Supplement to Notifiable genetic variants on commercially-available SNP arrays


Supplemental Table 2. Information on NHGRI GWAS catalog of variants associated with common diseases. This catalog includes only SNPs with p-values for association < 9.5x10-6 from GWAS assaying ≥ 100,000 variants.

	Disease 
	Gene 
	SNPid
	SNP Genotyping Arrays
	AA
	Ab
	bb
	FHS MAF
	Risk allele (if given)
	CEU
	CHB
	JPT
	YRI

	Bone and Musculoskeletal Disorders

	Knee osteoarthritis
	PTGS2,PLA2G4A 
	rs4140564
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.059
	-
	0.076
	0.000
	0.000
	0.076

	Rheumatoid arthritis
	TNFAIP3, OLIG3
	rs10499194
	AX
	
	
	
	0.292
	C
	0.175
	0.011
	0.091
	0.100

	
	TRAF1-C5
	rs3761847
	I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.583
	G
	0.483
	0.511
	0.545
	0.350

	
	Intergenic
	rs11761231
	AN,A5,A6,IM,IMD,IBC
	3616
	3740
	1012
	0.344
	C
	0.400
	0.767
	0.711
	0.183

	
	
	rs743777
	AS,A6,IBC
	3796
	3688
	837
	0.322
	G
	0.275
	0.133
	0.102
	0.575

	
	
	rs2837960
	AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	5167
	2607
	434
	0.212
	G
	0.102
	0.216
	0.125
	0.250

	
	
	rs3816587
	AX,AS,A5,A6,I1,IM,IMD,IBC
	2801
	4131
	1450
	0.419
	C
	0.442
	0.656
	0.722
	0.542

	Restless legs syndrome
	BTBD9
	rs3923809
	AG,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	3863
	3524
	809
	0.314
	A
	0.259
	0.651
	0.640
	0.342

	
	MEIS1
	rs2300478
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	4664
	3126
	554
	0.254
	G
	0.242
	0.222
	0.273
	0.125

	
	BTBD9
	rs9296249
	AX,AN,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	5051
	2921
	412
	0.223
	T
	0.200
	0.544
	0.500
	0.458

	
	MAP2K5, LBXCOR1
	rs12593813
	AS,A5,A6,I2,I5,I6,I6Q,IM,IMD
	3966
	3538
	880
	0.316
	G
	0.317
	0.614
	0.678
	0.842

	Cardiovascular Diseases

	Coronary spasm in women
	
	rs10498345
	
	
	
	
	0.000
	T
	0.000
	0.189
	0.221
	0.138

	Atrial fibrillation
	Intergenic
	rs958546
	AH,A6
	
	
	
	0.293
	-
	0.381
	0.311
	0.364
	0.342

	
	KIAA1598
	rs4776472
	AH,A6
	
	
	
	0.241
	-
	0.242
	0.474
	0.569
	0.043

	
	CNTN5
	rs10501920
	AH,AS,A5,A6
	6534
	1728
	109
	0.116
	-
	0.092
	0.167
	0.189
	0.225

	Heart failure
	KIAA1598
	rs740363
	AH,AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	2319
	4166
	1882
	0.474
	-
	0.458
	0.089
	0.091
	0.333

	Major CVD
	Intergenic
	rs499818
	AH,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.279
	-
	0.208
	0.122
	0.091
	0.058

	Coronary disease
	CDKN2A,CDKN2B
	rs1333049
	AN,A5,A6,IBC
	2137
	4229
	1924
	0.487
	C
	0.492
	0.478
	0.511
	0.175

	
	
	rs17672135
	AN,A5,A6,IBC
	6542
	1677
	104
	0.113
	C
	0.150
	0.089
	0.144
	0.092

	
	
	rs688034
	AN,A5,A6,IBC
	3712
	3663
	892
	0.329
	T
	0.291
	0.000
	0.000
	0.058

	
	
	rs8055236
	AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	5555
	2499
	278
	0.183
	G
	0.208
	0.111
	0.167
	0.608

	
	MTHFD1L
	rs6922269
	AX,AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	4535
	3253
	588
	0.264
	A
	0.300
	0.022
	0.011
	0.725

