnAHAAnAAAANﬁAAn
YNVVVYUVV VY VVV VYVYVV VY VYV T VYV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S--> NCF2_14F_AP0161_EO03.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50

1,00 = 1 T~ — . "

50

,\A/\ AA a¥ Fa¥ A A A AN A
*
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_AP0161_EO04.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50

1,00 RIS

50

AA A A Vil AA N4

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

18<—— NCF2_14R_AP0161_FEO4.abl<-—-
3,000H-65 7 75 80 85 9 95 100
2,000 -AL—A A G C I GAAAGALAG

o [N TV PR A N P AV T L A AV AVA P P P A
’ WARNAWAANANANANAA NN N RS AR AN AAREAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NCF2_14F_AP0162_F03.abl-->

3,00 45 50 5 60 6 70 7 80
ot A A R AT A A R Al AT AR AR AA TS R A
NVVVYYVYV YUY Y PYVYY EWVYVYVYV UV VYV TVYVVYVYY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_AP0162_F03.abl Mutations: 250C>CT$51.5

2,000| T T T T T T T T T T T T T T T T T T T 1
61,53
1,50 hO 1 1
1,00 Toob
50 [
f\d\ A ¢ N N an__/] 1 " A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<——  NCF2_14R_AP0162_F04.abl Mutations: 250C>CT$36.7
2,000| T T T T T T T T T T T T T T T T T T T 1
1,50 36.75
1,00 = AJVV
50 [
A " " 1 ; An q} ; : AA
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<——  NCF2_14R_AP0162_F04.abl<——
3,0005 7 75 80 85 90 % 00
2000 7_A Al c o C A CLAA GAlA |coT & CclT 3 C Al G

S AT AL SN AL A A A A LA A AR A A Al AL
AR AYAR VAT AAWAA AN VA R A RN AR A AT RAAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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185-——> NCF2_14F_NP0004_B03.abl-->
S0 25 50 5 60 &5 70 75 80
2,000H-F—A-A—TFH-AAHE—6A—GA6-AACA-GA-A G T 6 A GC T T-AAGAAMNGECAG
rooq /A A AL ATVNA N A TUA AR LS A LA Ala AT ALA A A AA U AA Al
YNYVVIVYV VY VVYV VYVYVVVYVYYVVTVIVVVYY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_NP0004_B03.abl Mutations: 250C>CT$52.7

2,00(1 I I I I I I I I I I I I I I I I I I I I
1,50 bR .74
1,00 EILLS‘S""’_ ] "]
50
A AA AY AN A A A J L A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15<—- NCF2_14R_NP0004_B04.abl Mutations: 250C>CT$37.2
2,000 T T T T T T T T T T T T T T T T T T —1
1.50 317
’ L — N
1,00 RESE,
50 [
A A J A il A

* I I
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<--  NCF2_14R_NP0004_BO04.abl<--

3,000--65 7 75 80 85 90 95 100

soohT-ALA TlaAlcclagaciaacagaa lcTlcaAgcTyAAGAAANGELAG

ool A alAAlA La A al TN IA AN AL o AAATVAINAA ALAATA aln A A
VA A VW VYVUN XYV VYVUVYVY UV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NCF2_14F_PR0020_E05.abl-->

2,28TA4A5TAA£E(5A A,CiSACAGiA CTgsAGCKF";AAGAZEAG.GCid)E
oo\ A AL AT AT A AL AL N IV L ATVAIR aTa NA VA A Al
RNAANAALIAN S R AN AR AR MAAA R RAAVR A AVATATA'AY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_PR0O020_E05.abl Mutations: 250C>CT$52.3

2,00(1I | | | | | | | | | | | | | | | | | | | |
1,50 6£2.34
1,00 —— i =

50

VaY o h VN A A} 1 A A A A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_PR0020_E06.abl Mutations: 250C>CT$31.0

2,00(1I | | | | | | | | | | | | | | | | | | | |
1,50 31.02

1,00 — "i_w -

50

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

18<—— NCF2_14R_PR0O020_EQ06.abl<——
3,00055 7 75 80 85 % 100
Alcrcl A G A A A G_AlLA CT G A Al G A G.c A G

R T A A AT A AL s A Alx L A AR A RLr AR A AL
S NANAAVARNANAANANAR SR AA SRR ARAWATR ATAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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15--> NCF2_14F_PR0042_FO05.abl-->
3,00 25 55 53 75 80
A ’I\‘ I\‘ el I\‘ G ’I\‘ Fal ’I\‘ ’I\‘ I\‘ A C_T I A Al O A A A oI o A

2,000-+——A

=4

> O

=% o

rdln I AL A AATIA A Al A A A Ay s Al i AA TS A AL
AMAANAANARNS SANAARANVAANA A RNRA AR AAAA

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

\5522%7 o
—

1S--> NCF2_14F_PR0042_F05.abl Mutations: 250C>CT$50.4

2,000 T T T T T T T T T T T T T T T T T T T
1,50 £0.38
1,00 = 1633 ~ |
50 [
/\ AA n A A D Al A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_PR0042_F06.abl Mutations: 250C>CT$30.1
2,000 T T T T T T T T T T T T T T T T T T —1
1,50 30.13
1,000 N Aegr—]
50 \
A A A A A ¥ il /\ AN AA

i 1
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_PR0042_F06.abl<--

3,0005 7 75 80 85 90 9% 100
Alccladaciaacalaaa ot clt ala alga G G G

o A P PV O N N PR P T T AV YAV N TN VAT
SINAMVAWARMANAANAN AN AN AN AN A RAY

I
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

L

15--> NCF2_14F_PR0125_G05.abl-->

3,00 45 50 55 60 65 7 75 80—
2N AN AT NA T ATA AR A A A AL N A VAR A A AA NN N A A
S NAVAMALANANA BAAAARA VAN A AR AR ATAAAAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_PR0125_G05.abl Mutations: 250C>CT$53.5

2,00(1| I I I I I I I I I I I I I I I I I I I 1
1,50 /683.49
1,00 ~ E—a B88———— E— S m——
50 [
A Al N A q} * N A FAY :
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_PR0125_G06.abl Mutations: 250C>CT$37.7
2,00(1| I I I I I I I I I I I I I I I I I I I 1
1.50 37.68
, —J¥+ﬂr‘~
1,00 , \ H1o
50
A A A 1 A : A A | An A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_PR0125_G06.abl<--
3,00 [$)9) / 79 s1o) 9¢ 90 I¢0
2,00 A ALA T A A GLA CLA A C e 3 ALA A G

80
o A WP T P N PP A PR T W P N T AP VA P L P VS
AR AWAARANAANVANAANAVAGAAAA SRR RAA

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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15--> NCF2_14F_SOAP0439_C05.abl-->
3,00 50 5 60 70 80
A Al C C A A A Al G_AlL A C G _CLAT _TIL A A C_A G

2,000HF—A

—F

ool I n LRI A A A A AT A AT AL AL A AT A A AN T ATA
AAVAARVAD AN ANARSAAIANAA RN R AR RN AR NAAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_SOAP0439_C05.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50
1,00

50

A A h A A A A T

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_SOAP0439_C06.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50
1,00

50

A A A A A A8 AA A1 AA N4

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_SOAP0439_C06.abl<-~

3,0005 7 75 80 85
2,00 T A Al C A G AC A A C A GALA CLC T

S Ay A s ol T Al AL o Al A AR A A Al ALy AR AL
’ RAVARMASEAWARAAANANANAA R AR ANAA A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

95 00

90
CLT Al A Al G ALA_A 3 G

)

15--> NCF2_14F_SOAP0440_D05.abl-->

222 L ala s aleda A,\CiSACAG;Ud)A .CTgsAGCAT:;AAGAZSAGGCid)E
vood A AL AVAVA AR A AL LA N VA DA AVAIA A LA NA VA AA Al
TN YVVYVYYVY VYNV VYV VYW VYV YVVVVVYY TVVVV VY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_SOAP0440_D05.abl Mutations: 250C>CT$53.2

2,00(1 I I I I I I I I I I I I I I I I I I I I 1
1,50 63.18
1,00 = i 89— m— m—
50
0 A AA A A A N AN A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S5<—- NCF2_14R_SOAP0440_D06.abl Mutations: 250C>CT$39.4
2,00(1I I I I I I I I I I I I I I I I I I I I 1
30.39
1,50 N T
1,00 ~ T4o0
o i
A A * 1 AN AA A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_SOAP0440_D06.abl<--
3’00 0o / 79 8(b 09 g'd) Jo I¢'0
2,00 I AlA TIA A CCLA GLA CLA A C ALGALA C TILC A G CLT NILA Al G ALA Al GGL.C A G
vooa VAl A ALA T A Al M A AN AL A AL A AL VA AN A Al ALA AL
VVY VAWV Y VAAA'AY XYVVY VYVUVVVY VY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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15--> NCF2_14F_SOAP0441_A05.abl-—>

3,00 45 50 5 60 6 70 75 8o

2,00 T AIA TIA AN CAGACAACAGAIA CTICA GCRHN TIA A GAAA GG CALG

oo\ AN ATVNA A TUA A A A in (A ATVATA A A AAJUALATA Al
YVVYVYUYVV VY VVV UVVIVVVVVVVIVYVYVVY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_SOAP0441_A05.abl Mutations: 250C>CT$60.6
2,00(1I I I I I I I I I I I I I I I I I I I I ]
1,50 &’) 59
1,00 I 786~ : -
50
n o Fa¥ Al A J A h A A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15<—— NCF2_14R_SOAP0441_A06.abl Mutations: 250C>CT$35.9
2,000 T T T T T T T T T T T T T T T T T T ]
1,50 35.94
1,00 — ~ A7, ——
50 ‘
A A A A " A AA

A ; v
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_SOAP(0441_A06.abl<--

3,000--65 7
2,00 T AlA T

5 80 85 9 95 1
SN I Al Lo Al N I AN AL T A AT AR AN A A AR AL
VY VYVVWYVVVYVUN XY VY VVVUVYVYVVY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

~N

>

15--> NCF2_14F_SOAP0442_B05.abl-->
3,00 75
2,00 AA A

75 80

AL A AL O O

el A A AT NA N AA A A KﬁﬁﬁTfﬁfﬁfimiﬁﬁﬂmﬁﬁ A
AALANATA AN AR AAAR AR AAAAATA TAAAYAVA A AVATATAVAY

I
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

N

65
\F
|

)

)

1S--> NCF2_14F_SOAP0442_B05.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50
1,00

50

A A A NN A A K h A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<-- NCF2_14R_SOAP0442_B06.abl
2,00(1I | | | | | | | | | | | | | | | | | | | 1
1,50
1,00 —
50
A A T} Val A AA

I
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

z:gg XT'RA A T[A Z C ClA GZR,\CAA C id]GA A C ?:T C A6 céd)T,'\l' A A q(:A A A G1G¢DCA G
oo LA AA - Ta A Al VAN AN AL AL ALA A AN A AAAA Al NA A
TN VYVVYVVVYVYUNVVVYYVYVYYVVY Y VIVUYVYVYVV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

7



SoftGenetics Contig Display 09/04/2019 09:36:23
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15--> NCF2_14F_SOAP0522_G03.abl-—>

3100 43 U o) oU o /U / oU

2,00 T A cC CLACA G_ALA C AL G Cla TIA A A G GLC A G

N I AL A RA R AA AN ALy A AR A AR AN A ANA T Al
S NANVAARANANS SAANARENAAYNAMARARAARAN AN

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_SOAP0522_G03.abl Mutations: 250C>CT$52.6

2,000 T T T T T T T T T T T T T T T T T T —1
1,50 52.62
1,00 ™ O-+4 "1
50 [
A A n N A N 1 N A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
15<-- NCF2_14R_SOAP0522_G04.abl Mutations: 250C>CT$39.2
2,000 T T T T T T T T T T T T T T T T T T —1
39.16
1,50 i
1,00 ' ‘ 130
50
ol . ) / . N

| 4
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_SOAP0522_G04.abl<-~-

3,000--65 7 75 95 106

200 A_ALA T/ A A CClA ,‘ACAAC?GAA CTCAGQC.:I'/\TAAGAAA c AlG
vood AN AA LA A Al A N AA ALy A AN A AT A AL DA ala A LA
JAVAYSAVAVA'R'AY, VYV VYA XYVVY VYVUVVVV YV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NCF2_14F_SOAP0523_H03.abl-->

288 :I'A;ETAA/C?AGA,CZSACAGZACACATgﬁAGCﬂ'?I'AAGAZS,‘AGAGCimE
oo A AL ATV NA AL UA ALA A LA AL AL A Ala ALY ALA Al NA VA VA Al
TN YVVYVYVYVV VY Y YY VYV YVYVYVVYVYVVYVYVTVVVYVV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S--> NCF2_14F_SOAP0523_H03.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50

1,00 Pt —1 —— ——"1 "

50

i A as__ A A i 24 A A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<-- NCF2_14R_SOAP0523_H04.abl
2 00(1 | | | | | | | | | | | | | | | | | | | | 1
1,50
1,00 ] N 1 M
50
AA A 4 A AY h aA__ N\

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_SOAP0523_H04.abl<--

5 80 85 1

2,00 A T|lA A LA AL AGAALCTICAMG A AlGAAAGG

ool A AA A TUA AL U IVATA AL A AVATL AL (A ATA ALy A A
YVYVVVVYVYV VYV VYVVV VY Y Y VYVIUVVVV VTV

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

3,000-65

~N

foY~d
JJ

> N
@)
9]
>

N Al £ Al G

<
g o)
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1S--> NCF2_14F_SOPR0317_HO05.abl-->
3,00 45 50 55 6 65 7 75 80
200dlA_ALA TIA AL CAGACGCAAGCAGAA C,J CAGCIJ T[AAGAAAGGCAG
oo A AP A A A A A A AN AL AL /\/\A/\,\r\/\/\/\n/\AYA/\/\/\/\An
YVYVVYVYYVVY VYVIWVYVYVYVUVYVTVYVYVYY
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S--> NCF2_14F_SOPR0317_H05.abl Mutations: 250C>CT$54.4
2,00(1| | | | | | | | | | | | | | | | | | | | 1
1,50 64.42
1,00 S e 765 —
50 [
O A AA aY n * Fa¥ Vil J A A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
15<-- NCF2_14R_SOPR0317_HO06.abl Mutations: 250C>CT$73.2
2,00(1| | | | | | | | | | | | | | | | | | | | 1
1,50 78.23
1,00 < L= ﬁ 394 3
50
A . A . ) A
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NCF2_14R_SOPR0317_H06.abl<-~-
3,000-65 7 75 80 85 9 95 100
2000 A _ALA TIAACKLAGALAACAGAA CT CALCIAAIAAGAAAGGELAG
100 /\vn/\/\/\ A UA AL A A AN AL I AN AN A DA AA ALA A A

WAYWARD, WALANAAN VAN NARAAAAANAA RN

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NCF2_14F_SOPR0359_A07.abl-->

3,00 45 50 5 80 8 70 75 80)
oA A AT RA A A AT AT N I Y ATAIA A AA I A AT
YNVYVVIUYV VYY" Y VYV IVWVYVYVYV VYV VYV IVYVYVY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NCF2_14F_SOPR0359_A07.abl Mutations: 250C>CT$52.9

2,00(1 I I I I I I I I I I I I I I I I I I I I 1
1,50 52.88
1,00 E/%GC’ — — ]
50
1 A A N A A J A A A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—-— NCF2_14R_SOPR0359_A08.abl Mutations: 250C>CT$35.5
200(1| I I I I I I I I I I I I I I I I I I I 1
1,50 35 52
1,00 Food —
50 \
A A A A AN A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<-- NCF2_14R_SOPR0359_A08.abl<--

3,00055 7 75 80 85 % 0
2000H-F—ALAT Al c ol A G AL A A Al G A CT We AA G AAAG G

A A A Ua A T TA A AL A AR AT AR A AT AR ALy AR AL
SAAAVAYAANANAVAN AN NAG A A MR AT ATATAVA RTAVAY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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15--> NCF2_14F_SOPR0361_B07.abl-->

30U 25 50 5 60 3 70 75 80

2,000H—F—AT-A—F-A—A-E—E-A—GA—E-A—A-E—A-G—AA——E—F-6A-6—E-F—F-A—AHE—AA—A-E—BHE6—A-6

ool I AL AL AA A A AT AT Ay LA A A AL AVAA (LY A Al
YNVYVYUYYVV VY VYVIWVUYYVVYVYVYVTIVIVYVYY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S——> NCF2_14F_SOPR0361_B07.abl Mutations: 250C>CT$50.9
200(1| I I I I I I I I I I I I I I I I I I I ]
1.50 50.87
1,00 = jﬂasa— ——
50
A A A A N l Ao AV A A

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NCF2_14R_SOPR0361_B08.abl Mutations: 250C>CT$36.7
2,000 T T T T T T T T T T T T T T T T T T —1
1,50 36.72
1,00 Nogo ——
50 [
A A A AJ A il A * AL A

I
1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—— NCF2_14R_SOPR0361_B08.abl<--

3.0007%5 7 75 80 85 9 % 100

2, I AL A TIA Al CCLA GA LA AlC Al G ALA C T C Al & CLT AL A Al G ALA A G G- C Al G

roatll Al e A Al A T AN AL I Al AR A A A AR Al A AL
VY ViV VVVYVUN XY VVY VVVUVYVYVVY

1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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IR——> NOD2_F_Synthesis_17415.scf-->
&80 105 200 205 20 215 2P0 205 280 285
400007 6T GG GAL T CFALTCTTTGAGEALTGOTGTTGGO6THATGTTGGT G
2001, A/AA NAA LA A A A A A AN A AN A A A A AN Al o fal )
VA ATAAVAVATAAYA AV AT ATATAVAYAVAAYATAVAATAVAVAVAVAVAVATAVAVATAVAVAVAY AVAVAVATAVAVAY
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
1IR<—— NOD2_R_Synthesis_17415.scf<--
o.0u 15 220 225 230 235 240 245 250 255 260

NN T O I T Y SN Y N
A A A A A A A A

1,900 1,950 2,000 2,050 2,100 ,150 2,200 2,250 2,300 2,350

15--> NOD2_4cF_SOAP0516_G03.abl-->

3,000-5p 56 60 65 70 75 80 85 90 95

2 (0 /GTa(‘GGA_CT(‘TA(‘TCTTT.GAGCA(‘TA’%(‘T(‘TTGG(‘CTIGAT_GTT.(‘(‘TCA
O A A A A AR A AT A R [T NN
D AWAN CAWAIUNARRUNANA D AR A NN AMAAN DA AW

1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350

15--> NOD2_4cF_SOAP0516_G03.abl

2,00(1 T T ! T !I T T ! T ! T T T ]
1,50
1,00 N\ NN T N ] e
50
A A _an N A M AN A AA A A N N A A A A _a A A A A
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
18<—— NOD2_4cR_SOAP0516_G04.abl
2,00(_1 T T ! T !I T T ! T ! T T T 1
1,50
1,00 — - —
500_¢ A A £\ /\M\ /\/A #\/\/\/\ AW s YA N A a M MM u M
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
18<—— NOD2_4cR_SOAP0516_G04.abl<—-
3,00 75 80 85 90 95 100 105 +10 15 120
20000 TGTGOGGACT/CTACTCTTTGAGCAQTGCTGTTGGOCTGATNGITGEGTLA
Loodal A A A AAA A AnAAAA\pAAAAAAAAAAAAAAAAAAAAAAAAAAAHA
VYWY VYV YUV VY VYV VY VNY Y VY VYUYV VIV UV VYV
2 2

1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250
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15--> NOD2_4cF_SOAP0517_HO03.abl-->
3,00 50 56 60 658 70 75 80 8 0 95
20009 T BT GAGGALTCTACTCTTTGAGE GTGCTGTTGGGCTGATIGTTGGTCA
oo ML A ATUA A LA LA UA A AN NAATN AAA A AAL o A n AN LA A 2 Aal A
YVYVYYVYNVVVUYTVUVUVV VYV W VY VY Y VWV VVYVY VYT VYV VY
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
1S-—-> NOD2_4cF_SOAP0517_HO03.abl Mutations: 17364A>AGS37.3
2,00(1 I I ! I ! I I I ! I ! I I I 1
1,50 37.84
1,00 - . I ~_ | —
50 /|
A_A s M A _n Ml L} Ao N n J\A A A A M A A A A N am A A4
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
15<—- NOD2_4cR_SOAP0517_H04.abl Mutations: 17364A>AG$33.7
2,00(1 I I ! I ! I I I ! I ! I I I 1
1,50 33.69
= fro——
M4 A& al\an r\».l\»./\u[\l ¥4 A AL A \ A s A A A A_A A M A A
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
15<—- NOD2_4cR_SOAP0517_HO04.abl<--
3,00 75 80 85 90 95 100 105 0 5 120
200 TGTGOGGACTICTACTCTTTGMGC TGCTGTTGGCOCTGATIGTITAGGEGT CA
1,OOA/\/\AA/\/\/\nr\r\MA/\f\/\/\r\V/\n//\/\ A A AN A DA NN LA A AR AN
YYVYYVVYVVVUVVT YV VY VA VYVYVVYV VY VIVYYY
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
1S-—-> NOD2_4cF_SOPR0440_HO07.abl-->
3,000-5p 56 60 65 70 75 80 85 90 95
2,00CTGTGCGGACTCTACT(‘TTTFAGC OIS CTGITITGAGCCTHATGTTGEGGETCA
oo L A A A A ANA A AR ANAA T AN AN A VAN A A g2 \al
VYVYVVVYVVVYVVUVVUV VYV IN YUY VVY VUV VVYVY VYT VYV VUV Y
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
1S-—-> NOD2_4cF_SOPR0440_HO7.abl Mutations: 17364A>AGS30.4
2,00(1 I I ! I ! I I I ! I ! I I I 1
1,50 30.38
1,00 N~ S ana N — R8T N
50 I\
o_m A A __a A A A /)\ 2A s A A Y
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
1S<—- NOD2_4cR_SOPR0440_HO08.abl Mutations: 17364A>AGS41.5
2,00(1 I I ! I ! I I I ! I ! I I I 1
1,50 41,52
1,00 ——— 1004 ==
50 A
0——m A A A A A A A A A A n “\ MA 4w M 2 A nn A M
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
1S<—- NOD2_4cR_SOPR0440_H08.abl<--
3,00 l4s] ol je} JU Jo 10U 105 11U 119 12U
2,00(‘TGTGPGGA(‘T(‘TA(‘T(‘TTTC.AG(‘ T GCTRHBTTAGLCTGATGAIGGEGTCA
oo M A AN A AN AIAAAN VAN T a A NA AN A A A VLTV T
VYVYVVVVVVVUVY TNV I VY VVIAJYY VY Y YV VYUV VYUYV VUV Y
1,900 1,950 2,000 2,050 2,100 2,150 2,200 2,250 2,300 2,350
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1R--—> NOD2_F_Synthesis_18428.scf-->
6,00

00 30

o 10
P AGACATCIG

) 320 320 360 335 40 345 3p0
GCCCIMBCTCOGGCGOCAGGOCTIGTGCCCGOTIGGTGTI

A AR T AanAnMV[AnAAAAAAAAAAAAAAAAAAnAAAnAA N
o A Y A AV VY Y TV 7Y

4,00 TG GA_A

>
D")u

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1R<—— NOD2_R_Synthesis_18427.scf<--
6,00 320 3p 30 335 340 345 350 355 0 70

4000 GG CHA GA fCYGAGAAGGCCCTGCTCOCGGCGAOCAGGOCTGTGCCCG

ﬁwmmanLummmﬂmAnmmmmﬂmmﬂmmnAAnﬁﬂﬂmy
AR A v W YA A A A Y

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15-—> NOD2_4gF_AP0047_A0l.abl-->
3,000 165 170 175 180 185 190 195 200 205 270
2,00Tn(‘(‘Ar.‘.A(‘AT(‘TrAr.‘./nAr‘n(‘(‘(‘Tr.‘.(‘T(‘(‘r.‘.n(‘r.‘.(‘(‘Anr.‘.(‘(‘TnTr(‘(‘(‘annr.‘.T(:T‘,

