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Appendix 3
Genetic coeﬃcient of inter-individual variability
The coeﬃcient of inter-individual variability of a model parameter due to a causal variant, RGC , is function of association eﬀect size β and the causal variant minor allele frequency p, such as:

β2 × p(1 − p)
[image: image2.emf]RGC = β2 × p(1 − p) + ω2 × 100
Where ω2 is the variance of the associated model parameter.

Shrinkage calculation
Shrinkage [18], Sh for a given model parameter is calculated as follows:


Where ηˆi are the empirical Bayes estimates of the individual random eﬀects for the model parameter of interest.

Relative error estimates
The relative error estimates (REE), relative bias (RBIAS) and relative root mean square error (RRMSE) for a given model parameter is calculated as follows:

where ϕl  is the model parameter estimate for data set l and ϕREF  the corresponding true (i.e. simulated) value.
