Supplementary Figure 1.

This shows an alignment of FCGR3A (top, “A”) with FCGR3B (bottom, “B”). Primers are shown in bold
and underlined, primer numbers correspond to Supplementary Figure 2 and Supplementary Table 1.
Arrows indicate the direction of the primer. Polymorphisms are shown in red for FCGR3A and blue
for FCGR3B. Differences between FCGR3A and FCGR3B are shown in green. *rs449443 is located
under a C__25815666_10 assay primer sequence

rs41508344 primer 1 —»
CTTTCCCTTATC]CT CAGGATCTGGGTGGTACGTGGECCCCTTCACAAAGCTCTGCACTGA A
FIETEEEEEEr Crrrr e e et et e et e e rrrd
CTTTCCCTTATGCCT CAGGAT CTGGGT GGTACGTGGECCCCTTCACAAAGCTCTGCACTGA B

rs418215
GAGCTGAGGCCTCCCGGECCTGEEGTG - TCTGTGICTTTCAGGCTGECTGITGCTCCAG T A

AR R R A R AR AN
GAGCT GAGGCCTCCCGEGCCTGEEGTGTCTCTGTGTCTTTCAGGCTGECTGI TGCTCCAG B

primer 2 —»
GCCCCTCGGT GGGT GT TCAAGGAGGAAGACCCTATTCACCTGAGGTGTCACAGCTGGAAG A

RN R AR A AN AR AR AN RANRA AN
GCCCCTCGGT GGGT GT TCAAGGAGGAAGACCCTAT TCACCTGAGGTGTCACAGCTGGAAG B

rs443082
AACACTGCTCTGCATAAGGT CACATATTTACAGAATGGCAAAGBCAGGAAGTATTTTCAT A

LUCTELEE TR e e e e e e e e e |
AACACTGCTCTGCATAAGGT CACATATTTACAGAAT GGCAAAGACAGGAAGTATTTTCAT B

rs396716 r s449443*
CATAATTCTGACT TCJJACAT TCCAAAAGCCACACTCAAAGABAGCGGCTCCTACTTCTGC A
IETEEEEEEr e trrr et et ettt e et e e e e et el
CATAATTCTGACTTCCACATTCCAAAAGCCACACT CAAAGATAGCGGECTCCTACTTCTGC B
rs114169903 rs71632957

rs396991
AGGGGGCT TTTGGGAGTAAAAATGT GTCTTCAGAGACTGTGAACATCACCATCACTCAA A
FIEEEEEEE TP Err et e et e ettt er e et e e et el
AGGGCGCGECTTGT TGEGAGTAAAAAT GTGT CTTCAGAGACT GTGAACATCACCATCACTCAA B

rs200215055

rsl147902411

GGTGAGACATGTGCCACCCTGGAATGCCCAE'GACGCCTGTGTGTGGAACCTGCAATCAC A

AR R AR R AR ARy
GGT GAGACAT GT GCCACCCT GGAAT GCCCAGGGACGCCTGT GTGTGGAACCTGCACTCAC B

ACTGGGAAGT TGAGT TGGGAGGAGATTCCTGATTCTTACACGCACTTCTTCATATGIGGT A

R AR RN R AN RN AR RN AR RN
ACTGGGAAGT TGAGT TGGGAGGAGAT TCCTGATTCTTACACGCACTTCTTCATATGTGGT B

<«— primer 3
TCCCTCCTGGTGATCACCAGGAGGT CCCCAAAAGTCCCTGATTGCAGGGTAGGTTTGCAG A

R AR AR A A RN ARNAARERRAAE AN
TCCCTCCTGGT GATCACCAGGAGGT CCCCAAAAGT COCTGATTGCAGGGTAGGTTTGCAG B

CTCTGTTTCAGICCATTCTTTTGEGGTAGCTAGGAGGTGTCATTCACTCTGCAGCATGAT A

AR AR AR AN AR NN
CTCTGTTTCAGTCCATTCTTTTGGGGTAGCTAGGAGGTGTCATTCACTCTGCAGCATGAT B

<«— prinmer 5
GGCAGGAGCAGAAGCCACATCTCCTCCCCAATAAATACCTCTGICTTTCCTTACCCTAAT A

AR RN R AR A RN ARy
GGCAGGAGCAGAAGCCACATCTCCTCCCCAATAAATACCTCTGTCTTTCCTTACCCTAAT B




CACACCCACGGTGT CATATGT TCCTATCGTGCTGGCCTCCT TCTTATCCAAGCCTTTTAG

AR AR R RN AN NN RRRAN ANy

CACACCCACGGTGTCATATGT TCCTATCGT GCTGGCCTCCTTCTTATCCAAGCCTTTTAG
rs143617797

CCACGATCCAAACT GGCAGGAGCCCCT CATCCCCT CACAGAAAGAGCCCAGAACCT GGGT

AR AR RN AR AN AR RN RAAARARNAAEANE
CCACGAT CCAAACT GGCAGGAGCCCCT CATCCCCT CACAGAAAGAGCCCAGAACCT GGGT

TCTGGCCCTGCAGCTAATTAACCAT CTGACCAGAGGT GAGCCACTTAGTCTCTCTGAACC

R R R A AR AR AR AN AR
TCTGGOCCT GCAGCT AAT TAACCATCTGACCAGAGGT GAGCCACT TAGTCTCTCTGAACC

CCAATTTCTTCTTCCGTAACAAAAATAAGCTGACATTTATTGGGCACCTTTCAGT GTGCT

U AR RN AN AR AR AEE AR
CCAATTTCTTCTTCCGTAACAAAAATAAGCTGACATTTATTGGGCACCTTTCAGTGTGCT

AGACTCTGTGCTAAACAATTCTTTACATGCACCTGGT TTGACTATCACAGTAGACCTTCA

R AR AN AN AN AN nAENANAE Y
AGACTCTGTGCTAAACAATTCTTTACATGCACCTGGT TTGACTACCACAGTAGACCTTCA

CAACATGAGATAGGTAATATTCCATTTTACAGAT GAAGT AACCGAGGT GCAAAAATAAAT

RN AN AN AR ANy
CAACATGAGATAGGT AATATTCCAT TTTACAGAT GAAGT AACCGAGGT GCAAAAATAAAT

AAATAAGTT= TCCCTAAGGT CACATCAAAGACT TCAAAGCCT GTATATTTAACCAGTAAG
RN AR R R AN AR RRARENEN RN
AAATAAGT TGCCCCTAAGGT CACATCAAAGACT TCAAAGCCTGTATATTTAACCAGTAAG
rs192912494

rs72553626
TAAAAGATTTGAN.AAGCACTAATATCCTATGATCCCATTAAGTCATCCACAAAACATCT
AR AR AR AR R AR A AR AR RN R AR AN EEEERAR AR
TAAAAGATTTGAAGAAGCACTAATATCCTATGATCCCATTAAGT CATCCACAAAACATCT
rs77797911

<«— primer 4
CTAGGTTCTGTAGCACCAGCCT CCAGAATCAGAGCTCTAGAGTGGTGTGCCTGGACTTTC

RN AR AR R AR
CTAGGT TCCATAGCACCAGCCT CCAGAAT CAGAGCTCTAGAGT GGTGTGCCTGGACTTTC