1,00 /\/\A/\ [\l\ N /\I\[\ /\’\ /\/\U/\VA/\ A/\AUA/\VA ,./\/\n/\UAnA/\/\ A/\f\/\l\ JAVA A
A AN A 2 XA X O

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_AP0047_AO0l.abl

2,00(1 I I I I I I I I I ! ! |! ! I ]
1,50
1000 e ~— IS
A N A Nl A A AN A A
% Yi¥ \1\ /\/WN\ A 1L ANAN AN WA T INVAANL - ADNATN AnAN
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<-—  NOD2_4gR_AP0047_A02.abl
2,000 I I I I I I I I I ! ! |! ! I 1
1,50
1,00 e ~
50 /\I'\ N N
a AW eV AL AN AN AAN A AL nADAAN i A0 tua wiaalne A4 s\
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<-—  NOD2_4gR_AP0047_A02.abl<—-
3,00 210 215 220 225 230 235 240 245 250 255 26
200 TGGQCAGAQANCT GAGAAGGCCCTGCTCGQGGCGQOCAGGQOCTGTGCCCGGIGGTGTC
o (PO PPN N VYV PO W SOV WU Y, P W VT T TN LTI
JASANGNS OO LV VY Y Y YN VYV VYOV VTV OLL

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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185-——> NOD2_4gF_AP0276_F01.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 21
GAAGGCCCIT/]GCTCOGGCGOCAGGCOCTGTGCCCGAQ ST GTIC

MOTGRCAGACATCI(A

PPN T Tt T A AU r A nn A A Ton A
S LA S S RN AN R LS A A S O TN

3,000 3,050 3,100 150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_AP0276_F01.abl

2,00(1 | | | | | | | | | ! ! I! ! | 1
1,50
1,00 —~— | @~ ~— L~ o~ ]
50
MM MAAMA N M A MM Az A | inan M| s MauM N N
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_AP0276_F02.abl
2,0[)(1 | | | | | | | | | ! ! I! ! | 1
1,50
1,00 " ~—
50
A_A A a4 2 aas N An A A A A A A A ) A A M A M A

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S<—- NOD2_4gR_AP0276_F02.abl<-~-

3 00 100 100 100 105 200 laYaVnd 240 Lo EN laYaTal aYaYd faYoYal
) ouU oy rgv rgv cUU cUJ A TJ [a4v) [Ar4e} 2oV

200TG(‘CAGA(‘AKI'C/T(AGAACGCCCTGCTCCGGCGCCAGGCCTGT(CCCG(TGGTGK\I’C

roodta A A A N LA AR A AN A A A AN AN AN AL ap (AT
STV Y LYY YV YUV VAV VY LY XY VY VYVYY Y YV VUV IR YVEV VYV

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

15--> NOD2_4gF_SOAP0337_G01l.abl-->

70 175 180 185 190 195 200 205 210
2,00TG(‘CAG,A(‘ATC.T(AGAA GCCCI)GCTC GGCGICCAGGCCTGTIGCCCGCTGGTIGT
vood MIA A TLAAN, [ Ll Aan A AR AAR AL AAAA AR N
WYY CONCOR YAV VY oY RO YR X RN XK Vv Y

3,

3,000 3,050 3,100 150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

3,00 160 165 17

1S--> NOD2_4gF_SOAP0337_G01l.abl Mutations: 18413C>CT$54.1

2 Ob(_i I I I I I I I I I ! ! I ! ! I 1
1,50 B54.09
50 [
A_A DA AL A M A 4 s M AL A 2A ﬂ AA AI A\ 2 Al N Aah A A A N A A

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S<——  NOD2_4gR_SOAP0337_G02.abl Mutations: 18413_18414ins

2,00(1 T T T T T —— T T T ! ! |! ! T 1

1,50

1,00 ~ s

50 /
T WA RN (AT W Pl | i A/\\’T’( L} | N A s R A A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S<——  NOD2_4gR_SOAP0337_G02.abl<—-

3,0007gg 185 190 195 200 205 210 215 220 225 230

O T YN L LY Y NN Y TN T Y VY FRN Y
AN W O WY TV AW Y VY

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500




SoftGenetics Contig Display 02/04/2019 14:10:53
Mutation Surveyor V4.0.9 3

1S--> NOD2_4gF_SOAP0379_E03.abl-->

3,00 160 165 17 175 180 185 190 195 200 205 1

2,00TG(‘CAGA(‘ATCT(A GGCCCITCTCAOGGCGOCAGGQOCTGEGTGLCCCGAC GGTG'IZ'C

voog MUAA TUNAN A [ AN A A AL A A AIA A n A AN A AA AN AIAD, i

YLVOA ST VY VA VY VYV R VY XYY XYY Y WY
3, 3,

000 3,050 3,100 150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SOAP0379_E03.abl

2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50
1 ,00 S ot S a— [ M—— T~
50
s ah 1NN MAN A A A AAAP“AA DA 2 AA A As Nr\ AI\P\‘PA Al“
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<—- NOD2_4gR_SOAP0379_EO4.abl
2,0[)(1 I I I I I I I I I ! ! I! ! I 1
1,50
1,00
50
YU N P WA il aapbe M PN N T N N W W Y Y A N
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<—- NOD2_4gR_SOAP0379_EO04.abl<--
3,00 185 190 195 200 205 210 215 220 225 230 35

2000 GGCAGAGATCT GAGAAGGCCCTGCTCGGGCGQCAGGAGCTGTGCCCGATGGTGN (C

voodi A A A AL U A AN o o AR A nIAA N A ULA A A N AL A p A AT
STV YVY YT VY YV YV VI VYVVY LYY VYN VY YV EY VYUY TRV VVEVYV UYL

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

15--> NOD2_4gF_SOAP0493_A05.abl-->

3,00 165 17

200qT GOCAGA
1,00 \/\/\ /\

175 120 1QE 100 105 200 N5, 21
LRSS oU oo LRV o9 [AvAv) [AviS [}

AGAAGGCCCTIGCTC |[GGCGGCAGGACTGTGCCCG

3T I1C

A T T AR A A n Por n AN AAAAA e AR AATLA,
LA AT VYA iy s AP AN M
3

3,000 3,050 3,100 ,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SOAP0493_A05.abl Mutations: 18413C>CT$53.4

2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50 53.39
50 [
2 AN AN Nanh 0 n AN T M N aal A ab ™M L MM AL M 4 A b
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SOAP0493_A06.abl Mutations: 18413C>CT$27.2
2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50 09 2716
1,000 ~ 494
50 | N N I\
ml\ k/ AIWA N AL L b .\I A N P N (N A T | s A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SOAP0493_A06.abl<—-
4,006—t86 185 190 195 200 205 210 215 220 225 230
3,00TGCCI""GACATCTC GAAGGEEECTHGETETHGEGEGEEE 666 T 6T 66 CE666T66TG6T

—
>

2,00 Ia) U A \w |
WA AN ANAANA A AN AN A IANAA A AANAAAMNAANA A AN ANA N

RS VAAWAS LS VAGAANASAACAND CAS A RAANARANALAS RS AANAARNAS!

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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15——> NOD274gF750AP04947G05.abl——>
30U 160 165 170 175 180 185 190 195 200 205 21p
2,000F-6-66AGREATETGRG o€ T66-666666AGEEETHTGECE6ETGGTGT
oo MIAA ] Na AR AN AR AA A AN A A A

Vif yr TR AT V
NV P Y Y Y Y W Y

,050 3,100 3,150 ,200 3,250 3,300 ,350 3,400 3,450 3,500

VIV

1S--> NOD2_4gF_SOAP0494_G05.abl

2,00(1 | | | | | | | | | ! ! II ! | 1
1,50
1,00 T  —~ T~ ]
50
A " AAn N AL An N N N . T A m TG NN
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<-- NOD2_4gR_SOAP0494_G06.abl
2,0[)(1 | | | | | | | | | ! ! II ! | 1
1,50
1,00 = ~
50
A4 A N Ad ol 4 A A A A A M A A N A iy AN I M A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SOAP0494_G06.abl<-~
3,00 180 185 190 195 200 205 210 215 220 2925 230
2000 GCCAGACANCT GAGAAGGCCCITGCTCOGGCGOCAGGOGCTGTGCCCGATGLTGYC
VYT XV VY VTV YV VY VYV VY YN Y VY VY VY VYV VUV XYYV VYUY 4
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S--> NOD2_4gF_SOAP0516_EO05.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 21D

2 000L CAGAGATCTIGAGAAGGCCCTGCTC |[GGCGGCAGGQCTGTGCCCGGTGGTGTC

200 A T T A b A oy e A
o A T A A A e A A A AN A Wy

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

—
—

1S--> NOD2_4gF_SOAP0516_E05.abl Mutations: 18413C>CT$59.8

2,00(1 I I I I I I I I I ! ! II ! I 1
1,50 [59.79
1,000 = Roes ]
50 ‘
A A A A n » s A A A A N A / AN A AA A A M M 3 A4 A AN A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SOAP0516_E06.abl Mutations: 18413C>CT$34.4
2,00(1 I I I I I I I I I ! ! II ! I 1
1,50 34.45
1,00 S
50 I
AN T | aa A A a A " A Aipul\l\lf Aol A M N M A A ) An A Al
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SOAP0516_E06.abl<—-
3,00 185 190 195 200 205 210 215 220 225 230 35
2,00TGCCAGACAI\TC/T AGAAGGCCCTGCTC |IGGCGOCAGGQOCCTEGTGCCCGCTIGALTGANIC
oot AAL A AN A A A AT A AR AR AT A AR A A AT AL AR AR
TV VYLV VYNV VY LYY ALY VYV VYV YUYV VYRV

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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Mutation Surveyor V4.0.9 5
15--> NOD2_4gF_SOAP0517_FO05.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 1

ZOOTG CAGAGATCTGAGAAGGCCCTGGCTCOGGCGOUCAGGQOQCTGTGCCCG TGGTG:IIZ'C
v ood A A ) I\/\/\/\J\V\ PAAN A AN A A nln 2 x a A A AN SAANN AR AN AL A
SO VYV VY VYV VYV VYV VY VYLV Y YA W VY

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SOAP0517_F05.abl

2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50
1,00 T~ T~ |~ ]
50
A_A M M A s NN A AnAA AN A Ay N A 4 AP\‘PP\ AL M M
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SOAP0517_F06.abl
2,0[)(1 I I I I I I I I I ! ! I! ! I 1
1,50
1,00
50
AN A A_A aa b Ao a A A A A A An A ) A A N Y M A A Al
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<—- NOD2_4gR_SOAP0517_F06.abl<--
3,000186 185 190 195 200 205 210 215 220 225 230

Ie]

2000 GCCAGACANCA GAGAAGGCCCT COCGGCGOCAGGAGCTGTGCCCG
N

s T DY LW DY Y R W PO Y NPT Y YT T TS ITY T
A A A A W T YA A A A W TV T

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

15--> NOD2_4gF_SONP0094_C03.abl-->
3,00
2,000F

=]

160 165 170 175 180 185 190 195 200 205 21
A G

NP N N L) NG I N N T AW T
VAR A AT Y X Y

000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1

\C IV EACILC Ia " I vy AUV I aa e g v AARC AV AR

1S--> NOD2_4gF_SONP0094_C03.abl Mutations: 18413C>CT$52.3

2,00(1 I I I I I I I I I ! ! I ! ! I 1
1,50 B2.32
1,00 ] ——— ’ ‘ T e _
50
NUL N WA s s Ahn ah A MM N Ar’\dm} N s s AN I\AI\AMAIF\ al M A 14’5 A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP0094_C04.abl Mutations: 18413C>CT$30.7
2,00(1 I I I I I I I I I ! ! I ! ! I 1
1,50 74
1,00 T 198
50 [l
\l h/\(\‘\ Ml Na oannn A A 2 As A ’ A4 4 M A A A M A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP0094_C04.abl<--
3,006—t86 185 190 195 200 205 216 215 220 225 230

2,00TG CAGACANCT GAGAAGGCCCTGCTC |IGGCGOLCAGGOCTGTGCCCG Tﬂ'

2 T N T A AL 7 A T A n AN A AT A A TATL A
VARSI ANAC SRS ACANE N AT AN VARNANA AR WA DA A NN

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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185-——> NOD2_4gF_SONP0095_D03.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 21p
200Tn(‘(‘Ar.‘.A{‘AT(‘TrAr.‘.IAAr‘G(‘(‘(‘TI]’-‘.(‘T{‘{‘GG{‘G(‘(‘AGD.F(‘TGTF(‘{‘PG('TGF.‘.TCT‘,
oot MU A AAN LAY TN A n U A A alda s A AR A A AN AR AA AL A

N WY I VY YO VY OV Y Y T W VY

,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SONP0095_D03.abl

2,00(1 T T T T T T T T T ! ! T ! ! T ]
1,50
1,00 T~ | N TN T e~ ~— |
50
" M ™ N A A A N A A AA’MAA I\ DA 4 2 A AN\ Na AAlqp A“\|P». r\.*_‘_
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
18<—— NOD2_4gR_SONP0095_D04.abl
2,0[)(1 T T T T T T T T T ! ! T ! ! T ]
1,50
1,00 e —
50
AN A A N AN} " I A A A_A M A A M N I M M a4 " A AN M n
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
18<—— NOD2_4gR_SONP0095_D04.abl<--
3,00 180 185 190 195 200 205 20 215 220 225 230
200fL GACAGACQATCT GAGAAGGCCCTGCTCUGGCGOCAGGACTHETGCCCGATGHTGIC
vooqba UL AL U A VAL A AR A A Al apa AV AL AL
VV\VVVV RSN A N AR AR RS AAAAR AN
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
18——> NOD2_4gF_SONP0116_F03.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 21
200dLGOCAGACQATCTGAGAAGGCCCIGCTC |[GGCGQCAGGQCTGTGCCCGATGGTIGTL

B N T T AR AU A o e AT T AR AA A
SN LA AN R AR A AR R S KA O RN

3,000 3,050 3,100 ,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SONP0116_F03.abl Mutations: 18413C>CT$56.9

2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50 89
50 [
Y\ TSV A A ) A A A r\ AN I a\ ah A0 M i} P A A Y A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP0116_F04.abl Mutations: 18413C>CT$34.4
2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50 34.42
1,00 I"‘ 285 —
50
2 N Mo s ol aa Nas 2 A A A A A A A I"’ A n A M A A A i A A N M
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP0116_FO04.abl<--
3,00 180 185 190 195 200 205 210 215 220 225 230
2000, GGCAGAGANCT GAGAAGGCCCTGCTC |GGCGQGCAGGGCTGTGCCCGATGHTGHC
rood A L AL U AN A AN T A WA AR AN AN 2 JTIA IAAH

YYVYVY X LYY VIV Y VYV VY JYY VS VYV VYRV YYXY VEVY VU y

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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15--> NOD2_4gF_SONP0144_G03.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 1

2
200TG(‘CAG/A('ATCT(,AGIAACGCCCTK;CTC GGCGOCAGGOCTGTGCCCGOGTGGTGTC

cooa VAN I\/\/\/\AI\\[/\ PAANAAAN AN~ DA na MAAANAANN . AR AAD A A
S XV VYNV VYV YO VY Y VY E VN Y Y W Y

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SONP0144_G03.abl Mutations: 18413C>CT$51.8

2,00(1 I I I I I I I I I ! ! I ! ! I 1
1,50 5184
1,00 T — | ]
50 [
AN AT AN A& n A 2 A A A I\/ A A a A A AN A 4 A A M A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<—- NOD2_4gR_SONP0144_G04.abl Mutations: 18413C>CT$30.4
2,0[)(1 I I I I I I I I I ! ! I ! ! I 1
1,50 30.45
50
A N A _awn | AAAA M " AA A A A I * Aal AN '\ M A A Ao A A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP(0144_G04.abl<-~
3,000186 185 190 195 200 20 210 215 220 225 230

o

2000 GOCAGACGATCT GAGAA GCCCTGC.TZ GGCGQCAGGOCTGTGCCCGGT GATGH
voodba pA A - ALY I A A AN A N A A A AT
LTV VY LYY Y YN Y VAV VA EY XY SV YVYVI VSV VUV RV YVEVVY V)

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

15--> NOD2_4gF_SONP0145_B05.abl-->

3,00 16U 1060 17U 175 16U 169 190 199 <UU 2Ud 4!
200G 0CAGAGCATCTGA GMAGGCCCT/[lCTCOGGCGOCAGGOCTGTGCCCGOETGGTGTLC

100,/\ /\/\ l\/\/\/\nf\,\/\ I\/\/\[\/\/\I\/\”A/\/\/\/\An/\/\[\n/\f\n/\/\/\ I\Vf\/\/\n/\A A
SOV CAC VY VYT R P XXXV R VWYY

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_SONP0145_B05.abl

2,00(1 I I I I I I I I I ! ! |! ! I 1
1,50
1,00 ] o~~~ — e e
%0 PR 1T Y Man AN u [ A AM sk A M A ok DN a0 MM s DN Wan a0 A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP0145_B06.abl
2,00(1 I I I I I I I I I ! ! |! ! I 1
1,50
1,00 e
50
A b N daa s A _ns A A A N Jal A la A An La A M A a A . a0 N A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_SONP0145_B06.abl<--
3,000+86 185 196 195 200 205 210 215 220 225 230
200 TGOCAGAGCAFTCAF GAGAAGGCCCTGCTCCGGCGOGCAGGGCTGTGCCCGATGRQTAGAIC
roogL A AN A A AATL T A A A A AN Ay a A AN AU A A\ a LA
AV YV YV VYOV L VYV VYV VYV UV XYYV VYY YV L

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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15--> NOD274gF750PR04107H03.abl——>
3,00 160 165 170 175 180 185 180 195 200 205 270
2,00T""C.’\f""‘/\TCT A GAAGGCCCTHBCTC 66060 0AGGACTGTGOC6GETGGTGT
o D N P Y TP I O ST (T o
0 ARMAR 00 YWYYIX VY YA O WY
3,

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400

1S--> NOD2_4gF_SOPR0410_H03.abl Mutations: 18413C>CT$30.5

2,00ct T T T T T T T T T ——0 —
1,50 ’Af 48
1,00 785
500—AA A "
N WA AAD IAD A AN VATAYEAT oA bW, W A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<—- NOD2_4gR_SOPR0410_H04.abl Mutations: 18413C>CT$33.3
2,00ct T T T T T T T T T ——0 —
1,50 3.32
1,00 N~ 1258 ~r
50 [
AN LA Jaa ) Ls A A Pl wall A ’ FT VO L TN N B W A A A N
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
15<—- NOD2_4gR_SOPR0410_HO04.abl<--
&00 [Re1V) 169 19U 190 UV U3 <10 219 ccU de) zoU

ol AL ML ST A T o nian a0 TR ALY
SN W A Y VYU AWV LY

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

—
—
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Mutation Surveyor V4.0.9 1
1R--—> NOD2_F_Synthesis_18424.scf-->
6,00 300 cw 315 320 325 380 385 40 50

10
MGAAGGCCCTGCTCOGGCGACAGG

4,00TG CAGH C [T CTGTGCCCG ;GGTETC
2,OO\/\I\/\/\AI\/\/\/\ n I HIAﬂAnAAWAnAnAAAAAAAAAAAAAAAnnAnAﬂAA AL
VYVVYVY VVVV VY VYVVUVYYYVYVYVVYVY VYV VYV VY Y VUV YT VA VY
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1IR<—— NOD2_R_Synthesis_18424.scf<--
6,00 300 3p5 30 365 340 345 350 365 0 365 370
4,00 TGCCAGAQGCGANCAHA GAGAAGGCCCTGCICOGGCGOLCAGGCOCCTGHRTIGCCCGAOTGATGEGALC
2oodia A A AA T T A AL AN (L o [A A oML A AT AN
VYV VYUY YV YV YUV VWVVVY VY YUYV VY VVVV VYVYVVUVVVYVYY
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S——> NOD2_4gF_Normal_ A0l.abl-->
3,00 160 165 170 175 180 185 190 195 200 205 10
2,00 CAGA ATCT AGAAGGCCCTBCTCOGGCGOUCAGGOCTGTGCCCGOTGGTGTL
AW A AN AN AANA AATUAN NIA A [AVAWAIN A A
b A T A A A A AT - AR A A A
XVVX YVVY W XY LV AV X YN YV A VY X VL YWY
3, 000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S-——> NOD2_4gF_Normal_ AOl.abl
2,00ct T T T T T T T T T ——0 —
1,50
1,00 T T N [T e e e T T T e T N T T T T T e
50
'\f\n Al A u o As M 4 A M oA A\ A A A WA A4 laal
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
18<—— NOD2_4gR_Normal_A02.abl
2,00c T T T T T T T T T —0 —
1,50
1,00 = e
50
A Janlly 4 N A A O M A A AN [\ | LN P W | "
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
18<—— NOD2_4gR_Normal_A02.abl<--
3,00 180 185 0 105 200 205 2

1 210 20 29 280
ZOOT(?.(‘("AF-‘.A{‘Aﬁ'(‘:TFAf-‘.AA{'(?.("("(‘Tf-‘.{‘T{‘(‘f-‘.(?.(‘f-‘.(‘ gC I GT G CCCGoGoAl GG I OonN
’

B Y (Y L Y Y O VY O LW G TSP TN via
N Y A A W AV YRV Y Y Y VT

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500

1S--> NOD2_4gF_PR0112_E09.abl-->

3,00 160 165 170 175 180 185 190 195 200 205

2000l GGCAGACGATCTGAGRAGGCCCIMHCTC GGCG(‘CAGG(‘CTGT(CCCG(‘T(‘(‘TG;I(‘
vood AN TN HV\ AN AN D a A AN A pan AL
VAV VYV ICA YVYVYY Y VWV VYV Y Y Y Y Y VY
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
185——> NOD2_4gF_PR0O112_E09.abl Mutations: 18413C>CT$65.5
2,00(1 T T T T T T T T T ! ! I! ! T 1
1,50 65.53
1,00 [ e e T — T N T =} e T e e e i B o S |
50 [
A AN N M N A A A WA A a , A a Al A A A M Al

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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15<—- NOD2_4gR_PR0112_E10.abl Mutations: 18413C>CT$31.6
2,00(1 I I I I I I I I I ! ! I! ! I 1
1,50 1.62
1,00 = N e W ,".‘."4:8
50 [\
A_A | M hnA A A I A I Ad A I M1 M__a N M A A A
3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
1S<—- NOD2_4gR_PR0112_E10.abl<--
3,000186 185 190 195 200 205 210 215 220 225 230
2,00TG CAGACANCIrGAGAAGGCCCTGCTITC |GGCGAOCAGGACTGTGCCCGATGHTGAIC
A Laa AN AN Nalla AAN AN AAA AR A A AN

1 oodb A\ S A i
YT VVY YLV YV IV XV Y VY YN VAN VY VYY YV VYUV XYYV VYN YV L

3,000 3,050 3,100 3,150 3,200 3,250 3,300 3,350 3,400 3,450 3,500
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Mutation Surveyor V4.0.9 1
1R--—> NOD2_F_Synthesis_18427.scf-->
6,00 320 3P5 330 335 340 345 360 365 360 365

4.00 TMCTCCGGCGCOQAGGCCOTGTGCECCGCTGGTGTCTGGQgCCGCAGCCT(QGCG

ZOOA/\A/\I\I\[\(\AA/\/\A/\/\A/\/\/\ f\f\f\f\/\f\/\[\;\ N I\/\/\/\n/\/\/‘ /\AAA/\f\f\
SV YVYVVYYVYYVYVYY VYV Y VYV Y VW VYV Y VYV VYV YV VYV Y YV Y

3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1R<—— NOD2_R_Synthesis_18427.scf<--
OV 345 350 355 360 365 370 75, 380 385 390
4000766 T 666666060 ~rGaEeTHT60E6CaeTaRTafcraaaecatAaceToed
200 Nopa MAA o LA A A AN A T A AN Ana Tn s a CANA A A AL )
| \!\/V\/ VVVVYYVYVYVYVYVUVY VYTV /\/\/V\/ VYVYYYVVVVY
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
15-—> NOD2_4gF_SOAP0419_C05.abl-->
3,00 180 185 190 195 200 205 210 215 290 2908
2004 T/ECTCCGGCGCQAGGCCTGTGCCCGCTGGTGCTGGACCGCAGCCTGCG
1,()o,/\/\n/\nvn/\/n A A AANMA AN A NAAAAAN A AN AN AL AN AN
YV VXYV XYV XYY T K WYY VY YV YA X T X
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S-->  NOD2_4gF_SOAP0419_C05.abl
2,00(1 T T T T T ! ! ! I! T T T T ]
150
1,00 ~—— N T T T T N ———  ——
%0 AL D At A M AN NSWAY R N N - S AAMN\/\“I\
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
18<—— NOD2_4gR_SOAP0419_C06.abl
2,00(1 T T T T T ! ! ! I! T T T T 1
150
1,00 - P §
SOO_ALq‘\ A A a N A A A Mnf\q, A A N a4 A AA A A A /\f\ A Ar
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
18<—— NOD2_4gR_SOAP0419_C06.abl<--
205 2ho o5 250 25 280 25 240 05 250
200066 T 66 6666CHHr666EeTHT 60T afsiafecreaaaeecatAaeeTeet
rood A XVX/\“I\JA“:AL/T/ AN AAMANA A :/Tffff\/\ul\’ N A Ta w A VAR A A L
LYV VYV IV VYV Y YWY VYTV VY TVYUVYY VTV YV VY
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
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1S-->  NOD2_4gF_SOAP0420_D05.abl-->
3,00 1758 180 185 100 195 200 205 210 215 220
200 TACTCCGGCGCOJAGGCCTGTGGCGCCACTIGGTGTNCTGGQOCCGCAGCCTOCG
1,00 /\/\/\/\I\\/\/\/[\AA/\/\A/\/\ AV/\/\/\HI\ /\V /\/\[\V l\ A/\/\V/\ /\v/\f\ N A/\/\I\/\
AV XXX XX YLV T o Y VR XY XY XYV XX T X
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S-—>  NOD2_4gF_SOAP0420_D05.abl Mutations: 18432G>GA$61.3
2,00(1 T T T T T ! ! ! |! T T T T ]
1,50 B1.33
1,000 781
50
A M I Y Y\ [N A s AN nA Aa PN A N 3 Mo Al AN aa A
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S<—-— NOD2_4gR_SOAP0420_D06.abl Mutations: 18432G>GA$37.1
2,00(‘ T T T T T ! ! ! |! T T T T ]
1,50 37 11
1,000 1367 i -
50
A A A [N A A A A o A A P M A a4 AN A 2 A
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S<-—  NOD2_4gR_SOAP0420_D06.abl<——
3,000——2p5 20 215 200 205 280 285 240 245 250
2,00TP(‘T(‘PCG(‘GPFAGQP(‘TQTQP(‘P crlecoeTehNMeocTCeccaoCcCCGl GC CTOCOCG
sood A la A AAA AAV/ Aapaniina ol AARANY (Ao n LAAAA AN
O YRV Y YV YV RV YV WYV VYV VYVVYV VYV
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S-—>  NOD2_4gF_SOPR0339_F05.abl-->
4,000~g0 185 100 195 200 205 210 215 200 255
2’88|nJL1|bbL:ULIUL1L/'\UUbb|AU|UbL/b blUUlUlblAUUbbbUb/'\UbblbbU
ToodM A N A A NAA ANAAANANANAANAA AN N A AAAMAAA AL 2 A AN
’ I\/\/VV/\/\/\(V VVYVYVYVYVVYAVYVVVVVVYVYVYVYVVYYVVYVVY
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S-—>  NOD2_4gF_SOPR0339_F05.abl Mutations: 18432G>GA$57.5
2,000 T T T T T ! ! ! |! T T T T 1
1,50 K750
R e e e —
50
O_M A A A a A A N P\ A f\ AN A M N AN A AN A A A A M A
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S<——  NOD2_4gR_SOPR0339_F06.abl Mutations: 18432G>GA$79.3
2,000 T T T T T ! ! ! |! T T T T 1
1,50 79 .28
1,00 A _ _
50
A_h A M A M N s A A A A A A M A A M A M A A A\
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
1S<——  NOD2_4gR_SOPR0339_F06.abl<——
3,00 205 210 215 220 225 230 235 240 245 350
20007 6T 6-6GH6G6MHAGEEETHTGE66—6TaHTaHcT6a6a66a606AGHTCCE
ool L Aa AV A s LA AN A A A A Tp A A VN AAA [n AT A A
VYW VVVVVVVVYVVV VYV YV VVVIAN TV INVVVYVVVY YV YV VY
3,200 3,250 3,300 3,350 3,400 3,450 3,500 3,550 3,600 3,650
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Mutation Surveyor V4.0.9 1
1R--—> NOD2_F_Synthesis_18426.scf-->
o 435 450 445 50 455 4 465

4,00

Fa
Ul

D

> D

~
A=
A}

)

1 [N PN N P P NI T N NPT P N NN TLNN
V VYV VWY VVVVVVIVYVVVYVTY VAR

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

)

>

1R<—— NOD2_R_Synthesis_18426.scf<--

o.0u 450 455 60 465 470 475 480 485

4,000H-6—6-6-B-TF—F—6—A-F—6-T—6-6—C-F—6-A—F-6—6—6—6Afa-6—6 T8 FA-6—6A—G—A—TF-6-£HA

soodl A A A W a AN AT aln AL ol NA A VA AL ALV AT Al L A
VVVUVYVYVYVVYVYYVYVYYVYVYYVYVVYVVVY VYV VYV

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

15--> NOD2_4gF_AP(0181_DO0l.abl-->

200 290 295 300 305 310 315 320 325

voodea A A AN A AN L A NANAN A TN AA NS
)49 9.99.0080004.998 0599 ANV 04.90.90 N9,

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

1S--> NOD2_4gF_AP0181_D01l.abl Mutations: 18539C>CT$58.4

2 00(1 I I I I I I I I I I I I ! I I I I I I I I ]
1,50 58.44
1,00 Eu'hv"
50 [
A & A A A A Ay I A4 Al N A A N arl NN A

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

18<—— NOD2_4gR_AP(0181_D02.abl Mutations: 18539C>CTS$74.3
200(1| T T T T T T T T T T T ! T T T T T T T T 1
1z50 Y431
1,000 e 030
50 '
A A A A A 4 A } AN A Al N A A
4300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4460 4,480 4500 4,520 4,540 4,560 4,580 4,600 4,620 4640 4,660 4,680
18<—— NOD2_4gR_AP0181_D02.abl<--
30U 315 320 325 330 R 340 345
200066616 TF—F-6—AT—6-F—6-6-CT—6A-TF6TF668Afo-C—6T6TA-C6AGA TG
oo A A AN A AL ALAIN AL AN A A VA TTANANA AN AN A
YV VI VYVYVYX VYV YV Y VYV Y XYY YV VYR

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680
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Mutation Surveyor V4.0.9 2
185-——> NOD2_4gF_NP0049_EOl.abl-->
290 295 300 305 310 315 320 325
200066 G T T CA T C T G GC C TMTC C GG A G C CT A G G TG CA
1,000\ /\X/\ \/\(\/\ /\X/\ /\y,\ /\X/\ /\y /\X> X/\ ASAAA /\X/\ /\V/\ /\X/Y ,\y) MAX /QX/\ /\)(\ N
4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680
1S-——> NOD2_4gF_NP0049_EO1l.abl
2,000 T T T T T T T T T T T i T T T T T T —
1,50
1,00
50
A A A AA A A A A f\ A

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

15<—- NOD2_4gR_NP0049_F02.abl
2,00(1| | | | | | | | | | | | ! | | | | | | | | 1
1,50
100 ~ A TN A 4\
R A (VT VANV AN Wk VT WY 0 WAVAYAY A ATV AY < YA VAV D AV AV ¥ VARV

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

15<—- NOD2_4gR_NP0049_E02.abl<--

3,00 315 320 325 3360 335 340 345 35

2,00 CGGGEGTIT JTICATCIN GGCITCIAT CCGGAGCOCTGTACGAGATGCIA

1,Oo\/\\[/\/\/\/\/\/\A/\ {\/\/\A/\/\fw\/\v/\/\ A AN AN A L a a Al n
AN

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

15--> NOD2_4gF_PR0143_C03.abl-->

3,00 295 300 305 31 315 320 325

2000/ C G GGTT CATCTGGCTCATC |GGAGCCTGTACGAGATGCA

1,00‘/\f\/\ f\l\/\/\/\/\/\/\n/\h/\/\/\ I\VA/\/\/\/\/\/\A /\ /\ /\/\/\[\r\
Y VXY YYXTVY XXV VY AN TAA XV O XN AV A XY

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

1S--> NOD2_4gF_PR0143_C03.abl Mutations: 18539C>CT$59.4

2,00(1| I I I I I I I I I I I ! I I I I I I I I 1
1,50 59.40
1,00 e T N ———T——T"——] 25e—
50 A
A / . L D .
4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680
1S<—- NOD2_4gR_PR0143_C04.abl Mutations: 18539C>CT$36.3
2,00(1| I I I I I I I I I I I ! I I I I I I I I 1
1,50 36.35
1,000 e— =
50 [\
A A A A A An__ A a¥ A A A A M

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680

1S<-- NOD2_4gR_PR0143_C04.abl<--

2,000+ (3315(3 | ?JZOA C (3;5 C[A CAT[C [G 25/« CC ?40(3 AT (S:SA G AT (3350 A
woAnANAAA NN AR A A S Al AL T 8 da L A
VYVYYY VY VYUV VVVYVVVYVVY VT

4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480 4,500 4,520 4,540 4,560 4,580 4,600 4,620 4,640 4,660 4,680
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Mutation Surveyor V4.0.9 1

1IR--> NOD2_F_Synthesis_23154.scf-->

6,00 155 160 165 170 175 180 185 190

400 T TITGTCGT AT TIF AGTITTGCOGCGGAT AAPAANTATGT CAGAGCGAG

200 LU Al AL A TATVAIA A A A AL AL Lo ala TUA AN ala AIA UL A A AL A
VVV VVVYVYVVVYVVVVYVVVVY YVVVVVVYVYVYYVVY

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

1R<—— NOD2_R_Synthesis_23154.scf<--

400 175 180 185 190 195 200 205 210 215
2o ALAALIAAA N A AR AL i Lol “Aln L AL pln oA plAalA T 1o A A
/89000 AN09AA 00001004000 01000080AVARAE!

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

15--> NOD2_5_6F_AP0182_Al0.abl-->

10,00 15 20 25 30 39 40 45 50 55
ATTTTGT C TTGCGGGCG ATAACAATATGTCGAGAGCCGAG

TOTTT 1
5,00 Zaha\
Avat /\/\/},\\,\ ~N\ A AN

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

15--> NOD2_5_6F_AP0182_A10.abl Mutations: 22992G>GAS$15.7

2,000" T T T T T I 1 T — T T T T T T T T T T T T |
1,50 \ | 15.69
1,000— ‘ ™ ATTD o~ o
50 A o\ \
’H. AA ’\/ Ir\\ [}m\f_\l\h‘\ /\ n N A A A A A
1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940
1S<—- NOD2_5_6R_AP0182_A09.abl Mutations: 22992G>GA$22.0
2,000f T T T T T T T T T T T T T T T T T T T T T 1
1,50 21 95
1,00 e ] 963
50
A VAT A A AnliAa Al A s d.l st Ao Al AlA A Arlr\ A A Al s

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

1S<-- NOD2_5_6R_AP0182_A09.abl<--

2,00 35 40 45 5 60 65 70 5
o AAAANA AR N ANAAA AN AL A L R aln AR AR AR Ta A
A TAAAT 000 O T XX CWT Y

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

e
_|
_|
QL

—_
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Mutation Surveyor V4.0.9

1S-—-> NOD2_5_6F_PR0144_H05.abl-->
2 00d1 15 20 25 30 35 40 45 50
N PN I O O Ol A e i P PO P o P
W AW AW e TPV WYY

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

1S--> NOD2_5_6F_PR0144_H05.abl Mutations: 22992G>GA$35.6 22993A>AG$30.5

2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 35.59.50
1,002 e N 13885 e

50

NEEREEN N N ~np |l N w AN “P-‘-ﬁ'”r N L w A
1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940
15<—- NOD2_5_6R_PR0144_H06.abl Mutations: 22992G>GAS$27.2

2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 2716
1,00 +H ——

50

ACANs o AN Lol AN, NA L AN CAAAMIA 4l Ml AN b oh | AN N A

I I
1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

1S<—- NOD2_5_6R_PR0144_H06.abl<--

3 40 45 50 55 60 69 70 7

2,00
ooy AAAANAANA A AN A AL Al LA AR AR A Al A T A
L TAA XX TAAAY LN AUV VO

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

15--> NOD2_5_6F_SONP0090_B10.abl-->

%00 15 20 25 30 3% ) 45 50

z’ggATTTTGTCTCTT,(ﬁ-G\TTTGCGCGATAA,pAATATCTCAAGACCGAG
Tood A A AL AL 1A /\V/\ N AN Al AN Al ala U anln ala alA UL IAAIA Ala A
o ) AVAYAVATARVAVAYS JA\ VUYVVVVVVVYYYYVVVYVYNYVVIVVYY

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

1S--> NOD2_5_6F_SONP0090_B10.abl

2,00(1 I I I I I I [N} I I I I I I I I I I I I I I 1
1,50 e ﬁ&q 00
1,000— N — I T: 8 PraN et A~ — B
500—p
ﬂ/wp“ A /fv J \ JAV/ I AA A A N M A
1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940
1S<-- NOD2_5_6R_SONP0090_B09.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 —_
50
A A M, Al AalaA 2 AN A A A MM; 61 A A__Ala DA A A AL A
1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940
15<—- NOD2_5_6R_SONP0090_B09.abl<-~-
200 35 40 45 50 55 60 65 70 75
’AT/KTT/?TCTCTT TTTGCGCG/QTAA AATA/{CTC GACCGAG
1,00 \X Wa\ )K /\XA /\X/\ AN X X/\ A AXA{‘{\(A AX /\X /\( (AV/\«(AX/\ X/\ [\X/\ yh (\[\/\y\ Xn

1,520 1,540 1,560 1,580 1,600 1,620 1,640 1,660 1,680 1,700 1,720 1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940

2

2
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1R--> NOD2_F_Synthesis_23156.scf-->
6,00 455 460 455 470 475 480 485 450 495 500
4000 776 F-GGAAGCTGAAGAGTOCTAFTCAACAAGAANTTGACTGAGCGGHTGT G
200l \A A LA ANAAAAANA A A AN A ANANA AN A AR A A\ AN A A

00440809305 004730080 000000 AN 900! XXVYfY&YX

4,550 ,600 ,650 4,700 4,750 4,800 4,850 4,900 4,950
1R<—— NOD2_R_Synthesis_23155.scf<--
4 4 4 4 I 2 425
10,00 80 85 90 95 500 505 510 5 0

15 5
TTCTGGAACTGAACAGTCTATTCAACAACAAATTGACTG[‘\CGGCTGTG(

" AYAVAYNA AN
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
18—-—> NOD2_5_6F_SOAP0493_A07.abl-->
30U 315 320 325 330 335 340 345 350 355 360
2000 FF6F66AACTGAACAGTCTATTCAACAAGCAAMRTTGACTGACEGEETGTGE
1m“d[ AXHXVY%v%\%&{X XLYXVy%QX/vJXvaXxxwyywyyyy%{
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
18——> NOD2_5_6F_SOAP0493_A07.abl
2,00(1 T T T T T T T ! ! T T ]
150
1,00 = —— V Mr—— T
50
A . Al AIA A AAIA A aA aalaa AAA A A A A ANA A AlAA AL _ah A A 4 AAlA AAI/\A
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
18<—— NOD2_5_6R_SOAP0493_A08.abl
2,00(1 T T T T T T [ Wl ! ! T T\ T 1
1,50 | |\
50 A A ,
Ah A A A | AY /\ Fay M N Mmr\'—\ 1\,\ A[h ! I I.l /All “/Y\ﬂ”f\
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
18<—— NOD2_5_6R_SOAP0493_A08.abl<—-
340 35 360 355 360 365 370 375 380 385

5.00 TTCTGGAAGTGAAGQAGTCTIATTCAACAAGAAATTGACTGACGGGTGT G(

AVAVAUN JAVAVA FVAVN
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
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Mutation Surveyor V4.0.9
15--> NOD2_5_6F_SONP0145_B07.abl-->
Rt ST 320 325 330 335 340 345 350 355 360
2,000-F -6 AA"TG"ACAGTCTWCA CAACAARTTGACTGMEGGETGETG]
AN YA AVNASVVADVYA NAIYAN AMAAANA A A INAA A
RNANY LOOUAA LT M OO A
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
185-——> NOD2_5_6F_SONP0145_B07.abl Mutations: 23297A>AGS$9.8
2,00(1 T T T T T T [ | ! T T ]
1,50 9 82
1,00 ’\/‘_‘“ ————Hgeg—~
500 Jal ~ /\ N A\ N Al A A '\/a A A A A\ Py -
\ N\f\/\ﬁ\’\ MW&&MMUM&MMLM&&AHAAA [\ N
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
185<—— NOD2_5 6R_SONP0145 B08.abl Mutations: 23297A>AGS$21.9
2,00(1 T T T T T T [ | ! T T ]
1,50 21 03
1,00 I N el M S N ﬁg& \_'_/f'_\ [_\\_,—/ L\
50 AV
N\ N Y T R A Iﬁm/\n_np Ny ﬂmm\qﬂy\‘.\ [ UaN A,
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
18<—— NOD2_5_6R_SONP0145_B08.abl<--
20 340 35 360 355 360 365 370 3fs5 380 385
2,000 FF 666 A G T GAARAGTECTFATTEA—EAACAIRATHGACTGACGEEE TG T 64
+oogd AN A U TA A AR AR ﬁnnﬁﬁlﬂ\ﬁﬂhnn NN (N
VOV UV UV UV TV VY VURACY U YV UYY VA XA
4 4 4

,550 4,600 4,650 ,750 4,800 4,850 4,900 4,950

15--> NOD2_5_6F_SOPR0409_G05.abl-->

315 320 325 330 335 340 345 350 355 360

I L L TV N AP NS I P LA P N Y
00 A0 OO A XAC ™ K OO X

4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950

1S--> NOD2_5_6F_SOPR0409_G05.abl Mutations: 23297A>AG$25.3

2,00(1 I I I I I I I ! ! I I 1
1,50 25.29
1,00 o~ meww
50
A A AslhArg AMala nI\AAAA/\PA AAA/\ /hnn AAala P \ WY AANML A 4 o As A 4 4 b
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
1S<—- NOD2_5_6R_SOPR0409_G06.abl Mutations: 23297A>AGS$13.6
2,00(1 I I I I I I I ! ! I I 1
1,50 13.62
1p0 N T M N ‘wfp__\MJF_?nn I\ ~— I\ N1
50 A
il A A N AA A A | V. ’mn A A A a4 N A nA s Aa
4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950
1S<—- NOD2_5_6R_SOPR0409_G06.abl<--
340 345 350 355 360 365 370 375 380
2000T TCTGGAACTGAARAGTCTATTCA LAACAAATTGACTGACGGCTGT G
1,00/\]/‘\,\[\’\!\[\ AR ”-/\/\A.A/\,.V/\I\f\ a Anhl\t\\/\t\ N A N N A
VYV VVANVYYVIN VY YV VY YVLA VA VUV Y VWAV YWY

4,550 4,600 4,650 4,700 4,750 4,800 4,850 4,900 4,950

2
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3zsynthe5i11529044‘50f1:b;> 195 200 205 210 215 220
R R T e R e[ g e s drargroardpgosps
AR AN A AA AT

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

—_

4,00

—

1R<—— NOD2_R_Synthesis_29043.scf<--

400-.--.--.--.-305,\,\.\-.-?-0-.--.-,\.315,.-.--.-,\%-0,\,\,\,\£\25,.n,230, _ ?\35-.- .210,\.,\

pcodt LA MA AT A AN AN 2Ly AL AL T Al Al ATA AL AL AL AL o] " aTp ALY
JVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVRVAVAVAVRVAVAVAVAVAVAVAVAVAVI

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_AP0078_C09.abl-->
3,00 0 z

4 U o} ol ¢} [4Y 7 ol
2 000—A-T-Al G G LTI T Ccil G T AL CAlLG G GG A_C AGT G GGTG G ALG G
N

oot A A A AN A AL AR A AL IR AL A AR A W e A A AT
SARANA AR AR AR MR R AR AR AAR AR

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NOD2_8F_AP0078_C09.abl

| | 2,00(1 | | ! | | | | ! | ! | | | ! | | | | | | | | | | | 1
1,50
1,000 S — I

50

0 A A A A A A

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S5<—— NOD2_8R_AP0078_C10.abl
I 1 2000 | — T T — — T — T T T T T T T T T T T
1,50
1,00 — -
’ Y4
50

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S5<—— NOD2_8R_AP0078_C10.abl<--

3,00 65 70 7 80 85 90 95 100 10

2,00TTTTGGC(CTTTTCAGATTCTG G G/ AlALCIA A L G T A QG G

rooq AAAA AN A NA AN AN aInAIA NA aln Al AL UA AN AL NA LA A
VUVYVYVYVYPYVVTY VYVYVYVY VY UTVVYRYWYV YV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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Mutation Surveyor V4.0.9 2
15--> NOD2_8F_AP0182_F07.abl-->
3100 4U 43 U o] oU o] /U / oU
(N AT Al CMl GALT A I G GGG ALAGAGT HGEGAETG G G A G G

2,00 T Nl T Al G G

oo i A A A AN AN A AR AT A AL A AR A N b AR ALn A
SRR AR AR AN AN SR AN VAR AR Y

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_AP0182_F07.abl

| | 2,00(1 | | ! | | | | ! | ! | | | ! | | | | | | | | | | | 1
1,50
1,00 Ea r~ N T " N P
50
4 A A A A AN

| N
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15<—- NOD2_8R_AP0182_F08.abl
[ 2,000 T N | T T T T || T T T 1 T T T T T T T T T T |
1,50
1,00 ] —— u
’ 7
50 /ﬂ\\\

I
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—— NOD2_8R_AP0182_F08.abl<--

65 70 75 80 8 90 95 100 10p
2,000F—FTF+TFG6GECr AT I ECAGA T A TG GG AALAGHRGTF GG T GACGAGS
oot /) AAKAlqﬁQAAAAAmAAAAAAAYn AN AN AN A AL AA Ay

VVVYVYY VYVYV  VVVVYVEY UV UV VY VYV YVY VYV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NOD2_8F_PR0O063_E03.abl-->

3,00 0 4 50 5 60 6 70 75 80
2,0007T-F-T T 656G 6O T T T TomehTTocraa G6AAGCAGHGTGGETGACGAGG
oot A AV AU pIA AN A AN A AL AAAL AL T AL Tl ALy A A

VUVYVYUVVUYTVYY VYYVY VIR AXYY VYN VYV WYYV VYV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_PR0063_E03.abl Mutations: 29027G>GC$19.7

(| 2,000f T N | T T T T | | T T T | | T T T T T T T T T T |
1,50 19.7
LOO N _T—— M 7?41 ™ P~ RN
50 l Il
A A I A A A

—
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NOD2_8R_PR0O063_E04.abl Mutations: 29027G>GC$54.2
I I 2,00(1 T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1,50 54 .2
1,00 7S
50 ™~ [\
, \
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—- NOD2_8R_PR0O063_E04.abl<——
3,00 65 7 75 80 85 a0 95 100 105
sooql T TeaecTTTTicAGATIcTIeE GCAALAGIRGTGGETGACGAGG
1m\nAﬂAﬂHﬂAAAAAAAA\ﬂ Aa Al DU ALL AL AL A AlaAlA A
VUVUVYTVVVVVTVYY VY VWY VYV VYV UV VYV VYTV YV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200



SoftGenetics Contig Display 01/04/2019 10:49:13
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1S-->  NOD2_8F_PRO144_HO03.abl-->
3,00 40 50 60 &b 70 5

200 T T G G C-ALGA G G- CALA CILA GA G T GGG T GA
’

o S T A A T A a L A T TR T al ala AR A
A AN AN AR RN AN S AR MANA RNV A NN

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

</_!D

1S--> NOD2_8F_PR0144_H03.abl Mutations: 29027G>GC$24.8

I I 200(1 | | ! | | | | ! | ! | | | ! | | | | | | | | | | | 1
150 24.93
1,004~ = ~ 0% e NIE NI
'50 N
A \ A A A

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15<—- NOD2_8R_PR0144_H04.abl Mutations: 29027G>GCS$51.8
I 1 2000 T T T T T  — T T  — T T T T T T T T T T n|
1,50 51.85
1,00 'ﬁﬁ\ SN H
50
T -
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—— NOD2_8R_PR0144_HO04.abl<--
3,00 65 70 ki 80 8 90 95 100 106
T T GGl C TTITT G A CT G ACIAGMRGTGEGGETGAGQG A GG

200 T T C CA TT G G CA G G
oo AA NN A NN NAANNA N A A AN AN AL AL ATVATA AN AA ALn AL A o
SV VUVVYVYYVY VYV YV VY YN Y VWYYV YV UVY VY YYVVYV TV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NOD2_8F_SOAP0419_C07.abl-->

3,00035 3 45 5 55 6 &5 7 75
vod A A AT AR AN AN AN AT AT AT AT A TR T T Al o
VUVYVYVUVUVYYVEVYVVVVVIA YA TY YUV YYV VYTV YV Y

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_SOAP0419_C07.abl Mutations: 29027G>GC$38.0

| | 2,00(1 T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1.50 37 99
1,00 —— M 3ea- e — |
50 [\
A A , \ [n , L N

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S5<—- NOD2_8R_SOAP0419_C08.abl Mutations: 29027G>GCS$77.9
I 1 2000 | — T T — — T — T T T T T T T T T T T
1,50 77.98
1,00 — 173 —] -
’ N4
50 \
A \ A

I I
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NOD2_8R_SOAP0419_C08.abl<-—-

3’00 o} U /3 ol o} Ju J 10U U]

2,00TTTTGG(‘&‘TTTT(‘AGATT(‘TG(‘GG/“AA[‘A[‘A(‘T(‘G(‘T(‘A(‘GAG(‘

roo AL A AATANAAN AN AL A A AL AL UANANAAN XA AL AR A
VY VTVYY V VYV RLY VYU VIVUVCYY YV Y

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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1S—-—>

2,00
1,00

NOD2_8F_SOAP0420_D07.abl-->

50 60 5

RS L TN NN L (NN NNV Y
VVVYVYYVVVVYY VYV V VYV XYY YUVYVY WYY TV VTV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

0
PR P S

3
T

o7
-~
i o

i &

185-——> NOD2_8F_SOAP0420_D07.abl
2,00(1 T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1,50
1,00 —— S ca e n e NI <o\ =
50
i A A A4 A A AL A A
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
18<—— NOD2_8R_SOAP0420_D08.abl
2,00(‘ T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1,50
1,00 S I — .
; 7
50 ~
A A -
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
18<—— NOD2_8R_SOAP0420_D08.abl<--
3,00 65 70 7 80 90 3 100 1
2,000 BT T TT-c-A A-A—Cl-A—G-A—GF T-G-A-G G

1,00

15-->
3,00
2,00
1,00

= @ o

—

A R R LA A AL Rl e . TR AT AR A A A R
VYVYVYV LY VYV VVYVYVEVIN VUV UV Y VU VY VY

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

NOD2_8F_SOAP0433_H07.abl-->

45 55 60 65 7 75 8

G-A GG G G-I G GG T G ACGA GG

—
L — o

AN AN P ST P NN TV PO
IRV AN AN AL YA S AR ANV MAVARA NI RA!

A

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15——> NOD2_8F_SOAP0433_H07.abl Mutations: 29027G>GCS$35.9
2,00(1 T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1,50 35 86
190 e N M — sz T\ N N
s I\
A AA \ A AN A A A A
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
18<—— NOD2_8R_SOAP0433_H08.abl Mutations: 29027G>GCS10.6
2,00(1 T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1,50 10.50
_— L~ ~—~ L
e — 516~
1 TN
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
18<—— NOD2_8R_SOAP0433_HO08.abl<—-
3,00 65 70 75 80 8 90 % 100 106
2,0007—F-FF-6-G-6R-TFTF-6-A-GA-TFCF 666G AACAGAGTGGGTGACGAGGE
1m\pAAAAAﬁqpmpAAAANAAAAA A A AN AN A AL AR AL
VIV \/ VY VA VYLV VY YA [AY

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

3

4



5
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15--> NOD2_8F_SONP0090_GO07.abl-->
3100 4U 43 U o] oU o] /U / oU
2,00 T Al TAIIGGCHE TATAC GALT Tl CAlG G GLCAIACAGAGTAEHGGETGEGACOGAGAG G
1,OO\I\/\/\/n/\H/\/\/\l\/\l”?/\/\/\/\/\/\/h ANAL I L AL A A AL
VYVYVVUVVUVVY VIV VWXXTYYVVVVV VWYYV TVVY VY

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

185-——> NOD2_8F_SONP0090_G07.abl Mutations: 29027G>GCS$S28.4
2,00(1 T II T T T T ! II T T T ! T T T T T T T T T T T 1
1,50 28 37
1,00 —] N E— =10 ™ ™~
s Il
AL N \ A AN A
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S5<—- NOD2_8R_SONP0090_G08.abl Mutations: 29027G>GCS$73.4
2,00(1 T II T T T T ! II T T T ! T T T T T T T T T T T 1
1,50 73 37
1,00 SN e 1387 ] — .
50 / it
A A \ "
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<—— NOD2_8R_SONP0090_G08.abl<-—-
20 65 7 75 80 85 90 9% 100
2,0007—F-FF-6-6—C- T+ F6A-GA-T-F6T 666 AA—LHA-G A G G-6-G-T-GA-C-6A-G6
1,oo\vf\/\/\/\/\/\/‘/\V/\/\V/\/\/\/\/\AV/\A Al afal A AN AL AA AL AL Al
VYYTY VY AR VYV YV Y VUV VYV VYV
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
15——> NOD2_8F_SOPR0339_F03.abl-—>
3,00 0 45 5 55 60 65 70 75 80
2,000T-F-F T 6-G6O-T T T T omGMhTTocTra GG6AACAGHGTGGETGACGAGG
ool A A I U A AL LA AL A AL A AL AT AL N L Al ALy ATATA
VUVYVVYVYVYUV VYV UVT VI AYYVV YV VVY VY WA

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1s-->  NOD2_8F_SOPR0339_F03.abl Mutations: 29027G>GC$19.6
2,00(1 | N | | | | | || | | | | | | | | | | | | | | 1
1,50 19,50
1,000 == S IS P N N S
50
A__M A \ A A V¥ o
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<--  NOD2_8R_SOPR0339_F04.abl Mutations: 29027G>GC$26.3
2,00(1 | N | | | | | || | | | | | | | | | | | | | | 1
1,50 26.31
1,00 - 7~ ]
50 \
\ I
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S<--  NOD2_8R_SOPR0339_F04.abl<--
3,00 65 7 75 80 85 90 95 100 105
pood LT TGGLCCITTITTCAGATTICTIGG GCAALAGAGTGGGTGAGGAGG
1,OO\/\/\/\/\/\/\/\/\\/\AV/\/\/\/\/\AV/\ Aa AL Al A LA AN AT plA ala LA
VIVVYYV Y VA AVALNA ATAVATAATAATA'AAVAVA @A /ATAYATAVAY

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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1S--> NOD2_8F_SOPR0350_G03.abl-->
3,00

40 45 5 55 60 65 70 75 80

20001 T T TGGCL T T TTCAGRTTCTGG GLCAACAGAGTGLGGGTGAGCGAGG
vood LA AN I VA AN AL A AL AN AL A AL A T T T AL AL AT
VUVYVYYTUVVYY VY VY YVTVIAAXYVY VYV VYV VVYVY VYV YV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_SOPR0350_G03.abl Mutations: 29027G>GC$20.0

| | 2,00(1 I I ! I I I I ! I ! I I I ! I I I I I I I I I I I 1
1,50 20.08
1,00 T NN\ _ﬂ—ﬁﬂﬁw —] ™ N
50 l
M Vi A A

| A
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NOD2_8R_SOPR0350_G04.abl Mutations: 29027G>GC$30.1
I 1 2000 T | T T T | — - T T | — T T T T T T T T T T n]
1,50 30.05
1,00 = fr234— -
50 ,“\

~ I
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15<—- NOD2_8R_SOPR0350_G04.abl<--
3.00 65 7 75 8 85 9 95 100 105
TTTT colTT GATFlcTiad GCAALAGHGTG TGACGA GG

200 T GG TT/CA A G G
s oo A AA NVIVA VA A A A AA SN A AL AV AT UL AL AL ATA AA A LA ALA T
CLUVYYTVYVYYYYVYVVT UNYNWW N VYVV YUY VVYVYVVYVYVV VTV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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1R--—> NOD2_F_Synthesis_29044.scf-->

o

80 185 190 205 210 2
BN L NP TR N N AT T NP A BTN T NN I T YN
VYVVVYVUVVVYVVVYVYYYVVVY YV VYV VYV VY VYV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

+H

-|--|-T-|-

1
4,000F—F—F—F

=~ @
= o N

1R<—— NOD2_R_Synthesis_29044.scf<--

6,00 5 270 5 2 295 230 2
4,00 LT TIT T T Tl C G G G G A CLA GA G T T G A C G A G G

A P A A A A AL A Fr Ay el T AL AT AT A ALl ALy
S AVAVAVAVAVAAVAVAVAVAVAY AVAVAVAVAVAVAVAVAVAVAVAVAVAVAYAAVAVAVAVATAVAVAVAVAVAVAVAYAAYA

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

£

> 5N
S
L

15--> NOD2_8F_AP0078_C09.abl-->

3100 4u 490 :)'¢ fole) 6¢ 0o F4)) V4] ol
T Al TAGGCE TI AN CAIGA TIHCIIGGAGGEGCAACLCAGAGTIAOAGGOAGTAACOGAGG
fﬁ\ﬁ&pﬂn T U N AL A A AL A AL VA A A e A A 2 A

VUV TV VYV TVIVIVTVYVY T YY VYV VYV WYV T VYT VY

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NOD2_8F_AP0078_C09.abl

I 1 2000 T I — T T I — T - T T T T T T
1,50
1,000 N s

50

™ RN

0 A A A A A h A__n

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NOD2_8R_AP0078_C10.abl
[ | 2,00(1 | N | | | | | I | | | | | | | | | | | | | | | | N
1,50
1,00 ] _—
50
A A A AA Fa¥ A A

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<-- NOD2_8R_AP0078_C10.abl<--

3,00 65 70 75 80 8 90 95 100 106
TITTTGGCEK TTCAGATT GGGGLAAR TGGATGAOGAGG

200 TT CT AGAG
tood ALA AN NN NN A AN AN A LA N A alA A f LAl TN AA AR AN NA AL AlA Al
TV VIVYVYIVYPVVVY VYVYVX VWY YVVVYVU KXV YV YV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
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1S--> NOD2_8F_NPQO021_F09.abl-->
30U 20 25 50 5 60 65 70 75
2000 T T T 6G6CcoTTTIroneATTocrea 6oAACIAGAGTHGGTGAGCGAGG
oot AN AT U pia aln VA Al A AV AT Al AL VAT AT T AT AL AT
VUV VVYVVYVUYVYYV VYTV VY Y Y VYV VYV VYV Y YV Y

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_NP0021_F09.abl Mutations: 29027G>GC$37.2

| | 2,00(1 I I ! I I I I ! I ! I I I ! I I I I I I I I I I I 1
1,50 37.18
1.00 TN MN— 4¥3q N N\ M
50 I
A__M \ A A Ta) A A

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S<—- NOD2_8R_NP0021_F10.abl Mutations: 29027G>GC$35.7
I 1 2000 T | T T T | — - T T | — T T T T T T T T T T n]
1,50 35.71
1,00 ~ ~—— 1360 m— .
50 1"
AA A A Va Fa\ A A AN
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
1S8<—- NOD2_8R_NP0021_F10.abl<--
3,00 65 70 Wk 80 a0 95 100 10b

poodl I T TGGCEITTIITTICAGATTICTIGG gmAApﬁGﬁGJGGGTGACGAGG
oo AN NN NN AR AN Al A NA AL A TVAL UL ALV A AN NN AL AlA N A
STV VVYVVV Y PPV VYVYV T YNVYVWN VYV VU VVY YV VYV VY YV

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

15--> NOD2_8F_PR0O063_E03.abl-->

3,00 40 3 50 5 60 6 70 75 80
2,000 F-FF6-G-6O T T T TR GM T T 6T 66 G6AACAGHGTGGETGACGAGG
oo A AN AN Al Al AL\ AN AV AL A A AL AL T Tl Al VA A

VYV YV VYV YVVVVY VY VYV YV VWX XYV Y YV YV VWYYV Y YV Y

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

1S--> NOD2_8F_PR0063_E03.abl Mutations: 29027G>GC$33.9

I 1 2000 T | T T T  — - T T  — T T T T T T T T T T n|
1.50 33.8
foo — N M Mogg— T N ea S
50 ‘\

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

18<—— NOD2_8R_PR0O063_E04.abl Mutations: 29027G>GCS41.6
I I 2,00(1 T T ! T T T T ! T ! T T T ! T T T T T T T T T T T 1
1,50 41 61
1,00 =N ~ = ——100/~— == =T
50 A
N A \ A A AN
1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200
18<—— NOD2_8R_PR0O063_EQ4.abl<——
3,00 7 0 % 100 10

70 7 80 9
20001 o GATFlC AfplAdhGTIGGGET GA G
A

20 A LA A AR AT A A A AT TR AT A A A AL
WARAARARARN AN AN A NA AR A AA AN ATATAAY

1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160 2,180 2,200

G

D> o o

f
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1IR--> NOD2_F_Synthesis_29739.scf-->

6,000——250 235 240 245 250 255 260 265 270

soo0pGecAcTlaaltTacTiagealaalegaacdatcartdceradadapnagreraart

poodb e al UA AN ATVAIA Ly Ta AL LA ALy Ll A A T gl A VA AT AT
VAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVAVRAVAAVAVA ARy,

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1R<—— NOD2_R_Synthesis_29741.scf<--

6,00 255 260 265 270 275 280 285 260

4, GAE3CANCTIGAT GC T GG AILAANGAACGTICATGC T M AEAAGAACTCT GEGGT

ot U b ALl AU A A Ay L T o AL AN A A AL s AL A A A
VVVVVVVVVVVVVY VUV YV VYV YVYYYVYVYYYVYVIYVYVVYVY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15--> NOD2_9F_AP0047_All.abl-->

3,00 9 9% 100 105 0 115 50 125 1
A

oo A A AL A T RN T A Al A A A TV T AT
WAV VYV VYVYYTVYY LY Oa VYV VYV VY YV LY F VYV VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

—m

15--> NOD2_9F_AP0047_All.abl Mutations: 29763G>GAS$77.3

2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50 77.35
1,00 —— O s = =S E—
50
1 N N A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_AP0047_Al2.abl Mutations: 29763G>GAS$36.7
200(1 I I I I I I I I I I I I I I I I I I I I I 1
1.50 36.71
1,000—— foob % G P -
50
A A A N A A A A 1A A

~ I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<-- NOD2_9R_AP0047_Al2.abl<--

3,00 115 120 125 130 135 140 5 150 15p
200GrGCACTGATGCTGG/(\\D AAGAAC TCATGELCTAG A G

A e Anedadrdrd
1mﬁA%AAnAAAAAAAA A AN NI AL VAT A AL AL AL VA
’ VYVVVVVYVIVVVUVY VYN VYVYVYVYVUYVVVY VY VYL

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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1S-—-> NOD2_9F_AP0125_Bll.abl-->
3.00 an 95 100 105 110 115 120 125 18D

000G GC ACTI GATGOT GGCAAAGAAGC CATACTAGAAGAALTOTG
200 A A AL A s A AT A A AR AR DA T AR AL
AW XY VYYVVYVYVYYIVYV I FVVYYYVY VY VIV VVYVVWN

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_AP0125_Bll.abl

2,000 T T T T T T T T T T T T T T T T T T T T T
1,50
1,00 T mes— L —
50
A A A A A A A
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
1s<—- NOD2_9R_AP(0125_Bl2.abl
2,000 T T T T T T T T T T T T T T T T T T T T T
1,50
1,000————= G e H
50
A A a0 4_A A A : A AIAY N
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
1S<—- NOD2_9R_AP(0125_Bl2.abl<--
3,00 115 120 125 130 135

0 145 150
2000C A CACT GATGCT GGNL A GT|CATG AANGA AC R

AAGAIAC C'1I' G TCGTG
LMV% Al ala AL ala Aa ATUAA Al s AL AL AL AVAITLATL A A AL AV A
VYVYVVVYVYUYVUVYVYVYYYUVVYVYUVUVI VYUYV VY

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15--> NOD2_9F_AP0143_D09.abl-->

2,286GC:\CT GA'(IJ'RG,CT G1G¢OCAAA1GATAACG'1FnCATG;31r:FAGA:A-nG[A ,CT;;'RTGGT
voodt AN AN AT AV AN A Al A NAAN I AN A IAAL VI A LA
TNV YV VY X VY VYV TVYY | VYVIVYY VIVYVVY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
1S--> NOD2_9F_AP0143_D09.abl

2,000 T T T T T T T T T T T T T T T T T T T T T T
1,50

1,00 L

50

N A AA A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_AP0143_D10.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1.00 e P~ L~ e —TN N
50
A A A A " A A n IYN

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

z’gge,eoAz:1RTGATmoTGG/E;%AAAGX%ACGT;:QZT Cji'mr\AGA E:RACTEZ:L.\T 6T
vood\ O AL AL AL AT A AL AL AL A AN AL A ATEALA AT AL AL AL AT A
LY VYNVYVVVVVAVEVVVYYIYVVVYVYYY VT UVUVY VY YVY VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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15--> NOD2_9F_AP0181_Dll.abl-->
3,00 90 95 100 105 110 115 120 125 130

20008-G C CTIGATGALCTI GG CAAAGAACGTCAT CTAGA G AITCT G T
vood L AN Al AV AN da A lA A AR T Al AN AL INATA ATV AN AL
CANWNYY VY VYVEVIVYYVIVYY [YVVVVYVYVYVV YV T T VYV Y VN

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_AP0181_D11.abl

2,000 T T T T T T T T T T T T T T T T T T T T T |
1,50

1,00 m— —— m—S = e

50

A A A A A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_AP0181_D12.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I N}
1,50
1,00 “ H
50
A AL a_a A Aa JaY Aa A A\ fl

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_AP0181_D12.abl<--

228(5 c (1315:FGATLOCTGGI:DEE:AAAGXSOACGT.EDSE:AT cladadedadrdrdar
v VA A LA ALa a L A A A AL AL AT p L AN AR AL AT AT ALY A AL LA AL AT A
LY VYNVYVVVY Y EVYVUVYVIYVVVYVVVY VY VYU VV VYV VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

145 150

—1

15--> NOD2_9F_AP0192_F09.abl-->

ap 95 100 105 110 115 190 125
zggG CACTIGAITGCTIGGC [AAGAACIGTICATGCTAGAA NALCTGTGGT
o N AV A AV NN A A NAVAV P A L R AV A AVATAWA AT
’ XY VVVYVAVYVYVIVYV IVYVVYVYVY VLY VIVVYVY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
1S--> NOD2_9F_AP0192_F09.abl

2,000 T T T T T T T T T T T T T T T T T T T T T T
1,50

1,00 E—_——

50

A A A A A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_AP0192_F10.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 F e N ~ H
50
A A A A 2 A A A 4 A\ A LA q a

I I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<-- NOD2_9R_AP0192_F10.abl<--

3’00 (LY [l ko) 120 1£5 16}
2,000G-G CT GATECT GELAAAGAACGT T GAACTGC G.T
A

B T A a ALl Al DA AL AL AT AL A AT A A AL A T A A
SIRVVAVAAYAS AR AN AR AN A AR

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

o] 14U 149 19U
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18——> NOD2_9F_AP0266_G09.abl-->
3.00 90 95 100 105 110 115 120 125
2’00GG ACT|GA[T C T/G |[CAAAGAAC/GT[CATGCT AGAAGHK LTCGTGGT
roodd b ALVAINAIA AN AN AA N NAALL T ANAINAIA TAAL VAR AIA AL
WYX VY VVVNJYVWYIV TV VYV Y VYVVYV VIVVVVY
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18——> NOD2_9F_AP0266_G09.abl Mutations: 29750G>GCS$16.5 29754delG
2,00(1 I T T T T T T T T T T T T T T T T T T T 1
1,500/ 1 -
1,00 N 3006 — S
50 l\v
N , N o L
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18<—— NOD2_9R_AP0266_G10.abl
2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
1,00 . N . U I i
50
N A A N n AL A A A il Ar
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18<—— NOD2_9R_AP0266_G10.abl<—-
300075 115 120 125 130 135 140 145 150
2,0006-G-c-AGCF— AT 6T el AAAGAACGTHATGECTHNGAANGAAGTGCTGGT
1,00 \U/ KV N /\\/!\ /\\/f\ VI\ /\\[/\ /\\//\ { TY/\ I\Vf\ /\V/\\ I\V/\ /\Vr\ / YV/\ ,\1 /\V/\ / \/\ /\\/f\ /\\/\ nVI\ \/A /\VA\ / \i//\
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18——> NOD2_9F_AP0267_HO09.abl-->
3,00 90 95 100 105 110 115 120 [—1b5 130
20008 GC ACTIGATGCTIGGCAAAGAACATCATGCTAGA Gﬂ\JA/CTC.T G T
vood b ANNA A ANAIA n Al AL NAAL AL AAINN A IAALA VA LA AL
VXV VVYVVY VYVYVTIVYV Y VYVYVVVY YV TV VYV
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18——> NOD2_9F_AP0267_H09.abl Mutations: 29763G>GAS$73.3
2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50 73.30
1,00 e 1936 —
50
R R X L AN . L A L
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18<—— NOD2_9R_AP0267_H10.abl Mutations: 29763G>GAS$50.2
2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50 50.2
1,00 T 167 Voot ~ u
50
A N A " IA N A A /b ha n n M_A|
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18<—— NOD2_9R_AP0267_H10.abl<—-
3,00 115 120 125 1jk0 135 140 145 180
200d8 A CACTIGATGCTGGOCAAAGAAGC T CATGCTMGAAGAAGQTCOTIGET
voodV A ATA A A AL Al NA A A A AL AL A AL A ATV AR A A AL A VAT A
VYVVVYVVYYV XYY YUVVVIVVAVY Y VY UVVYVYVVYVY VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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15--> NOD2_9F_AP0276_F11l.abl-->
200020 95 100 105 170 115 120 125 18p
" IGGCACT/GATGCT G [CAAAGAA [AT|[CAITGCTAGAAGRNAGTOTGGT
2,00
VAN ANANA AN AL T AN NAAL A AN A AL TAA /f\y/\/\/\/\/\

RS NAS AR ANAA RN ANAARR AR AT S QA NAAY N VARALY;

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15--> NOD2_9F_AP0276_F11.abl Mutations: 29763G>GA$78.2
2,00(1 T T T T T T I T T T T T T T T T T T T T T 1
1,50 \ 7~ N7g.do
1,00 ——— ey 2000 —
50
A A A A A A

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15<—— NOD2_9R_AP(0276_F12.abl Mutations: 29763G>GAS$44.1
2,000 T T T T T T T T T T T T T T T T T T T T T n|
1,50 44.0
1,00 To2Y % % -
50
A A A A aA LA a4 N A A aA A 2 A A

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

3!00 LY — 115 F12‘aijU__ 125 |k0 159 140 1495 TpU
N PN T YA P N L N L PN
AN WA ANV CN Y TP YTV

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15--> NOD2_9F_NP0039_Cll.abl-->

, 90 95 100 105 110 115 120 [—1b5 130

2289 CACTIGAITGLTIGGCAAAGAACGTCATGCTAGA G/)%AfCTCT GT

1,00 n/\/\/\/\/\/\\/\/\”\n\/\/\,\ ANV RV N AZYATWN AR
WYY VYVVVXVYVYVIVYY VYVVVYVYY VIVVVYY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_NP0039_Cll.abl

2,00(_1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
1,00 —— — I
50
A IV A Ja A A A A A
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18<—— NOD2_9R_NP0039_C12.abl
2,00(_1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
LOO o ] ISPt e N ]
50
A A N N N n A n A
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
18<—— NOD2_9R_NP0039_Cl12.abl<—-
3,00 115 120 125 130 135 140 145 150
20006/ CACTGATGECTGGELAAAGAACGTLATGECTAGAAGAAGTIGTGEHT
roolv WA A pla Al aln Aln ATVAIA A A AL AN Al AL AN A AT ALA AL A AL A
VYVVVYVVVYVIVYVYVYVUNVYVVVYVYVNV YV VYV Y VY VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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185-——> NOD2_9F_NP0049_El1l.abl-->

3,00 90 9 100 105 110 115 120 125

20008 GCACTIGAT |CTIGGCAAAGAACATCATGECTAGA Glﬁ‘ £LTCITGEGT

vood L AN AN AU ALn AlA A NANANA AR AL IAAL VA A AL
VY VY VY VYVYVYVVVTIVYV IV YUYV VUYVYY VIVVYVY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_NP0049_E11l.abl Mutations: 29763G>A$136.4

2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 136./37
1,00 s 2887 ===
50
A A A A A A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

18<—- NOD2_9R_NP0049_E12.abl Mutations: 29763G>AS$134.9
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 134185
1,00 — — BT v T H
50
A A A 4 A A A A A A N N n A\__sAl

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S8<—- NOD2_9R_NPO0049_E12.abl<--

3,00 +15 120 125 130 135 140 145 150

2,00G(‘CACTGAT(‘CTGGICAAAGAACAT:CAT(‘CT.A(‘A GAACTCIGGT

1,00\ r\f\f\/\/\,\r\/\/\/\(\/\/\/\/\/\f\n/\f\f\(\f\l\[\/\/\/\f\/\/\l\/\n/\/\/\/\f\/\/\
VAVAVAVA'AYE GTA'S & ATAAVAVATA AT RYATAYAVA'R VAAVAATRVATAATAYRAVR'

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15--> NOD2_9F_PR0036_Bll.abl-->

z:ggﬁqc;c:ACTQC;ATG,(:}dmecaCAl\mAGAA::n TCA'1F1RG.CTA;imAAG/Ar;JTCTémGT
roodla Al AN AN AT AIA o Ln A AL NAAL ala AlA AR AL TN AL VAN AN AL
AATARARAAARAAARRAAN YYVYV YV JVVVVVY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_PR0036_B11l.abl Mutations: 29763G>GAS$51.4

2,00(1 | | | | | | | | | | | | | | | | | | | | | 1
1,50 51.41
1,00 — =] 1622 ]
50
A A A AA

N N A A -
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_PR0036_B12.abl Mutations: 29763G>GAS$83.8
200(1 I I I I I I I I I I I I I I I I I I I I I 1
1.50 83.83
1.000~=— ] B8 N\ N N
: oo <
50
A_A _n A A A n ah

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

3,00 - 11;PR0036_B112‘.‘0ab1<__ 125 130 135 40 45 150
fjﬁﬁow/ffﬁf/ffnf&ﬁf/“fi‘/fﬂ‘ﬁn’*i‘ﬁ AN v
NVAVAVAAVAVAYAYATAAYAVAIAIATAVAVAVATAVAYAVAVAVAYAVAVA/ATAVAVAVAVAVAVAVRYAVRVAVA

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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15--> NOD2_9F_PRO112_H1ll.abl-->
3,00 90 oL 100 105 110 115 120 125 18D
2008 GCACTIGATGCTIGGCAAAGAA |[ATICATGCTAGAAGRHNALTCTGGT
voodda AN AN A LA AVAIA 2 La A AL NAAL 4l A ANAAIA IANALA VTN A AL
00 \ v
YYVYVVVIVYVVYTIVYY IV VOAVY VYUYV YV VIVVVYY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_PR0112_HI1l.abl Mutations: 29763G>A$74.8
200t T T T T T T T T T T T T T T T T T T T T T |
1,50 74.77
1,00 ~1955 P —
50
AN A A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15<—- NOD2_9R_PR0112_H12.abl Mutations: 29763G>GA$46.4
2,000" T T T T T T T T T T T T T T T T T T T T T n]
1,50 46.35
1,00 572 % M -
50
A A A A 1N As Ja\ A 1N A

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

gng C1ECTGA'1i'EOC G/éEE:AAAGXsoAC T.E)eE:AT le'L;A A 1IGAYEACT;I.‘,:(::T GT
oo WA A LA Al AL Al AN A AI A Al AL a Al ANN AL A A AL alA AN A
SN VVVYVVVY VYV VUV YV VA Y VYV YV VVYVYVYVY VY VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15--> NOD2_9F_SOAP0337_G1ll.abl-->

3,00—-90 % 700 105 o 5 120 125 5
sodidCcAcTaATaeTG [cAApGAACGI[CATGCTAGA ACTGTGGT
L L ANAIA AL A ALY L AN AL NAAL L AL AN N AAA/A/%F%pA

R ACANAANAANANYARAAAR AN AN AR AR

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S--> NOD2_9F_SOAP0337_G11l.abl

2,000 T T T T T T T T T T T T T T T T T T T T T T
1,50

1,00 o~ .~ " ~—

50

A A " A A A M

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_SOAP0337_Gl12.abl
2 00(_1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,000 = —— L~ L g
50
A A Y A A A A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

3,00 15 120 125 130 135 40 145 150
o A A L A VAT Alx A A AT L R AT AT A AL AR A
VYVVYYVYVYV YV VYV YV YVYVV VYV YV VYUYV VYV VY VY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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15--> NOD2_9F_SOAP0433_E09.abl-->
3,00 90 % 100 105 110 15 120 105 130
2,00r.‘.r‘(‘A(‘Tr.‘.ATr‘(‘Tr.‘.n(‘AAAr.‘.AA(‘r.‘.T(‘ATr‘(‘TAr‘AAr.‘. ACTCT G G.T
1,00 Y A /\ /\/\ NIA I\ /‘/\ /\ PN \.A l\ A /\ /\ A A N A /\ /\/\ /A r\/\ A /q / /\ n /\ A A
VYVYVVVYYVVVYT VYV TVYVVVYYV YUYV YV TVVY

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
1S--> NOD2_9F_SOAP0433_E09.abl

2,000 T T T T T T T T T T T T T T T T T T T T T |
1,50

1,00 ———t ——— — — —

50

A A A8 A

2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

15<—- NOD2_9R_SOAP0433_E10.abl
2,00(‘ I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 — — [ i
50
A A " A A A As A A A A AN N A

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720

1S<—- NOD2_9R_SOAP0433_E10.abl<--

3,00 115 120 125 130 135 0 145 150
200060 A CACT GATGCTGGKL AAAGAACGTCA CTAG GAAQTZGC G T

o amang S M AT A A A e A A AT A A AL AT A A
WAAWATATAVA A8 ATA/S AT ATRYAYATRVAVAAYA AT A ATAVATAVATATAVAVRIATA

I
2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600 2,620 2,640 2,660 2,680 2,700 2,720
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1IR--> NOD2_F_Synthesis_29739.scf-->
6,000225 280 285 240 205 250 265 960 265 270 275
40000 CTTBGCACTGATGCTGGCAAAGAAGGT CATRCTAGAAGRACTCTAGT GAGT TT
MOAAAAH‘AAAAHAAAHAAAAAAﬂAAAAAAnAnHAAnAAAAHAHAAAHA MNAAL o
J VUV VYUV VYV VVVVYVYVYVV VY VVV VY VYUYV VYV UVVVV YV T VYV
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
1R<—— NOD2_R_Synthesis_29739.scf<--
o 250 255 260 265 270 275 280 285 290 295 3do
400066 FF G CACTGATGETGGEAAAGAALGTEATECTAGAAGAACTCIGIETGAGT T
moﬁﬂAAA”ﬂAAAAA,AAAAAKNAAAAAHAAWAANA (A A A Al A AN A AA A A
JVUVVVVVUVVUVVVYVYVUVVYVVY VYV UV VY VY VVYVUVV VYUV VYT VTVY
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750

15--> NOD2_9F_AP0181_Dll.abl-->

e T T adCACT AT GRTGGOAAAGAAIGT CATGCTAGAAGRART CTAGT GAGTTT
vooglla A\ L A AA RN A AT A p AN AN s A NAN A2 IAA A AL A AR AN o
CLUVVY WY VYVYYYYYVVY VYV PY VYV VYYVVVY VY TV VYWV T WY

2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750

15--> NOD2_9F_AP0181_D11l.abl

2,00(1 I I I I I I I I I I I! 1
1,50
1,000 —
50
A A A A M N A A A A A _n s 2\ A_A A a4 a A
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
1S<—- NOD2_9R_AP0181_D12.abl
2,00(1 I I I I I I I I I I I 1
1,50
1,00 N \v.-f—""\ N N r
50
A A A_sh A A_A A A_A A A_A A n M A
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
1S<—- NOD2_9R_AP0181_D12.abl<--
3,00 110 115 120 125 130 135 140 145 150 155
200 GCTTGGCACTGATGCTG ) AANAGAAGQGTLCATGCTAGAAGAACTCTGGTGAGTTT
voodMAAAA L, A A A ANA AT AN A A AN A A AARA AL A AN N A LA A A AN
YVIVIVVUYVVY VYLV VVYVYVYVVV VYV EVY VY VY VYV VY YUYV VY

2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
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1S--> NOD2_9F_NP0049_D09.abl-->

3.00085 9 9 100 105 110 15 120 1P5 180 185
GCTTGGCACTGATGCTGGCANAGAACGATCATBGCTAGAAGRACTCTGEGTGAGTTT

2N b a AT 2 MUAIR A A A N A A A A A A A LT 2 A AR
U RNAAN AV AN AN A RN AA S ALV AATAR AW

2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750

1S--> NOD2_9F_NP0049_D09.abl Mutations: 29763G>A$149.9

2,000 T T T T T T T T T | ]
1,50 149.85
1.00 e Teme e (2 /2 S e o ey, L
50
I A A an N A4 A A I l!\ A A A o A WAV A A IN
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
15<—— NOD2_9R_NP(0049_D10.abl Mutations: 29763G>A$110.3
2,000 T T T T T T T T T | ]
1,50 110.33
1,00 L~ ——N 7308 NN S NN —
50
I " A I A " A A A A AN A A A
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
1S<—— NOD2_9R_NP0049_D10.abl<--
3,00 110 115 120 125 | 130 135 140 125 | 150 155 10
2,00 CCTTGHBCACTGATGCIGGLA AGAAOATCATGCTARQG AA]("T(‘ATCI?.T(?.AFTTT

oo AT A AR e a s R A o T AR AR A

JVUY VYUV VYN UN VUV VU YUVY VU VYV VYUV YU VUV VN YTV EUY

2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750

15--> NOD2_9F_PR0143_C0l.abl-->

3.00 85 90 9b 100 105 110 115 120 125 180 185
’ CCTTGCCACTCATG[{)TGGCAAAGAAC TCATGCTACAAG“-\AACTCTGGTGACTTT

N L A A A A AR~ AN A A a A A A A LA A A N AR AL A
| vvvv ARNARNAAN NAVAL AR &/ OANA R AYRAYARATA A A AATAAATA'N AVAVAY

2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750

—T
—

1S--> NOD2_9F_PR0143_C01l.abl Mutations: 29763G>GA$77.3

2,00(1 I I I I I I I I I I I! 1
1,50 77.30
50
A A A N A T A A A A A " A A A A
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
1S<—- NOD2_9R_PR0143_C02.abl Mutations: 29763G>GAS$41.5
2,00(1 I I I I I I I I I I I! 1
1,50 41.50
1,00 N e TN AR T Y amn\ ——
50
N N A A A n LN A P | B TN A
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750
1S<—- NOD2_9R_PR0143_C02.abl<--

SoldcTTaacacTdatGelaapagaaaad Toalpcradapcadosordarepdrot]
odla A a AAA - a A AR AN AL AN ANA S AN A A LA AANAAL
AR A A AV ATATA R TAYRTANA ATATRATATATRVAVATAVRYRVATATAATAWATAVAVAIAINATTAVAIAVAN AN

I
2,250 2,300 2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750

1,00

—
<>
1
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1R<—-— NOD2_R_Synthesis_31876.scf<--
6!00 10 ¢cU e} ZoU a5 le} 24U 249 2oU ele} 2ol 200 /U ero ol 200
4,000ATCAACTGGATTITCICTCTICTTCICACCAGCCT GGAGGAGAACCATCT CCAGGATGAAGGTRTATGTTCTCT
o T T Y T DN Y Y YY T P TR TN YT WY T T
VYWYV UNVVYYNVYVYNVVYYN WY VEVVVYNVY VYR VW YN VYUYV VY VYUV UYNYY VUV VU YVVY
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<-- NOD2_10R_AP0266_G10.abl Mutations: 31892A>AG$43.4
| 2,00(1 T T T T T T T T T T T T T ]
1.50 43 47
1z00 . . . ~ 105 ST TN T TN
50
1L A w 1A A PO N T T W Y e I\.. l\ A N s Al " A M A _am A lA A 4 A
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<—- NOD2_10R_AP0266_G10.abl<--
3.00 75 80 85 90 05 100 105 110 115 120 125 130 135 140 145
2’00 ATCAACTGGATTTTTCTCTCTTCTTCTCACLCAGCCT GG GGAGAACCATCT GICAGGATGAAGGTBTATGTTCTCT
oo UL AMAAAMMATAANAAARN ANAR A FAAMANR S Aalipy AR AU IA AR AR AT AR AL A
VIVVNVUYTEY Y FYVY WYY WYYV VA UYIVVLA VIV VYN VYVYIVVVVVLVY VYNV X TNV
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<—- NOD2_10R_AP0267_H10.abl
| 2,00(1 T T T T T T T T T T T T T ]
1,50
1,00 -, . . NN N TN |~ NN
%0 | A
| I u M A A A Al A m A A A A A 1 A A Ml 2N AA A
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<-- NOD2_10R_AP0267_H10.abl<—-
4,00075 0 5 90 05 00 05 10 15 20 25 30 35 40 45
3.000nTCAA TGGATTTTCICTCTTCTTCICACCAGCCT GGAGGAGAACCATCT CCAGGATGAAGGTIET ATRTTCTCT
2,00 f A
rood AL AMAAAANARANRAAAANAAAR o AN DAY LA TRA Y AN I\AI\A AALA AT A AN A A
YVVVNVVY YV VYV YV VYV YWV VTV VY YNV VVIVVAA VIV VV VYV VYUYV VYU VU VY VVIVEE TVVVY
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<-- NOD2_10R_PRO208_F12.abl Mutations: 31892A>AG$39.0
| 2,00(1 T T T T T T T T T T T T T 1
1.50 39 (0
1z00 44 S NN N AN | T NN
50
AL P N M aln M N w A I\ FNLTARY \ N A m A d Ala a4 A
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<-- NOD2_10R_PRO208_F12.abl<—-
400075 B0 B5 50 55 00 f05  [10 5 20 25 1130 185 [40 45
2g8ATCAA TGGATTTTTCICTCTCTTCTCACCAGCCT GG GGAGAACCATCTOPAGGATGAAGGTRTATGTTCTCT
ood AL A A AAAANANAA A AR AN A A AR a LA N A AR A AAAA I\I/\At\nr AR AN A LA AN AL AR
1,00 \ AN
VVUYNVVYVVVEVYNVYV VYV VN VYNV VY YNV YUV VIV VYYV YUY YV VYUV VY VV\(V {VVV
2150 2200 2250 2,300 2350 2400 2450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
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1R--> NOD2_F_Synthesis_36265.scf-->
6100 299 24U L o) 2oV 299 bl 2bd r44V) Y4 4] czoU 2qo

4,00 CTAGGGGCAGAAGCCOCTCLCA GCAGGOCCC T GAAAGGAATGACACCATCCIGG
200t A A A o alf A Aln AL A ppaln s LA NS AN A VA A An AA A AR A AN
VUVVVY V\/\/U VUVVVVVYYVYVYVY VYR VTVY YT OO0 XXL XA XA

2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850

1R<—— NOD2_R_Synthesis_36265.scf<--

6,00 260 265 276 275 280 28 290 295 360 309
4000CTAGGGGCAGAAGLCCCECTCCTGCGG( GAAAGGAATGACAC r QG

oot A L I/f ST TN TN Y RO N T N TNl
o A A A A A A A A

Q)

-”)

—

2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15--> NOD2_11F_AP0192_EO0l.abl-->
3.00 95 100 105 110 115 120 125 130 135 140 5
00dr G CTAGGGGCAGAAGCCCTCCIBCAGGCCC | AA|lG A )
cood LA AAAA N A AAA AN A LA A A A /\A/\./.,/\V/\ N, . W\A
VUVVYUNUY YV YVV VYV VUV Y VYV VTV VW YN YV WY \/N
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2, soo 2,850

1S--> NOD2_11F_AP0192_EOl.abl Mutations: 36269_36268het_dup

2,00(1 | | | | | | [ | —I | | | | 1
150 | A 1
e ] . i WL P Y A
p IRV AW ATHAATVARTA (A
A I PR P ANFANSENAWEILY AR AN
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<—- NOD2_11R_AP0192_E(O2.abl Mutations: 36265_36264het_dup
2,00(1 | A | | | | _I i | | | | | 1
eV S | —| o~ —
soqt AT T =
\ NN LAY 1 1= —
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
15<—- NOD2_11R_AP0192_E02.abl<--
3.00 125 130 135 140 145 150 155 160 165 170 17p
2’00 ¢ GGGC A GC) C CCAGGCCETTGAAAGGAATGACACCATCC TGGRA
S N Y AV N Lo N ANAAT AT A A Ly JE e R
M W"“}\WV\/\JV\NVW\/\/\/FWW\IVV VY VVVVVVUVYY WY VVVUYN VY

2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
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15--> NOD2_11F_PR0152_H1l1l.abl-->
300095 100 105 110 115 120 125 130 135 140 145

MAGGGGCAGAAGCCCfCcCfGAAGGCQC

AT
2 A A A A A A A A AL A TA A AR A rne ko A nfan b D
SN UVVYVVYVYVVYVYVV YU VVVVVVVYVE AV Y YN W VYV VUVIW Y

2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850

AA G|A T c C G A

1S--> NOD2_11F_PRO0152_H1l1l.abl Mutations: 36268_36267het_dup

2,00(1 | | | | | [ NI -— | | | | | 1

1 50 I | A A " N ,\
s P S S P S W | | | P
50 A [\ AVATAVAVATARATI VARNAIA
R A s ln . [ ANINEYNNRANAINNANNIEN
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S<—- NOD2_11R_PR0152_H12.abl Mutations: 36264_36265het_ins
2,000 T T T L T ] T T T T T ]
1,504fy I !
1,000=FH A - A h H ==t “\Jr”~\vf’_\h\vv TN
5007)_V\ MUV AT ANATTL o |
/A IIAINAN VAN AW A'ATA IR ! . . i
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S<—- NOD2_11R_PR0152_H12.abl<--
3,00 120 125 130 135 140 145 150 155 16 165 17

GGGCA A CCC| C J GCQCCTTGAARGG GACACCATCCT GGA
A NN 0

A
e o a T A A A AN A A A A AA A A A A A A
s VAVAT N ATD ) VARV R AVAYAVATRVAY VAN ARV & TATATRTAVA TAVATAYAVAYAVAYATAVAYAVAVAVVAVATAY

2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850

15--> NOD2_11F_SOAP0494_F01.abl-->

3,00 95 100 165 110 +15 120 125 130 135 140 145

2000A1-A GGG CAGAAGCCCHICCITGQAGGCOCT T AAGG [AT C C G [A

oo LA A A A A NANA A A AL A pA Al A L Ao heah N

S AU VYUYV VY VY VVY VYT VYV VYR VAN TV WUV VWV W YV
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850

1S--> NOD2_11F_SOAP0494_F01.abl Mutations: 36269_36268het_dup

2,00(1 | | | | | [ NI -— | | | | | 1

1 50 I A A n
1 o0get o !\. Ao A Aln AVAT T Al
50 PN YU T [
. L , , ca by A AV VW RANENNRANN Il\h
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
18<—— NOD2_11R_SOAP0494_F02.abl Mutations: 36266_36265het_dup
2,00(1 T T T T T -— [ Wl T T T T T 1
n A I
e mill R\ P W S W - P
’SOOH\ i) IV\ N AL A N e
IX I II\ JTATRAATAA T L ) L ,
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
18<—— NOD2_11R_SOAP0494_F02.abl<—-
4,00 120 125 130 135 140 145 150 165 160 165 170
3,00 GGGC A [GCC |C  CQAGGCOCTTGAAAGGAATGAGACCATCCTGGAAG

2 A N M ol AN A A A A A o A A A
CHANALMY NV VDTS AVARYARYA R RVAYAATRINATYA R AR AT AYATA AR

I
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850




Mutation Surveyor V4.0.9 3
15--> NOD2_11F_SONP0144_GO01l.abl-->
300095 100 105 110 115 120 125 130 135 140 145
2,000 TAGGGGLCAGAAGLCGCGCT CGCTHLCAGGCGCCTTHLAAAGGAATGALACLATGCCTIIGGAAG
oo LA A AL A o A AN An/\n/\r\n/VnAV/\/\n S AL AR A AR AN (A g
VUVVVVYYVVYYYVVY VU VY VYV VY VVUVYYTYY VYTV LY VUVV VUV VYT
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S-—>  NOD2_11F_SONP0144_GO1.abl
2,00(1 T T T T T T T T T T T ]
1,50
1,00 " P al—— T ]
50
N N A 4 \ A a A A N A Ly M A AN AL AR AaNAr I\A.n M
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
18<——  NOD2_11R_SONPO144_G02.abl
2,00(‘ T T T T T T T T T T T ]
1,50
1,00 \ o N —
50 [ \V% AW/
A A A " A 3 3 A A AL A A A
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,é50
18<——  NOD2_11R_SONPO144_G02.abl<——
3,00 120 125 130 135 140 145 t50 155 160 165 174
2,00 TAGG(‘((‘AGAAGCCCTCCTG(‘AGGC(‘ICTTG AAGGAATGAGACCATCCIGGAAG
v oog A Avn/\ﬂ/\/\/\/\f\n/\n/\ o AN f\/\(\V/\/\/\/\/\/\f\/\ aa A A A AAN
VU VVEVEVIVUTYVVVYV VY VY YV VYTV VTV VTV VYV WV VYV YVV Y
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S-->  NOD2_11F_SOPR0410_HO1.abl-->
3,000 95 100 105 +5 20—1p5 180135 149 45
200 NAGGGGCAGAAGCCCHC CnT AGGCAOCHN TG |IAA G |IAKG C C A
1,Ooll/\/\/\I\/\/\/\A/\V Aaalln /\I\I\ ALAALL AL doh NN
VY VYVVYYVY YV UVY VVV YVTVVR VY | JVV WUVN VYV W Y]
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S-—>  NOD2_11F_SOPRO410_HO1.abl Mutations: 36269 _36268het_dup
2,00(1 T T T T T [ Wl -— T T T T T 1
1.50 A A A A\ I\ " ’\
1000 —1 L~ —~ Nl M AAALAR AL A]
'50 [ AIATRTATRATA A AVANNATR AN
R \ N . N / AVA'RERIREIN INIAWA
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S<——  NOD2_11R_SOPRO410_H02.abl Mutations: 36265 _36266het_ins
2,00(1 T T T T T -— N | T T T T T 1
1,00 .“..A. i .!\. A .". A S NN\ Y N>
a0\ AACI T A I\M\\ A Y ¥
[ 4] Wil /\;W\ [NAWAVLINNIFA R , . 4
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S<——  NOD2_11R_SOPR0410_HO02.abl<--
4,00 125 130 135 40 | 145 150 155 160 165 170 175
2’88 GGGC® A GCC | C CRGGCUCTTGAAAGGAATGAGACCATCCTGGAAR
1,000 A,\AVAV/\AAA N AT A /\I\/\f\v/\/\l\/\l\/\[\/\/\/\AA/\ NAVNLTAVAVATVIANAY!
. VV\NM)O(\V\’W\I VEVVVUVVVTVYVYVVVVVVVUYVVYVY
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
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15--> NOD2_11F_SOPR0429_G11l.abl-—>

3,00 95 100 105 110 115 120 125 130 135 140

00C G TAGERGGCAGAAGLCOTCCTRCAGEGCC I AAlf A G C cl g

oo VAN AN A A NAN AL A A YA AN N Nald

SV VVUVUVY VY PYVUVYVUVUEVUV VYV A VWV IWAN VYV Y
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850

1S--> NOD2_11F_SOPR0429_G1l1l.abl Mutations: 36268_36267het_dup

2,00(1 T T T T T N | — T T T T T ]
1,50 | N N A A I R
I s e PN NS N AW A A AnAn [AAN AN
50 A AR TAVAIATANEAATAEIA
A A 2 , b R [ARIA AN/ AU A VYV VLAV W T
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
1S5<—- NOD2_11R_SOPR0429_G12.abl Mutations: 36265_36266het_ins
2,00(‘ T T T T T — T | I T T T T ]
1,50 N A " I
1,00 LA I I TN || | SRy —
soal /] VAN, NN VAl ] |
| J ) JAV YN INT VY JWU AU ! 2 \
2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,750 2,800 2,850
18<—— NOD2_11R_SOPR0429_Gl2.abl<--
3,000 12 130 13 140 14 15 15 16 165 17
2,00 Q G G G C A GLC.( C C o (‘I\"‘If‘ G_A M e A CATAOCCTIGG

—

vk R AT
VNV Y IR R VAN WA WARVAS QI

2,350 2,400 2,450 2,500 2,550 2,600 2,650 2,700 2,

VT eNI N
IATIAYAIATAYALATATAVATANAUAY

50 2,800 2,850

~



Mutation Surveyor V4.0.9 1

1IR--> TRIM22_ed4_F_Synthesis_373.scf-->

6,000———270 275 280 285 290 295 360

400 GLG Al G GLT Tl G A G GLG GLA Tl C. G T Ccl A GLT Al G AL G AL T GLAo A 3

2,000\ -\ N A Ala Na aln Al a AN N /\/\/\/\/\/\//
JAVAVAVAVAV/ VVVVVVVVVVYV VVVVVVY

2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880

2900 2,920 2,940 2960 2,980 3,000

1R<—— TRIM22_ed4_R_Synthesis_373.scf<--
6’00 290 oUU oUo olu o910 o2l
4,00 GLG A G GLT TI G AlG G GG GA TIC GLT LA KG T ALG ALG AL T GLC T 3
200 \ N /\\//\ /\\//\ /\\//\ /\\//\ /\\/f\\ /\\//\ /\\//\ /\\//\ /\\!/ \ /\\/ X f\\//\ A\/f\ /\\/A /\\/A /\
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2860 2,880 2,900 2,920 2,940 2,960 2,980 3,000
1S——> TRIM22_4F_Normal_All.abl-->
40005 145 150 155 160 165 170]
2’ggCGGAGGTTGA GG G A T/ C G T C A G T A GAGA T GA TG
o0\ \ AN N\ AA AL AN AL Al A ANV ALV AVAY
NRAYS'AY Y VVVYVYV ( Y VYVYVY XX
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2860 2,880 2,900 2,920 2,940 2,960 2,980 3,000
15--> TRIM22_4F_Normal_All.abl Mutations: 386G>GCS$29.7
2,000 T T T T T T T T T T T T T T T 1
1,50 29 g7
1,000——F———F—— #4261 ——] =
50 [\
Ya¥ AN A A \ N A N AA * A AN
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2860 2,880 2,900 2,920 2,940 2,960 2,980 3,000
1S<—- TRIM22_4R_Normal_Al2.abl Mutations: 386G>GCS$52.2
2,000 T T T T T T T T T T T T T T T |
52 1
1,50 R ] ———
1,00 —Tolo
50 [
A * A A \ Pa N A AA N A A * A
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2860 2,880 2,900 2,920 2,940 2,960 2,980 3,000
18<—— TRIM22_4R_Normal_Al2.abl<--
3,00 155 180 165 170 175 140 185
200C G G Al G G T T| G A G G G[A T/ C G T g A GIT AlG A[G AT G C T|IG
100\/\/\/\/\/\/\//\/\/\ n/\/\/\/\/\/\/\/\/\/\/\/\,\/\f\/\/\/\/\
YVVVV W VVVVYVYVIYVYVVVVVVVYY W

2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880

2900 2,920 2,940 2960 2,980 3,000
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15--> TRIM22_4F_SOAP0308_D03.abl-->

3,000—+t30 135 140 145 t50 155 160
2,OOCGGAGGTT,GAGGGGATCGTCAGTAGAGATGrC/TG
tood\ AL A NAWNIA ANIA A A A /\\/ NAVAWAVAVA

/\/\ JANEAY A
VYVYVVVVYVYVVVVVVVVVVY

VYVYY

2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880 2900 2,920 2,940 2,960 2,980 3,000

1S--> TRIM22_4F_SOAP0308_D03.abl

2,00(1 T T T T T T T T T
1,50
1,000———— T =
50
A A N A AY A A A A A *_
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880 2,900 2,920 2,940 2960 2,980 3,000
1S<——  TRIM22_4R_SOAP0308_D04.abl
2,00(‘ T T T T T T T T T T T T T T T 1
1,50
1,00
50
AA A N AN n A A A A
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880 2,900 2,920 2,940 2960 2,980 3,000
1S<——  TRIM22_4R_SOAP0308_D04.abl<--
3,00 135 160 185 170 175 180
2 000C_G GLT T G G .G G A Tlc g A G Al g Alg Al T glc Tl

VYV VAV VYVVV VY

G Al G G G A oo .
1,00\/\/\/\/\/\/\\/\/\/\,\/\/\\//\ AR NN AVA VWA INEN NN PN

VVVVVVY

2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880

15--> TRIM22_4F_SOPR0247_F11.abl-->

2900 2,920 2,940 2960 2,980 3,000

3,000 130 135 140 145 150 155 160
ZOOCGGAGAGTT,‘GAGAGGGAT G| T CIlA G T Al G A[G AT G T| G
1’00\/\,\/\/\/\,/\/\/\/\/\/\/\/\/\ N AN A ~ N AN ANVA
TN YNVYVVVVYNYVVVVVYVVW VY YV VYV VYV YV

2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880

1S--> TRIM22_4F_SOPR0247_F11.abl Mutations: 392C>CT$37.5

2900 2,920 2,940 2960 2,980 3,000

2,00(1 I I I I I I I I I I I I I I I 1
1,50 37.5
1,000=————"T—— /365 -
50 [\
A * Y. A AA f\/ \'\ * A * A N y. AA A *_
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000
18<—— TRIM22_4R_SOPR0247_F12.abl Mutations: 392C>CT$62.8
2,00(1 I I I I I I I I I I I I I I I 1
1,50 (62.7
1,00 X?QQ
50
A, A [\I /\\ A / A N A A
4 4
2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000
18<—— TRIM22_4R_SOPR0247_F12.abl<—-
3.00 155 160 165 170 175 180 185
2’000 G|G Al GG T T GAGGGGAT|TGT/@EAGTA GAGATGCTH G
Dol A A AN AINAA N A AAAAAL NATAUNJNAALA AN AL AL
VVV VYV [INVYVV VYV YYYVYVYVVVVVY /

2,700 2,720 2,740 2,760 2,780 2,800 2,820 2,840 2,860 2,880

2900 2,920 2,940 2960 2,980 3,000
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Mutation Surveyor V4.0.9 1
1IR--> TRIM22_e8_F_Synthesis_287.scf-->
6,00 225 230 235 240 245 250 255 26
4000—GC T ATTICTGTGGEAT CAGAGAKXAAGTGGAAAACTGTARGCS
2,00/\f\f\/\/\/\/\/\/\/\ skl A ALa alllala pl o alA A ANAIA L A
VVVIVVVVYY VVVVV W VYVYVVVVVVVVVY VYV V

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1R<—— TRIM22_e8_R_Synthesis_240.scf<--
6,00 225 230 235 240 245 250 255 26D
4,00 AT 77 G c-AGAaAlc A G AaaAlc Tla Tla
AL VA TN LN
\/ \/

soud AL Al Al AL Al Al LA iy NI
ANAN AR AN WA AT AVAVAVAVATAATA'ATAVAVAAVAVATAAVAVAYAVAY

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

15--> TRIM22_8aF_AP0009_AOl.abl-->

z,gg TG CnT T ?’R CTGT :’imG T C ;n:G A A :3mA AGT 1G1: AAA (1.‘,mT G T /;39 b
1,00 ANananrap) s A AN A LA AAD L A AANAA |
~ ANV VIVYIV IV VIV VIVVVIN VIV VIV A XYYV VIV PTY YV VIVVIVY

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

18--> TRIM22_8aF_AP0009_A0l.abl Mutations: 241G>GAS$26.7

2,00(1 I I I I I I I I I I I I I I I I I I I 1]
1,50 6.71
1,000~ e e e e S 1 —
50
A A A A A a A A TANEEN AL aA A
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
1S<—- TRIM22_8aR_AP0009_A02.abl Mutations: 241G>GA$25.4
2,00(1 | | | | | | | | | | | | | | | | | | | 1]
1,50 5.37
1,00 042
50
A_Ala M| A A__aA A A LM M| A s aa L AN A A A AL A PN
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
1S<—- TRIM22_8aR_AP0009_A02.abl<--
3,000-44 145 +5 155 6 65 7 75
2000 LT GC T TTTICTGT GG T A G A AL A GT G A AICTIMGT C Ab
A AN AAANA AL A A N

1000 A AN A /\ [\ ' Aa N
LAV VIVYIX VT VIYVIXYIVVIV VIV VIV NI VIV IV VIV VNIV YIVVIVY

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
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15--> TRIM22_ 8aF_AP0142_B0l.abl-->
3,00 90 95 100 105 10 115 120 125
ZOO G C TIATTTICTIGTIGGATICAIGAGALCAAGTGCGAAAAILCT GTIALIGC
1,00 /X/\/\/\/\/\/\/\/\/\ A A /\/\/\ /\ /\\/\/\nn/\/\un/\vf\/‘/\/\,\ /‘/\/\
VYVVVYVYVVVYV VW IAAVTY VY VYV Y

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S——> TRIM22_8aF_AP0142_B0l.abl Mutations: 241G>GAS$25.4
2000 T T T T T T T T T T T T T T T T T T T i)
1.50 25 38
1,000=— 1 18
50
A A A A A A A AA A

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

15<—- TRIM22_8aR_AP0142_B02.abl Mutations: 241G>GAS$24.7
2000 T T T T T T T T T T T T T T T T T T T i)
1 50 24.74
1,00 192
50
A A ") A A A__M * A il A A A A

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

18<—— TRIM22_8aR_AP0142_B02.abl<--
20 155 160 165 70 175 180 185 190
2,00 T T T C 0o T A A A T o) A Fal T Fal T C Fal C

>j>

ood AR AT AL ALY A AT AL AT A AT I I T
MYV VY VN YV SVYV VYV WY VIV VY VY VVY

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

15--> TRIM22_8aF_NP0043_CO0l.abl-->

3,00 95 100 105 110 115 120 125

200G C TIATTTCTGT GGATCAGAGACAAGTGAAAALCTGTARGC
1,00 /\f\/\/\/\nf\/\/\(\ AN nn/\n/\/\f\/\/\/\/\ A/\V/\/\V/\/\/\n,\ /\/\[\
JYNVYVVVVY] v YYVYVIXYVVY ReAY Y A

I
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S--> TRIM22_8aF_NP0043_CO0l.abl

2,00(1 T T T T T T T T T T T T T T T T T T T i}
1,50
L 000=] I I S D I N N A N I S U |
50
WA , A b anin AN ,AA,M{\AI\AA Ay aln D nhaa oAl
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
18<—— TRIM22_8aR_NP0043_C02.abl
2,00(1 T T T T T T T T T T T T T T T T T T T i}
1,50
1,00
50
AN A 2 A Mo A A\ M A A AN A A

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S<-- TRIM22_8aR_NP0043_C02.abl<--

3.00 155 160 165 170 175 180 185 1db
GlcT TTCT G G mGAGACAAGTGAAAALCTAETAC

200 AT GT ATC G C
vood LA AA NN AN NA AN AN NN AL AN AN A A AN VATV A AR
A ASSATASAAAAA R AARYAARAAY VY YVVY X

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
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18——> TRIM22_8aF_PR0O008_C09.abl-->

3,00 90 95 100 105 110 115 120 125

200G C TIATTTCTGTIGGATCAGAGALAAGTGAAAALCTLTALGE

vood A nla aln Ala AN In oL aln A AL A AlA Ala A A A A AVAIR T A
V VYV VVVVVY VVVVYIN W I VYVVVYV VY VYV VAN YV

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S--> TRIM22_8aF_PR0O008_C09.abl Mutations: 241G>GAS$22.1
200(1 I I I I I I I I I I I I I I I I I I I T
1.50 2218
1,00 ~— 1035
50
A A A A A AA N A A 28 A A

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

15<—— TRIM22_8aR_PR0008_C10.abl Mutations: 241G>GA$26.5
2 000 T T T T T T T T T T T T T T T T T T i}
1,50 26.49
1,00 —1087 N
50
AA A * Al A * A A A n A A Ta¥ a0 * A _4

I
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S<—- TRIM22_8aR_PR0008_C10.abl<--

3,00 160 165 170 175 180 185 190 195
200d—G-C_T TrHcTGaTlea AT GA aAlpalagTaaaaAcTIsTACEGC
A

O A s A AN A AR AL AT A Al AN AR A AR LI
STAANANAALANAA SANARANAN AR RNA VARV AAR)

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

15--> TRIM22_8aF_PRO111_E09.abl-->

3,00 90 95 100 105 10 15 120 125
200 crHaTtTTcTaTlaaAaTlcaAcA AgcaAa AAAACTIG T ARG

A A AL AL A Ia L A R A A A Al A A AR AT AT
S AN AANAN AT DANARANANA RS AR AINANTAINS|

I
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S--> TRIM22_8aF_PR0111_E09.abl Mutations: 241G>GA$25.8

2,00(1 T T T T T T T T T T T T T T T T T T T i}
1,50 25 83
1,000— ] +40 Ll
50
* A A A A A A /\ /\ n ,\P A
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
18<—— TRIM22_8aR_PR0111_E10.abl Mutations: 241G>GAS$27.3
2,00(1 T T T T T T T T T T T T T T T T T T T i}
1,50 27 31
1,00 — ++46
50
A Py A A * An M A [\r\ A I\/\ A ; A IN N AA
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
18<—— TRIM22_8aR_PR0111_E10.abl<—-
3.00 230 235 240 245 250 255 260

GCTATTTCTGT GGAT CAGA Al ALAGT GAAAACTMETACEKETC

B A A AP AN A A A A DA A AL A AR AN A A N A AR
S TAAVANAALARAA RAAAAAATA VA A'SATA R AVAVAVAVAVAY VAVA'

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600




SoftGenetics Contig Display 29/03/2019 15:54:19

Mutation Surveyor V4.0.9 4

15--> TRIM22_8aF_SOAP0308_D01l.abl-->

- 90 95 100 105 11D Jus[ ] i T TS

voodnLaln A aln AAAL L T alA AN IATA AN L A AN T
VY YVYYVVVVVYVVVYY N AL IYVY IV YV VY

I
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S-—-> TRIM22_8aF_SOAP0308_D01.abl Mutations: 241G>GAS$31.9
200(1 I I I I I I I I I I I I I I I I I I I i)
1.50 31.86
1,00 " 1960 — | — ] —
50
2A AL A A ) [\ A A A

I
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S<—- TRIM22_8aR_SOAP0308_D02.abl Mutations: 241G>GA$29.6
2.000" I I I I I I I I I I I I I I I I I I I ]|
1.50 29 61
1,00 — 1139
50
A * A AL DA A A A A A A IN

I
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S<—- TRIM22_8aR_SOAP(0308_D02.abl<--

3,00 155 160 165 170 75 180
200d—TLG_C TcoraragaeaTcaga [aglaalcTla

o A A A MA AN AN AR A A AR AN TA LR A AL A AL AL A
’ AAARANANAANA VAN R AR AAAANA A AVAAY

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

!
ALC T G T ACG

15--> TRIM22_8aF_SOPR0247_F09.abl-->

3,00 a0 95 100 105 110 115 120 125
200 GGC T ATTTCTGTIGGAT G A A GTGAAAA TG T AL GAE

B A A AT A A fi;AAAAAAnAﬁAA A h

IAAAVAAYAAYAATAAYAATA'AAVAYAA S A AAVATARA A/ W AAV ALY

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600

1S--> TRIM22_8aF_SOPR0247_F09.abl Mutations: 241G>GA$53.8

2,00(1 I I I I I I I I I I I I I I I I I I I 1]
1,50 53.8
1,000— e P +5 e
50
A A FaN AN A A A A A
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
1S<—- TRIM22_8aR_SOPR0247_F10.abl Mutations: 241G>GA$26.8
2,00(1 I I I I I I I I I I I I I I I I I I I 1]
1,50 26.84
1,00 =] ~—
50
A ¥ A A A * I AA A f A A Al Fay A A
2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600
1S<—- TRIM22_8aR_SOPR0247_F10.abl<--
3,00 160 165 170 175 180 185 190
200 GICTIATTTCTGTI GGAT CAGA Al C ALA G T A AlAACT A& T ACKLC
1.00 /\r\r\/\/\f\vf\/\/\/\/\/\/\/\//\[\f\/\ A/‘\/\[\f\/\/\/\/\/\ /\/\/\ A/\/\r\
VYV VY VYXYVYVYVVYVNWNVVYVYYYVVVVYVY VYV Y

2,220 2,240 2,260 2,280 2,300 2,320 2,340 2,360 2,380 2,400 2,420 2,440 2,460 2,480 2,500 2,520 2,540 2,560 2,580 2,600



SoftGenetics Contig Display 29/03/2019 16:00:15

Mutation Surveyor V4.0.9 1

1R--> TRIM22_e8_F_Synthesis_625.scf-->

6,00 285 290 295 300 305 310 315 320

apoh T AT GGCTGETGECCATCCATEHTAGTATTGBGGEGTTTITCCTAGA

2,00 A NN NAALNAL AN A AN AN Al o ala o ala Lo ala aln AN AL
YYNYVYYVVYVVYVY VNV YY VYYVYVVAWVVYYYYYY

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

1R<—— TRIM22_e8_R_Synthesis_625.scf<--

=~
o
w
~
OT

3 315 320 325 330 335 3
4,000+—F —G C—T—G—T6-¢€ —€ € G F—CG—TFAT Lo F—TF c—C A—G—A
vt AL A A AN A A s AT AR A aln AR AT AL AL LA

Y YV YYVYVVVY VYV VYV YVY YV VY VY VY YT VY VYV TV

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

o °
()
(€]
-

= 4

15--> TRIM22_8cF_AP0009_AO03.abl-->

3,00 145 150 155 160 165 170 175 180—]|

2,00 T AT GC TG T CClTC[CCCT T CGTIATT GGG T T T TCCTLA A

1,00 /\/\[\/\/\/\/\/\-/\/\A/\A[\f\/\/\ ATA) r\/\/\/‘\A/\/\ AAA/\/\/\/\/\A
VYV YVVVYVYVXVYYYVVXYYYYVWYVYV VVVWVYVY YV Y

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

15--> TRIM22_8cF_AP0009_A03.abl

2,00(1| T T T T T T T T T T T T T T T T T T T ]
1,50
1,000=—— ] pu
50
— A A D As mlD Nl A M As_ms AN AN Aa A AA A A
2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200
18<—— TRIM22_8cR_AP0O009_AO0O4.abl
2,00(1| T T T T T T T T T T T T T T T T T T T 1
1,50
1,0007 .
50 / \ 1/
A AP Ar AL A_AN A aa N \'_».‘/ A AN A A AN\ Aa AN Aa \_K‘/ A * \_J
2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200
18<—— TRIM22_8cR_AP0009_AO4.abl<—-
3,00 170 175 180 185 190 195 200 206
2,000H-F T GG 6T 6T G666 T 666 T 6TeG6HANTG6666TFTT66TAah
mOAﬂAAAAA LA AAAAA,KAAApAAAKQAmAAAAKA
VYVVNVVYVYVYWVVYVVVY VYV Y VYV YT VTVVV Y

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200



SoftGenetics Contig Display 29/03/2019 16:00:15

Mutation Surveyor V4.0.9 2
15--> TRIM22_8cF_AP0142_B03.abl-->
&00 o] 19U 199 1oU I$D 170 179 16
200 T AT G CLT GL.T @G cCCC ClT o T ClGTIA T AHSLG GG T T T T C GLA

AN A AT AL AL A A AAR A A A aln n A A AT A
SARNANMANAN) A RARANA VAT RANAYAANAANAARY

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

1S--> TRIM22_8cF_AP0142_B03.abl

2,000 T T T T T T T T T T T T T T T T T T —
1,50
1,000—— —~" -
50
NN NPT N A*u/\’\ Ala AN AN A A A sl AN A A N [N\ /A A
2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200
1S<—— TRIM22_8cR_AP0142_B04.abl
2,000 T T T T T T T T T T T T T T T T T T —
1,50
1,000
50 \_//
N /A Ax AN An A A N A A A ™ AN An A

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

18<—— TRIM22_8cR_AP0142_B04.abl<--

30U 170 175 160 185 190 195 200 206

2,000 F——F—6-6—6-F(-F6-6—6F€-6—6-FaTF6FATFF6666FHFFFeecfiah

oo L1 AL A A AL A AT AN U A A AL AT AR AL U
VYYVVYYYVVVY VW VVVY VY VY VYV VYTV TVYV Y

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

15--> TRIM22_8cF_NP0043_C03.abl-->

an 100
ouU oy

3,00 155 60
2,00 T G GCTGETGEGCCITCCC GG GTITTITC CT
1,000HA /\ /\ /\ /\ A I\ /\ JAY /\ Nl A jf\/n F\/

INSOUNANATARAVASAVA WRANAWARATAAE

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

A
4

Q
|

A Gl A
/\/\n

I
J

L
o>
—
©)
—
@)
@
-
o>
-
—
o)

L
D

D
>
I
I

1S--> TRIM22_8cF_NP0043_C03.abl

2,000| T T T T T T T T T T T T T T T T T T T 1
1,50
1,000——
50 _
aar A/ﬂ_}ﬁ@{\ AN r:,@mnl(\ OO Wt i r@ﬂqﬂ_ﬁ):u{ el K
2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200
1S<——  TRIM22_8cR_NP0043_C04.abl
2,000| T T T T T T T T T T T T T T T T T T T 1
1,50
1,0007
50 ,I\ N AL A\ A A A N A\/\ Fal /\ V=X / /\
AHAXN m/N’(NMM‘I\ A AYAV VA AN A VA AN

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

1S<-- TRIM22_8cR_NP0043_C04.abl<--
3.00 295 300 305 310 315 320 325 330 |
po0d AT GGCTAETGCCTCCCTGTCBTATT GGG TTTC M G A

G T CT
oo N N a A A AA A A A AL AL A AN AN AA AINAAA AN ATVAL
Y / \ V VAVA'AY; VB

dlcnar LAl bl AR

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200




Mutation Surveyor V4.0.9 3
1S-—-> TRIM22_8cF_PR0O008_Cll.abl-->
3,00 150 155 160 165 170 175 180
200d T Al T GGCTGTGECCTCCCTHET |GTATTHGGGTTTTCCTAGA
1,00 A NA AN AINAL AN AlA AlA AN N\ A I\ aln In s alp AN LA
VYYVVVVVVVYVVVVVVY VANVYVVVY VVVVVVVVVYVY VY
2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200
1S-—-> TRIM22_8cF_PR0O008_Cll.abl Mutations: 603C>CT$30.2
2,00(1I I I I I I I I I I I I I I I I I I I I 1
1,50 30.18
1,000+ ARt — —
50 [\
An N A n Jah A A l A A an o Nd

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

15<—— TRIM22_8cR_PR0008_C12.abl Mutations: 603C>CT$34.0
2 000 T T T T T T T T T T T T T T T T T T T
1,50 p 05
1,00 /“heﬁ
50
A A A A A AN A /I AN AN N A I A

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

18<—— TRIM22_8cR_PR0O008_Cl2.abl<--

UM 165 170 175 180 185 %0 195 200

2,000 F—#-F—G-6—6-F-6-F6-6—6-T6-66TF6TF— 6 FATFT6666 T T F T 6fAidh

cood L AL T AL AT A A Aa LY A AL 2 I ATA Al pL A AT
VYVVVYV VY YV VVY VYVVVYVYVYVYV YV

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

15--> TRIM22_8cF_PRO111_Ell.abl-->

3,00 145 150 155 160 165 170
200 T A T GLT G T ClLC Cl T G- T CL G _TL A T GG G G T T T

1
1,OO/\/\/\/\/\/\/\/\A/\/\Vr\/\,\/\n/\/ NP A ala aln A L n
\

e
A YAYAYAATA YA YA AYATA A AVAYA YAV R AYAVAVAVAYAVAYA'AY

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

C T A G

>

1S--> TRIM22_8cF_PRO111_Ell.abl

2 00(1 I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 [ I, SN | L —
50
M Ja\ A * A A 20 A A An A A A A

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

1S<—- TRIM22_8cR_PRO111_E12.abl
2 00(1 I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00
50
AN A N As A A A A A A N Aa A A N A

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200

18<—— TRIM22_8cR_PR0111_El12.abl<—-

S,U0u 165 170 175 180 185 190 195 200

2,000 FmF6-6-€F-6F666F6£C6F6F6c 6T AT T 6666FFTFTFccifAianh

1,00 r\/’(/\/\/\/\n/v/\/\/\/\/\ KAAAA /TAAAAAANKA\/\A\AAAAAAA
VYVUYVYYYVVYVVVVVV VY VYV YVVVY VY VEVYV YV

2,820 2,840 2,860 2,880 2,900 2,920 2,940 2,960 2,980 3,000 3,020 3,040 3,060 3,080 3,100 3,120 3,140 3,160 3,180 3,200



29/03/2019 16:01:28

SoftGenetics Contig Display
Mutation Surveyor V4.0.9 1

1R--—> TRIM22_e8_F_Synthesis_625.scf-->

400 410 415 420 425 430 435 440
00 AL A AN A A AL Al AL A Al A o ALAAAAA AL IaAA A
LA EXT OO X0 XXX TR TN ARAR X [ 4

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1R<—— TRIM22_e8_R_Synthesis_625.scf<--

6,00d430 435 440 445 450 455 460 465 470

4,OOACCTGCTTATCCGTATTTCAATCCTTGGAACTGCCTA[G!TCCCCA

2,00 /\f\/\/\/\f\,\f\ f\/\[\/\f\/\f\/\/\/\f\/\/\/\/\/\[\/\[\ f\ [\/\AAA/\AA /\/\/\
VUV VVYVVYVVYVYVVYYVVYYYVVYVYVVV VY YVY VY VYV

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

15--> TRIM22_8cF_AP0009_AO03.abl-->

20 270 275 280 285 280 295 300 305

2,000A-6—C1-FG-6—F-T—A-F—€-6-6-F—A-T—F-T—Ch—A-T—-6-6—FTG-6-AA LT 66 FAGTF6-6-6Cp

LOO\/\\/\/\/‘Y!\/\/\/\/\I\/\/\ A/\Vf\/\,\/\/\/\/\/\/\/\/d F/Y/Y/\/\/\VA/\/\/\ N, /\V,\A\
LYY T X XV X VTN AL 94% A

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

15--> TRIM22_8cF_AP0009_A03.abl

2,00(1| I I I I I I I I I I I I I I I I I I I I I ]
1,50
1,000+ — ]
50
N JaaNAAAN | a4 AAAS [0 s A Al Aaaln AN DN | Aa [ AN o AALAA AALN  AlAN AalAANAIN ALA N

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S<—- TRIM22_8cR_AP0O009_AQO4.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 N — T\ N - N
50
A A A A A A As A n A A A A * Aa f\ AN

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

18<—— TRIM22_8cR_AP0009_AO4.abl<—-

3,00 0 295 300 305 310 315 320 325 330

200ACCTGCTTATCCGTATTTCAATCQTTGGAACTGCCTA[ﬁTCCCCA

1:00 /\[\,‘/\A/\..f\ r\nI\Af\/\r\/\/\l\/\ /\/\/\n/\/\f\ N /\/\f\/\/\/\ A a AN
VVVVVYVVVVYVVVVYYYVVVVVVVYV VYN VY VVVYYVY

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480



SoftGenetics Contig Display 29/03/2019 16:01:29

Mutation Surveyor V4.0.9

15--> TRIM22_8cF_AP(0142_B03.abl-->

ijZ?:V/‘\’A'/T;’A'AM:/\‘A A A NA A AANANAANAN - IAAAAA
WX OO0 T IR TR TA X AALA ™ RAGO A

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S-——> TRIM22_8cF_AP0142_B03.abl
2,000 T T T T T T T T T T T T T T T T T T T T —1
1,50
1,000 == ]
50
Als  Alnaasihan | aanlbas | o salan Al MNaAln  alha A | oAl AN, A AN AN Al A A AN AAIN AlLA N

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

15<—- TRIM22_8cR_AP0142_B04.abl
2,00(‘ I I I I I I I I I I I I I I I I I I I I I I 1
1,50
LOO N N ~ ~ Vet
50
I 4 n m A DA A m M As N A A N A a

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S<—- TRIM22_8cR_AP0142_B04.abl<--

3,000280 295 300 305 310 315 320 325 380

2000 CCTGCTITATCCGTATTTCAATCCTTGGAAGTGCOTAKBTCGCGA

vood A AL AN AL Al s A AlA Aln L AIVAINAA AL AL AlA Al AL LA Ly AL

\
VVVYVYVVVVYVVYVVIVVVYVYNYY VYUV YV YVVYVY YVVVVYY

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

15--> TRIM22_8cF_NP0043_C03.abl-->

R T 280 285 290 295 300 305 310 35

2,000A-6-6-TfG-6-—T-T-A-T-6-6-G-TA-TFTC-AAT— 6T TGGAALTGCO0TAGTCG6GCA

o A A NN I DN A N DNA LY. T A L NN
16948 080NEE8TARAL NN 0N NAVINV 0000 o

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S--> TRIM22_8cF_NP0043_C03.abl Mutations: 729C>CT$9.4

2,000 T T T T T T T T T T T T T T T T T T T T —1

1,50 9144

1. 000 —— e T e P ]
50

[
oINS A AN L 7T M N VATIRRY:vINES YL AW DI FRV A=A
4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S<—- TRIM22_8cR_NP0043_C04.abl Mutations: 729C>CT$8.9
2,00(1I I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 —
50 NN AN
4060408041004120414041604180420042204240426042804300432043404360438044004420444044604480
1S<—- TRIM22_8cR_NP0043_C04.abl<--
3,00 420 425 Akﬁ 435 440 445 450 455 460
200AC TITATCCGTATTTGC CAA C T TGGA CTGCGQTANGTI CGCGCA
1,Oo\/\/\n/\/\/\hﬂ /\A/\A/\/\VAAI\AM AAAAA /\A/\/\/\/\/\/\,M/\/\/\
DAY Y HARE AN

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

2



SoftGenetics Contig Display 29/03/2019 16:01:29

Mutation Surveyor V4.0.9 3

15--> TRIM22_8cF_PR0O008_Cll.abl-->

30005270 275 280 285 290 205 300 305 370

2,00A(‘("TK-’:("TTAT(‘(‘PTATTT(‘AAT(‘(‘TTP(—‘.AA("T(‘("(‘TA('—‘.T("(‘(‘("A

1,00\/\/”\/‘,\/\/\/\/\/\/\,\ A/\A/\A/\H/\/\/\n/\/\/ N AN /\V/\/\VA/\
VIV YV LYY Y VY Y VYY VYVYY WAV A

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

18——> TRIM22_8cF_PR0O008_Cl1l.abl
2,000 T T T T T T T T T T T T T T T T T T T T —]
1,50
1,000 — L
50
OAI[\ ILI[\AI\ An Aal{l[\/\n A0 NArA An A AN L ad [ an |, AnAINANN A NMNAL N Alna N
4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480
1S5<—- TRIM22_8cR_PR0O008_Cl2.abl
2,000 T T T T T T T T T T T T T T T T T T T T —]
1,50
1,00 NN —
50
A A A A N aa M N A A A N [\

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S<—- TRIM22_8cR_PR0008_Cl2.abl<--

ZOO,A‘E’OT,,ATEQSATﬂﬂid)OT,TTEOSA..T?’\OATT 315/ | 30 325 380

B A P P (P g N RPN TS T W PN
VVV YV YV YV VA YV Y VYV VYV VY VY VYAV YUY Y VYV Y

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

15--> TRIM22_8cF_PRO111_Ell.abl-->

3000585 270 275 280 285 290 205 300 305

2,000A-6—FHF-&-6-F-FA-T66 6T AT T T 6AAT 6T THGAASTGCOTAGTCGCOA

oo\ A A AANAAA AL A A A I Ald L AANANA NAAL AN A
VXYY TV Y VY Y WA TL AN AX ALY KX A

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480

1S--> TRIM22_8cF_PR0111_Ell.abl Mutations: 729C>CT$52.4

2,000 I I I I I I I I I I I I I I I I I I I I I I 1
62.36
1 ’50 [ I R ~—— IX no 4 T
1,00 I too4
50 I .\
OAIA s AN A An | AR r\ N1 Aa 41[\/\ A AN, Ar\/ N As Adaan  Naa NAAn nhl
4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480
1S<—- TRIM22_8cR_PR0111_E12.abl Mutations: 729C>CT$40.1
2,000 I I I I I I I I I I I I I I I I I I I I I I 1
1,50 40.14
1,00 <SEaN =" — 168 So_— ~
50 [
aa A M As / \ A A A N A /\ h A
4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480
1S<—- TRIM22_8cR_PRO111_E12.abl<--
290 295 300 305 310 315 320 325 330
2’OOI'\KJL1| C I T AT OO G T AT 17T LA AT C I T GGA AT GGUUIT A YL Y] A
vood N al N Al al LA AT AL A A AR AL NI L PN
VVV YV YVVVVY YV YV Y Y VYWY VY VYAV WY VY VY VY VYD

4,060 4,080 4,100 4,120 4,140 4,160 4,180 4,200 4,220 4,240 4,260 4,280 4,300 4,320 4,340 4,360 4,380 4,400 4,420 4,440 4,460 4,480



Mutation Surveyor V4.0.9 1
1IR--> TRIM22_e8_F_Synthesis_624.scf-->
405 410 415 420 425 430 435 440 445 450
4000c A CECTHROGTTATGCGTATTFTFECRATCECTTEGAR TG CCTAGTECGOCCAT A
2,00 /\\[r\yf\ I\V/\y/\y/\)yn /\\j/\y/g< /\y/\ /\yAWAy/\ AVAy,y/ ’\‘Vf\ AyAVnyAVHB/YV\[AV/& /Y (/\X/\XAVA)(A A‘y,\w/\v/\ AVAYA‘X[\XA
Y
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1IR<—— TRIM22_e8_R_Synthesis_624.scf<--
6,00 430 435 440 445 450 455 460 465 470
400dCGACCTGGTTATGCGTATTTCAATCCTTNGGAAQTGCCTIABTCGCCATGA
2o0df A AN\ AN A Al A s a o al AN AN AL pAAAATE LA
VY VYV YV VYVVVYV VYV VVYVVYYVYVY VY VWYYV VYV VVVYVY
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
15--> TRIM22_8CF_AP0142_B03.abl-->
30U 265 270 275 280 285 200 205 00 305 310
2,000 6A €T 6T+ TAT G666 TATTTERAATEECTTHGGARALSCTGECECTHAGTEGEEECATS
1,000 ny/\X/\ /\V/\X/\X/VX /\V/\X/& /\y/\ AXAW/\(A /\VAY X/ ’\j\ r\X/\V/\y/\V/\ YVYP/\\)( /\X/\X/\V/\X/\ XAW/\ ,\X/\A [\)(\ N
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
15--> TRIM22_8cF_AP0142_B03.abl
2,00(1 T T T T T T T T T 1
1,50
1,00 e N e T [ N— T T T L T N T N T T T — T ]
50 A_A N alp AAL 2 AN I\'\A A A Ala AN AAAA AN A A A Ada
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S<—- TRIM22_8cR_AP0142_B04.abl
2,000 T T T T T T T T T 1
P e
50 A m N\ 4 A_A AN A A A n A A M A A
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S<—- TRIM22_8CR_AP0142_B04.abl<—-
3,00 290 295 300 305 310 315 320 325 330
2000CGACCTGGTTATGCGTATTTCAATCCTTNGGAAQTGCCTABTCGCCATGA
mo'f\nn/\/\n/\n/\,\ n/\f\/\/\/\vf\/\f\l\ AAA AN AN N AAAAAL A LA VA A
AN RSN AAS AN RS ANATANAAR AR BAANAAY
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500




SoftGenetics Contlg Dlsplay 09/04/2019 12:36:37

Mutation Surveyor V4.0.9 2
185-——> TRIM22_8cF_NP0043_G09.abl-->
3,000—>270] 275 280 285 290 295 300 305 310 315
CLC T GOT ATOCGTATITTCAAT CTTGGAAAOLQTGCCTAGTCOCCATEA
2,000
1,00 IA AN /\V/ /\ l\/\ /\/\/\ f\ /\/\I\V A \/\r\ /\/\Vn ‘vr\ / /\/\/\V/\/\/\A /\/\ v/\/\[\[\[\
SVASNAEAS A AVAAN I I RN 00 A A0 8 0 AV AL
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S-——> TRIM22_8cF_NP0043_G09.abl Mutations: 729C>CT$43.4
2,000 T T T T T T T T T 1
1,50 43.40
1.00 —T | @ o~ /] g l—
50
O}ah‘ AlA A Aan A AA AL AN _aa IAA/\ ./ \AA Ala A AAlA ,\AA Ao Al aaad N AAA‘\,\AAI
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
15<—— TRIM22_8cR_NP0043_G10.abl Mutations: 729C>CT$41.1
2,000 T T T T T T T T T 1
1,50 41.14
1,00 N — wjﬂ‘ﬁ?—ﬁ"_ — N T —
50 A
4 NN e a sl A NNV IBA AN DA M fn Dol e (1
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S8<—- TRIM22_8cR_NP0043_G10.abl<--
200 285 290 295 300 305 310 315 320 325 330
’ CGACCTGCTTATCC TATTTLCAAT CTT GAACTGCCT TCCCCATGF
1,00/\,\ I\[\A n/\vl\ A /\I\A\/f\ AN PR \ ANanf) VAAA
TV VY VIV VY VY VY .MUMYVMMYV,VVV/VMVM YXVV\ VYV
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500

15--> TRIM22_8cF_PRO111_Ell.abl-->

3,00 265 270 275 280 265 200 205 300 305 310
2,000 GAGCGCTFHB G TFFATFGGCGTFAFTFTGAAT CFF G GA NG TG 6TAGTFGCGG6G6ATGA
r\/\/\/\/\ /Y:\/\/\/“ /\/\/\ A/\/\f\nﬂ/\f\ /\/\/\Y /\/“/\/\/\A/\/\A‘ {\ /\A/\ /\
1,00 7 \/ Vi \/ \f v VS
VXSV XXV XNV IV TPV AN A A ARAXYEAVY T XA
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S-——> TRIM22_8cF_PR0111_E11l.abl Mutations: 729C>CT$54.8
2,000f T T T T T T T T T 1
1,50 m4.84
1,000—= — / \v/g -
50
LA 2 qj AaAn AN A ANNS | As Ashaah A b AIA/ \ A aMaha A Noulsa 0 AN J\lnf\q_‘
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S5<—- TRIM22_8cR_PR0111_E12.abl Mutations: 729C>CT$88.2
2,000f T T T T T T T T T 1
1,50 33 15
1,00 N N  —~— ] ”V (K9] T~ — N AN
50
M A A A a a A an M / \ ab A A M . A_n N
4,050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500
1S<—- TRIM22_8cR_PRO111_E12.abl<--
200 285 290 295 300 305 310 315 320 325 330
’ CGA CT TTATCCGTATTT AAT CTTGGAAACTGCCTA/?TCCC/?ATGF
1.00 A [\ N /\ n [\ i\ f\ I\ A /\ N A
| VVVVVVV VVVV/VVYV AT A A YA AT ATAYA YA ATAYA AT A ATAVRVATATAAY

4, 050 4,100 4,150 4,200 4,250 4,300 4,350 4,400 4,450 4,500



SoﬁGene“CS Contig Display 01/04/2019 12:25:39
Mutation Surveyor V4.0.9 1
1R--> TTC7TA_el6_F_Synthesis_279.scf-->

b,0U

175 3 185 190 195 200 205 210 215
A Al

1
N PN L N NP L PP NP TN L P N NN
YA VAVAVAVAAVAVAVA AT VAVAYRVAVAVAVAVA'AVAUAVAVAVAVAVAVAVAVAVAYAVAVAVAVAYAVAVAVAVA'AY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

0
G
f\

G
A

1R<—— TTC7TA_el6_R_Synthesis_280.scf<--

6,00 175 180 185 190 195 200 205 210 215

4,00 6 GCAGA GGG T GA TG HTFGEGAGLAAGGEGTHGAAGECHGGAGLAGGTGGTF

2ot AL A A A A ALAAIA A AL AN AL LA Al A ala AVALA ALy Ly /)
VVV Y VYVYVYY VUYVYVUVVYYVYVVVIVYVVY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15-—-> TTC7A_16F_AP0124_A05.abl-->

Rt Y 40 45 50 55 60 65 70 75

2000666 6A 6 AG6E6THATGTT6ACECH —G6TGAAGETGGAGEAGETGET

1,oo\/\,/\/\/T/\/\/\/\/\/ﬂ/\/\A/\/\/\ﬂf\r\ﬁ A I Al A AN AL AN AL AL A A
VI Y YVVUY VY VYV W VYV T YV VY YYVUVEY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15--> TTC7TA_16F_AP0124_A05.abl Mutations: 195A>AGS$33.6
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 33.60
1,00 = —"] 4283 = —
50 I\
A A A A A ] \ A A A A A AN A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—- TTC7A_16R_AP0124_A06.abl Mutations: 195A>AGS$41.9
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 41.88
1,00 FH46
50 [
\/'\/'\/\ AA A M A As \ A_A M A A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—- TTC7TA_16R_AP0124_A06.abl<--
3.00 60 ) 70 ) 80 85 90 95 100

6. 7
CCCCAGCAGCQGT G TCGACGLA G GAAGCTGGAGLAGGT GC T
A

200 ATGT GT c
coodiala A DA AN AN AAAAL AL AN A AN AL A AlAATTAIA AlA ala [
’ Y VYVYVVVEXTY VWU YVYYYYYVVYVYYYVYYVY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160




SoftGenetics Contig Display 01/04/2019 12:25:3
Mutation Surveyor V4.0.9

1S—-—>

2,00
1,00

TTC7A_16F_AP(0129_C05.abl-->

75

=y E-

i I I i I I > o I I I I o
A I A NSt AL AATE s ALY I ala at A AN AT A AT AL AT
VOV VY YVY YV Y YA VN VY VYV TV VY VWY VYV VY Y

4 w»
4 o

-
I

[@)

A
R

= o

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S--> TTC7A_16F_AP0129_C05.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 ~—] L T ] ———— e
50
A_h M A A A A A A A 2
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—- TTC7A_16R_AP0129_C06.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00
50
A N A A A A In A M Aa A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—-— TTC7A_16R_AP0129_C06.abl<-~
3,00 D 65 i 75 D 85 D 95 Oy

2,00

1,00

1S-—->

2,00
1,00

O

9
G GAGQC GGT G
1\

= 4

A I AGCT
Lol AAAIA A I AN NA A A A AA AN AL Al Al A ALAA AL Al

6 8
C CCCCOACAQGCOTG G I T CAZC A GGTG

<]
i, L

VVV YYVNVYVY YT Y YUYVVIVYYYVYVYVIYYYVVY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

TTC7A_16F_AP0196_F05.abl-->
D e d s ded ot d da ) J P A L P AP
S APIA A AT A ol AAATAL Ala Ianin ala Al al aA Al AL A A
VI LIVUVT VY VWYXV XW VY TYYV VYV VYU VY )

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S-—-> TTC7A_16F_AP0196_F05.abl Mutations: 195A>AGS$30.3
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 30.96
1,00 = A2t —— S
50 J\
A M I AA A \ A A A A A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—- TTC7A_16R_AP0196_F06.abl Mutations: 195A>AGS$37.2
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 37.95
1,00
50 [\
A * I A A D A A : A m
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—- TTCT7A_16R_AP0196_F06.abl<--
3,00 60 65 70 75 80 85 A0 95 100
2OOCCCCACAGCCTGATGTTCAC,CA GGTGAAGCTGGAGLAGGT GC T
1 000Ala N\ /\/\l\f\/\hf\/\/\//\ AL AN A AL ALy Al A AVAA AL ala /)
VVV VYVVVVYYXTY YWUVYVY VYVYVY VYT YVVVVY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

9

2



SoftGenetics Contig Display 01/04/2019 12:25:39

Mutation Surveyor V4.0.9 3
15--> TTCT7TA_16F_NP0030_D05.abl-->
3,00035 4D 75 O 55 60 65 O 75
G G T G AL A G G_G_A G T G

Y N PO P LYY Y NP PN PN AT Y A
WARA NS SANANRARRLID S LB ATALWAGRA AWAL VAR UATA AR

I
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S--> TTC7A_16F_NP0030_D05.abl Mutations: 195A>AGS$36.0
2,000 T T T T T T T T T T T T T T T T T T T T T ]
35.99
1,50 - oo —
1,00 — 334
50 I\
A& Ak A AA A \ A A A A A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
15<—- TTC7A_16R_NP0030_D06.abl Mutations: 195A>AGS47.1
2,000 T T T T T T T T T T T T T T T T T T T T T ]
1,50 47.05
100 Hoso
50 [
A A A A A As \ A A A A A

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<—- TTC7A_16R_NP0O030_D06.abl<--

3,00 60 65 70 75 80 85 A0 95 100

socdcaAcdadgcaTdaTaTdAade A dGTGAAGCTGGAGE NGGT GCT

voodvna A A NN A AN AANAAL AL AIAAIA AN Al A A ATV Al AL
VVV YYVV VYV X TY WY YWV VY YYVTYYVYVIVYY VY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15--> TTC7A_16F_NP0038_B05.abl-->
3,0V

35 40 45 50 55 60 65 70 75
2,0006—6-6-G-AAS-A-G-G—C-FIG-ATF -6 F6A-G-CAAGGTGAAGCTHGGAGEAGGTGRT
oo N AN A AL N AT Al Ia AAAIN N AR Ia aln aln A AL AR AT AL AL A

VYOV Y PV YWY VY YV VYYY TVYVVVIYY YV TYY Y
0

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S--> TTC7A_16F_NP0038_B05.abl

2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
1,00 ~— IS
50
A ah_h N A A AA A A AN A A f A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
18<—— TTC7A_16R_NP0038_B06.abl
2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
1,00
50
A A A " AN A A A N A A A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
18<—— TTC7A_16R_NP0038_B06.abl<—-
3,00 60 65 70 75 80 85 90 9% 100
2000c-CCCACAGCCOTGATGTHTCACLAAGETGAAGCTGGAGLAGGTGCT
oot AL VA AN A Ia A A NA A /Y/\/\/\f\/\/\n\/\/\r\/\/\vf\f\/\ﬂ/\/\/\n/\A/\
VVV VYUV YV DWW YUYV YYYYYY YV LY VYY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
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15--> TTC7A_16F_NP0058_G05.abl-->

3,00055 4 75 5 55 6 65 7 75

2,00 CCCAEAGCCTKHEATGCGTTCACCAAGGCGTGAAGCTGGEGAGCAGHET GA T

1,00.Vln/\/\//\/\f\/\r\/An/\AA/\f\/\/\/\/\/\/\ AAAAANA AL A AL WAl
VXYYV YV VVY VY XYY VYV VY TVYV VYV VVVVVEY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S--> TTC7A_16F_NP0058_G05.abl

2000 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00 - —~"1 — — |
50
A A n A Al A A A N A A Va) A

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<—- TTC7A_16R_NP0058_G06.abl

2 00— T T T T T T T T T T T T T T T T T T T T |
1,50
1,00

50

A A A A A A A A As M A

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<—- TTC7A_16R_NP0058_G06.abl<-~

3.00 60 65 70 75 ) 85 90 95 10D
" LCCCOACAGCCGT GAT TCGQACGLAAGGTGAAGCTGGAGEL AGGT G

200 GT g CT
voodh A ALV AN A AINAANA AL AN AN NA AN AN A A AN ATVUA AA ALn /)
TV Y VUNYVYVVVN I YR TY WY YV YUK YYY YXXYVYYVY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

NN
V\

15--> TTC7A_16F_PR0096_AO0l.abl-->

35 ) 45

o ol T o
AY |

H o,
L=}

H

55 60 65 70 75

00NN Y NN N L PN N DNV P L PN N P T PN B O R T
VXV VVY VYV T W YV TV VYV VY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

A
Ia)

> D
o)
)

A~
G
A

=

1S--> TTC7A_16F_PR0096_A0l.abl Mutations: 195A>AGS$27.0

2,000f T T T T T T T T T T T T T T T T T T T T T m|
1,50 26.95
1,00 et N\ N 33 — Yo
50 A\
A_h A n A A A A \ N A A 20 A 24
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<—- TTC7A_16R_PR0096_A02.abl Mutations: 195A>AGS$41.7
2,000f T T T T T T T T T T T T T T T T T T T T T m|
1,50 I€.1 73
1,00 Pag7—__ —
50 [l
D il A A A A A A Al A A

I
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<—- TTC7A_16R_PR0O096_A02.abl<--
300 60 65 ) 75 ) 85 a0 95 10D
200G C G A COTGATGTTCACLA GTGAMRGCTGGAGL N TQCT

200 = N T AR A AL A A AL A Al Al A Al A
S VVANANARYALRANARAMNAAANAAOAARANANVAA AR ANAAY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
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15--> TTC7A_16F_RLOOO8_EO05.abl-->

305 0 45 50 55 60 65 70 75

2000066 OCALAGCGCTRATGTTCACGCHN GGTGAAGCTGGAGCAGGETGOT

1,000,/ //\/\n (\/AI\K"AI\/\/\/\/\ Al I\/\\/\/\/\[\A/\ WVAWNP /\/Y/\
VIV VY YVY VUV XY X W YV Y TYY VYV VYVIATY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S--> TTC7A_16F_RLO008_EO05.abl Mutations: 195A>AGS$58.3
2 00(1 I I I I I I I I I I I I I I I I I I I I I 1
1.50 58.34
1,00 2 — e
50 /
A_h M A A A A \ A A A 24

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15<—- TTC7A_16R_RL0O008_E06.abl Mutations: 195A>AGS$42.9
2 000" T T T T T T T T T T T T T T T T T T T T T |
1.50 [€.9 d1
1,00 44
50 [
A AN f\ A A /\ A A \ A A AN Nn

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<—- TTC7A_16R_RL0O008_E06.abl<-~

3,00 60 65 70 75 80 85 ap 95 10D
2000 GCGAGAGCQTQG GNI T GAGCGL A GTGAAGCTGG LAGGT GCT

oo A T T I A AT A AN AL e A AR A Al LT
s VAV A ATRYATAN A N AN A ATATYAIAAAVAINAYAAAYAVATA AIAVATATAY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

(©)

15--> TTC7A_16F_SOAP0291_HO05.abl-->

305 0 45 50 55 60 65 70 75

2,0006-6-6—6-AE-A—GE—6-T8ATF-6TFT6A-C-6 M A-GHTF6AAGCT6-GAGE6AGGTGLT

oo N AANA AL A Vo il LA A AV IaalA la AlA AL alaal AL AT
VIVY IV YV VYV VVY VWY YV YV VU YY VT VYV VY A \

I
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S--> TTC7A_16F_SOAP0291_HO05.abl

2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
1,00 ~ Vas —— | —
50
1A A Ty A A AA A A N A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<——  TTC7A_16R_SOAP0291_H06.abl
2,00(1 T T T T T T T T T T T T T T T T T T T T T 1
1,50
1,00
50
m A A A A A A_A A A A
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
1S<——  TTCTA_16R_SOAP0291_HO6.abl<—-
3,00 60 65 70 75 80 85 90 9% 00
2000C-CCCACAGCOT GATGATCACEAAGETGAAGCTGGAGEAGGTGCT
voodnla N AL /\Af\/\]{\/\/\/\ N AN N Al AL A A ATV A Al all )
VVV I VVY IV TY YUYV YVY VY TVY YV Y VVY VY

I
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
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15--> TTC7A_16F_SOAP0493_A07.abl-—>
35 40 45 50 55 60 65 70 75
2,000c—¢ T Fo—F T C T A A TG T

= 4
= 4

1,000\ /?/:/f\\/\l /\XKM:/\KAAKA‘/\/K(T /\AG /\G/:\/:\/\/S f\G/\ /\/\\?,\/\G/\ AY\A
LAYV VY XY RV KXW YVY Y TRV VY XXV VYV XK

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S-——> TTC7A_16F_SOAP0493_A07.abl Mutations: 195A>AGS$37.9
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50 37.87
1,00 — — e ASﬁ E——
50 J\
N A M N ™ A A N

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15<—- TTC7A_16R_SOAP0493_A08.abl Mutations: 195A>AGS$45.0
200! T T T T T T T T T T T T T T T T T T T T T |
1,50 {497
1,00 ~— 52
50 [
A PN A A\ A AL A A \ A A A A A A

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15<—- TTC7A_16R_SOAP0493_A08.abl<--

S 6 | [0 [ 7 | [e] | & | Jw]| [ % [ [i0

ootk AU Al T AR AT TR AL A A A AL A aln AT AR Al a1 L
VVVIW VYUY YN X TV WY VWY RYVY VYRV VY VYV VY VY

I
1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

15--> TTC7A_16F_SONP0145_B07.abl-->

0 65 70 75
2,0006—€—¢ €€ G g T CAG

S DN N YL T N BN L N P TSN T  NY aDT
CIVYVYV YV YVY VYV T YV VY VVY YV TVV VY VY VYV VLY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

35 ) 45
€6 CT

44 o,
L=}

H

H o

—+H

-
I

b3
T

= o

1S--> TTC7A_16F_SONP0145_B07.abl

2 0001 T T T T T T T T T T T T T T T T T T T T |
1,50
1,00

50

nA A A NN A A A A N A A 24

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<—- TTC7A_16R_SONP0145_B08.abl
2,00(1 I I I I I I I I I I I I I I I I I I I I I 1
1,50
1,00
50
A A n A A A LA M 24

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160

1S<——  TTCTA_16R_SONP0145_B08.abl<—-
3,00 60 6b 70 75 80 8b 90 9% 100
20000 CCOACAGCOT GATGITCAGLAAGGTGAAGCTGGAGOCAGGT GCT
1,000 A AW NI ALANA A NN AN A AN AL N Al A AN AL AL

VAVAY; VYW VYVYYXTY YVYUXYVY VY IV VYR VVVY VY

1,740 1,760 1,780 1,800 1,820 1,840 1,860 1,880 1,900 1,920 1,940 1,960 1,980 2,000 2,020 2,040 2,060 2,080 2,100 2,120 2,140 2,160
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1IR--> TTC7TA_el7_F_Synthesis_225.scf-->
6,00 265 260 265 270 275 280 285 260 265
4,00 TQPPTQATP(‘P(‘ATGATQFAQAPT(‘TQQTAAr—‘.AAk‘r—‘.Ar—‘.(‘T(‘PTTQr—‘.(‘-‘.P
pood A A A A S AN AN AN AAANAA S T A AT Aaaln g Al
VYVVVYYVYVVVYVVVVYV VYWYV YV VAV YV VY VYV VYT VVY VY VVYY
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1R<—— TTC7TA_el7_R_Synthesis_205.scf<--
6.00 2b5 260 265 270 2r5 280 285 290 295
4’00 TGCC_TGATGCCACA;rGATG‘CAGACTCTG/PTAAGAACGAGCTCCTTGGGC
@0AAAAA.AAAAAHAHAnAAﬂnAAAAAHHHAAAAA Aan AN AN A Nan s
VYV VYV VVVVVVV VYV VVVYYVVYVVVYIVY VVVWVYVYVY VYV YV VVV\N
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15--> TTC7A_17F_AP0124_All.abl-->
3,00 160 155 60 165 1 75 180 185 190 195

0 1
200 TGCCTGATGCCCA/TI'GATGCAGAC CITGGTAAGAAELGAGGCTICCTITGGGC
N

vood A AN LA A NAR A NV\ A Al A L AN A AAAL A A LA o
CUVYVYYVYYYVVYY VVVV NV VAVAR AATAYARTAAS RAWATA AR R RTATAY

2,550 2,600 2650 2,700 2,750 2,800 2,850 2,900 2,950
15--> TTC7A_17F_AP0124_All.abl Mutations: 275T>TC$35.6
2,00(1 T T T T T T T T T ]
150 5 65
s A [
A4 M A AR A A n A A M M n A I A_A A A_A AL A A A A /
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
18<—— TTC7A_17R_AP0124_Al2.abl Mutations: 275T>TCS$90.1
2,00(1 T T T T T T T T T 1
150 90.05
1 ,00 ’_H\-._/"\I“I'EQE—\\ "N M ™M N,
50
A A\ | NN N _a A AN A N I/ A /\ A o A A f\\ A /
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
18<—— TTCT7A_17R_AP0124_Al2.abl<—-
;3; 170 175 180 185 190 195 200 205 210 21b

TGCYTGATGCCLCATGATGOGAGAC |[CTGHETAAGAACGAGLGTCCTTIGGGC
2,00 A

T oad A AL AN A A A A AN A A A AL AA A AN AL AA S A n A AN AN AA A
O NV VYV WYV VY VW WU TV Y VN VY Y Y VY Y VY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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15--> TTC7A_17F_AP0129_Cll.abl-->
3,00 150 155 160 165 170 175 180 185 150
200 TGCOTGATGCCCATGATGOQAGACTICTGGTAAGAALGAGCTCCTTHSGGGC
vood A A AANA A/\y/\r\A/\/\/\f\ A A AN A A L AAAAT A A AR A A AN
VYVVYVYVVYYVVEVVY VUV VV YV VVIVVWVYY SV AT Y
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S-—-> TTCT7A_17F_AP0129_Cll.abl
2,00(1 I I I I I I I I I 1
1,50
1,00 e e e D e | I e I T e I s e I I oy | W
50
2A M4 A * A_A A a2 A A__JA a_A A 4 A_A A s A\ A I
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_AP0129_Cl2.abl
2,00(1 I I I I I I I I I 1
1,50
1,00 St o~ N e——_—] M~
50
A oA A_A M A\ A_n A A\ u A A h A M A & AL A A A N f\ I
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_AP0129_Cl2.abl<--
3.00 170 175 180 185 190 195 200 205 210 21
200 TGCOGITGATGQCCLAJGATGOAGACTCT I&:} TAAGAACGAGLTCCTTGGGC
1,00\/\/\/\/\/\ /\/\[\f\/\l\/\l\/\f\r\/\/\{\/\.l\/\ /\ I\ /\/\(\A /\AI\I\I\AA[\A\I/\/\V[\I\
YYVVVYYVVVVVVYVYVY VY VVY \IY\}X VYIVWYVVY VYV Y VYV
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S-—-> TTCT7A_17F_APO0196_F11l.abl-->
3,00 150 155 160 165 170 175 180 185 190
2,00 TGCOTGATGCCCATGATGOGAGAC |C TG(‘TAAGAA’\‘,GA(‘CTCCTTGGGC
vood A NANA A NAASANAA A AN AN T L AAN LA NANA A AN
VY VVYYVVVYVYVE VYV VYV WA JY VWY SV TEVY VY Y VY VY VVY
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S-—-> TTC7A_17F_AP0196_F11l.abl Mutations: 275T>TC$81.5
2,00(1 I I I I I I I I I 1
1,50 151
1,00 ——— T — T e T 185 _o-"'_\/" e
50 I
2A m A s A A A A M P‘\rl ah A LA A n A M s A A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_AP0196_F12.abl Mutations: 275T>TC$8.2 277_276dup
2,00(1 I I I I — I I I I 1
1,50 817
1,00 S N 32 7 N
50 A
A_M A_A M M A A A A M A /\!H\’_ﬁ(l\n A A ) A4 A Al N A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_APO0196_F12.abl<--
3.00 170 175 180 185 190 195 200 205 210 215
~ood TGCGTGATGCCCATGATGGAGACT CCTGHTAAGAACGAGCTCCT[TGGGL
1:00\,/\/\/\/\/\ A allaNanaafWAA A L ANATIA A A /\A/\n/\kl\/\/\ AAA
YYVYVYYYVVVVYYVVVY VY VY AVYAV Y YVY VIV YV VY YV VY TX VY
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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15--> TTC7A_17F_NP0O030_D11l.abl-->
3,00 150 h5 160 165 170 175 180 185 190 196

y
200 TGCOGQTGATGCCCATGATGGAGAC |[CTGGTTAAGAAEGAGCTCCTTGLGGGC

G
tood ANANALA L AAAANAAN A ANN AN AN L AANAT A AANNA A AT A
CVVYVYYVVVYVVY VTV VYV EVWY Y VWYY JYNXYY VYNV YV

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S——> TTC7A_17F_NP0030_D11l.abl Mutations: 275T>TC$97.7
2,000" T T T T T T T T T ]
7.71
e I S N — S DS ) {94 ]
1,00 l 20 ’
50
A M A M A A_A AL M A as ) J MmN a A_A Y /\'\ A I# AR A /
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- TTC7A_17R_NP0030_D12.abl Mutations: 275T>TC$111.6
2,000" T T T T T T T T T |
1,50 1,57 |
e — e — =
50
M A ™ A _A A M Ax m A /‘ " M A A A an A A A /\1 N I
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_NP0O030_D12.abl<--
3.00 170 175 180 185 190 195 200 205 210 21p
2’00 TGCOQTGATGCCCATGATGGAGAGC CTGA’;}TAAGAACGAG"CTCCTTGGGC
1:00\/\/\/\/\/\ Aanla A NoaaaNAA A InAATAIA A AL A A A f\f\r\V/\AVAI\/\
YYVYVVVYVVVVVYVYNVYYVVWNAUYYVVYYVY YV VY YV VY VVY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

15--> TTC7A_17F_NP0038_Bll.abl-->

3.00 150 155 160 165 170 175 180 185 190 19p
’ TGCGQTGATGCCCATGATGGQAGACTICTGGTAAGAALGAGGTCCTTGGGC

AN ANAN A NAAANAA A AN AANANA A AN A AR p A AN
S AMANAAAA AL RN S ANRANANAAAN RS S ANALNANAN RATAAY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

1S--> TTC7A_17F_NP0038_Bll.abl

2,00(1 | | | | | | | | | |
1,50
50
Y. M_AN A a A a A n ou A A_n Aa__aA A A A__A___A A AA Y 2A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_NP0038_Bl2.abl
2,00(1 | | | | | | | | | |
1,50
1,00 — el TN T T M
50
A/ A N M i M AW A A h A A A ah a oa A M M
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_NP0038_Bl2.abl<--
3.00 170 175 180 185 190 195 200 205 210 21b
2’00 TGCCTGATGCC,@ATGATGCAGACTCTG/PTAAGAACGAGCTCCTTGGGC

o R VY DV N P N A T S VL FRAV. Y LV N S Y A AV WL PP
S AAVARAAAA VAN ANAVE R ANAR AN AR R ANAAS AAWA RIS &8 RATAVLY,

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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15--> TTC7A_17F_NP0O058_Gll.abl-->
3,00 150 155 160 165 170 175 80 185 100
2,00 TQPPTQATP(‘P(‘ATGATQFAD.A("T(‘T('-‘.D.TAAD.AAn‘r—‘.Ar—‘.(‘T(‘f‘TTﬂr—‘.(’-’:(‘
ood ALAANANA AN ANAA A AN AAN AL yyy NP
VYVVYVVYVVVVVV YV VY VYV YTV UV Y VWYY Y VYV TYVV VT VVYY
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S-—>  TTC7A_17F_NP0058_G11.abl
2,00(1 T T T T T T T T T ]
1,50
1,00 me_ru\qﬂ—/_\f'—w —_——
50
Ax A_A m A A_A A A A A M A M A_A A A A A A A I
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
18<—— TTC7A_17R_NP0058_G12.abl
2,00(‘ T T T T T T T T T ]
1,50
50
A _m M a A n A n A A A A_a A A M A AL_A A A N N
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
18<—— TTC7A_17R_NP0058_G1l2.abl<--
3.00 1170 175 180 185 180 - 1B5 200 205 210
2’00 TGCCATGATGCCPAJGATGCAGACTCTGIFTAAGAACGAG‘CTCCTTGGGC
rood AA A AAA N SN A A AN ANA AATAA AN A AN AN A NAA A
YYVY YV VYVVVVVYVYNYVVVV VYN LYY YVY VYV YYVY VW
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S-—>  TTC7A_17F_PRO096_All.abl-->
3!00 149 1oU 190 10U 109 170 170 ToU 160 1Y
2000 T GCOTRATGCCCATGATGAAGAL |C TEGTAAGAALGAGCTICCTITIGRGE
N ML PO AT YT NLPY PO
VY YVY VYRV TV VUV F YV AUV T VY Y YVYVEVVY
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S-—>  TTC7A_17F_PRO096_All.abl Mutations: 275T>TC$35.8
2,00(1 T T T T T T T T T 1
1,50 WA
1,00 ﬂﬁﬂw ]
50
A M A A M A An N MH A N A N M A A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<——  TTC7A_17R_PRO096_A12.abl Mutations: 276C>CT$23.6
2,00(1 T T T T T T T T T 1
1,50 2364
TR e R o R e N EN—
50 NN
A A4 M A AN M A A AAI\,/u I\A Al A v A A AN Jia\
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<——  TTC7A_17R_PRO096_A12.abl<—-
o0 170 175 180 185 190 195 200 205 210 21b
2000—F6GEC 6T GATGECECLATGATGEGLAGACTHFECECTGHTAAGAAGCGAGECTCECTTFGGE
1,00\/\/\/\,\ N VA A UAA el AN AR A AL A AAIN /\Vn\/\v.
VYV YV VYV VVV YV IV VYV YAVVA U XV VY VW VTV YV VY YV
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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Mutation Surveyor V4.0.9 5
15--> TTC7A_17F_RLOO08_Ell.abl-->
3,00 160 155 160 165 170 175 180 185 190
2000 T GCOTGATGCCCATGATGQGAGAC CTGGTTAAGAAELGAGCTCCTTGGGC
rood AN A AAAA A NA A AIAA DA AL AN AL L AAAATL A AN 2 Al s
VYVVYVYVYVVVVVIVVVY VYWY YWV Y VWV VY VYV Y YV VVI VY VVY
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S--> TTC7A_17F_RL0O008_El1l.abl Mutations: 275T>TC$40.5
2,00(1 I I I I I I I I I 1
1,50 ! 46
1,00 — T ] ] I\ 159 —_— —
50
n A_A A_A A _m 4 A J A_M A A A AN L M /
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- TTC7A_17R_RL0O008_E12.abl Mutations: 275T>TC$92.4
2,00(1 I I I I I I I I I 1
1,50 92 .40
50 | /
A_A M N A A A A A / JANIN A A A A A A A A A A /
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- TTC7A_17R_RL0O008_E12.abl<--
3.00 1170 1¥5 180 185 190 195 200 205 210
’ TGCGQITGATGCCCATGATGGQQAGAC CTGI@TAAGAACGAGCTCCTTGGGC
2,00 o) A o
LOOJ\/\/\/\/L/\/\/\/\J\AI\Ar\/\n/\/\/\ YAV AV WA /\Af\f\/\nf\/\f\\/\/\\/\l\n
YYVYVYVYVVVVY VY YVYVVV VWYXV EYVY VN VYV Y XYY Y X A

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

15--> TTC7A_17F_SOAP0291_H1l.abl-->

228 TGCQZRTI'GAT;;ZCCA;I':%ATG;”; AC'1FCJGGTAAGAAbeAGCTCCTTﬁGGC
rood ANANAAAA AN UAAA AN NN LA L AA AL A AR A A AR
S IAARAAVA AR AR AN NN RAWAS S RAWAN NN WA

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

70 175 180 185 190

G

1S--> TTC7A_17F_SOAP0291_H11l.abl

2,00(1 I I I I I I I I I 1
1,50
50
A_n A A M a A A A A u A a M " A a oA A A M " A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_SOAP0291_H12.abl
200(1 I I I I I I I I I 1
1,50
s N
50
AN A A_M A A A A ) h " /‘ Ay M A s A A_A I AN A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_SOAP0291_H12.abl<--
4,00 170 75 T80 185 0 195 200 205 2f0
3,00 IFI'GCOgTGAT GQUCCCAINGATGUAGACIHCIT G TAAGAACGARG b NI CRCHCH ]
2,00

Toodan Al A A AN AN A A AN ANANATAL An A nn N AAANAAR.
LY VVYVVVVYYVYVVVYVYVY VYW VI XY T VYV Y VAN V\/VV VVYY Y VW

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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15--> TTC7A_17F_SOAP0493_A09.abl-->
3.00 150 165 160 165 170 175 180 185 190

200 TGCQTGATGCCCATGATGGQAGACGC |[C TGGTAAGAALECGAGCTCCTITGGGC

cod AMANANAANANANNAA A AN AN A AN AANAAAANAA AN
CMNYVVYYVYVY VYV VYUYV VYV IXUYAN JY VWYY Y TEYY YV VY VY VY VVY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S--> TTC7A_17F_SOAP0493_A09.abl Mutations: 275T>TC$39.7
2,00(1 I I I I I I I I I 1
1,50 9.73
T I S R —
50 A
M A_A_m A s A AL_A A M aa hs } A A A_A A a1\ EAY) 24 A .
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_SOAP0493_Al0.abl Mutations: 275T>TC$7.2 277_276dup
2,00(1 I I I I I I I I I 1
1,50 7116
1,00 . 9 / e O e, S —
50 "
Az AN a4 A A_a A A A ) ) VY / ,‘}\’_ﬂ//\;‘ AP A_A U 24 h A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
15<—- TTC7A_17R_SOAP0493_Al10.abl<--
3.00 170 175 180 185 190 195 200 205 210 215
200 TGCOJTGATGCCLCATGATGQAGACTCCTGERTAAGAACGAGCTCCTITGGG[

cod AANAA A A alr Al a N a an AN A L ANATIAAA AL An AN AAAAA AN
TV VY VY VYVVV VYV VVVYVVVVV YRV VAV Y Y VY VY VYV VYV YT XYV

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

15--> TTC7A_17F_SONP0145_B09.abl-->

3,00 150 155 160 165 170 175 180 185 190
200 TGCOGTGATGCCCATGATGCGAGACTCTGGTAAGAALGAGCTCCTTGGGC

cood ALAAAANA L ANAAANAAA S AN ANAANNA A L AAAAL A AANAA A AN p
CNVYVYYVVVYVVVVVYVVYVVVY VYV VAWV VY " YV Y VYV Y VY VT VVY Y

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950

1S--> TTC7A_17F_SONP0145_B09.abl

2,00(1 I I I I I I I I I 1
1,50
1,00 e e T et N, T e T T M
50
A M 4 A A a A [NV | AL A M4 m_h AN A A N K MM I
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_SONP0145_B10.abl
2,00(1 I I I I I I I I I 1
1,50
1,00 T~ L~ T
50
A M A M A A _n M A M A A h A A & A A M A A
2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
1S<—- TTC7A_17R_SONP0145_B10.abl<--
3.00 170 175 180 185 190 195 200 205 210 21b
2’00 TGCCTGATGCCACA‘TGATGACAGACTCTG/‘STAAGAACGAGHCTCCTTGGGC

A A A T o A A AN A A A A A A AT A A pn
S AVANAAAANANS AN AR AB AN N ANAMSAAATA B AA AN AATAY

2,550 2,600 2,650 2,700 2,750 2,800 2,850 2,900 2,950
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