	
	Pseudogene
	rs2943634
	AN,A5,A6,IBC
	3632
	3733
	990
	0.342
	C
	0.358
	0.133
	0.089
	0.608

	Atrial fibrillation/atrial flutter
	PITX2,ENPEP
	rs2200733
	AX,AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	6283
	1865
	170
	0.133
	T
	0.117
	0.422
	0.467
	0.300

	
	
	rs10033464
	I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	
	
	
	0.091
	T
	0.117
	0.233
	0.209
	0.250

	Hypertension
	RYR2,CHRM3,ZP4
	rs2820037
	AS,A5,A6,IBC
	5754
	2385
	245
	0.171
	T
	0.158
	0.100
	0.033
	0.433

	
	
	rs2398162
	AS,A5,A6,IM,IMD,IBC
	4932
	2853
	431
	0.226
	A
	0.217
	0.633
	0.625
	0.100

	Stroke
	IMPA2
	rs7506045
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	6843
	1299
	78
	0.089
	-
	0.075
	0.333
	0.167
	0.167

	
	Intergenic
	rs10486776
	AX,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.074
	-
	0.058
	0.178
	0.070
	0.000

	
	AIM1
	rs783396
	AG,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	7086
	1206
	78
	0.081
	-
	0.067
	0.033
	0.080
	0.100

	Myocardial infarction
	CDKN2A,CDKN2B
	rs10757278
	IBC
	
	
	
	0.509
	G
	0.500
	0.474
	0.528
	0.051

	Respiratory Disorders
	
	
	
	
	
	
	
	
	
	
	
	

	Childhood asthma, ORMDL3 expression
	Intergenic
	rs7216389
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.512
	T
	0.483
	0.611
	0.711
	0.875

	Cancer

	Breast cancer
	ECHDC1,RNF146
	rs2180341
	AN,A5,A6
	4864
	3002
	515
	0.241
	G
	0.275
	0.267
	0.211
	0.342

	
	COLIA1
	rs2075555
	AX,AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	6200
	2024
	150
	0.139
	-
	0.183
	0.411
	0.367
	0.233

	
	Intergenic
	rs6556756
	AH,AN,A5,A6,IM,IMD
	6365
	1742
	113
	0.120
	-
	0.100
	0.400
	0.500
	0.025

	
	Intergenic
	rs1154865
	AH
	
	
	
	0.223
	-
	0.153
	0.211
	0.122
	0.275

	
	Intergenic
	rs1978503
	AH,AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	5480
	2542
	322
	0.191
	-
	0.167
	0.189
	0.136
	0.192

	
	ABCC4
	rs1926657
	AX,A6,I6Q,IM,IMD,IBC
	
	
	
	0.172
	-
	0.158
	0.422
	0.386
	0.417

	
	FGFR2
	rs2981582
	A6,IM,IMD
	
	
	
	0.416
	G
	0.417
	0.300
	0.200
	0.517

	
	TNCR9,LOC6,43714
	rs3803662
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	4347
	3331
	669
	0.280
	C
	0.300
	0.711
	0.556
	0.533

	
	MAP3K1
	rs889312
	I6Q,IMD,ICQ
	
	
	
	0.279
	A
	0.308
	0.500
	0.545
	0.328

	
	Intergenic
	rs13281615
	I6Q,IMD,ICQ
	
	
	
	0.418
	T
	0.458
	0.568
	0.611
	0.433

	
	LSP1
	rs3817198
	AS,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	3901
	3628
	832
	0.316
	T
	0.342
	0.100
	0.144
	0.125

	
	FGFR2
	rs1219648
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.418
	G
	0.417
	0.367
	0.295
	0.467

	
	TNRC9
	rs3803662
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	4347
	3331
	669
	0.280
	C
	0.300
	0.711
	0.556
	0.533

	
	Intergenic
	rs13387042
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.481
	A
	0.633
	0.133
	0.111
	0.775

	Colorectal cancer
	DQ515897
	rs7014346
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	3433
	3853
	1090
	0.360
	A
	0.267
	0.356
	0.216
	0.467

	
	Intergenic
	rs3802842
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.293
	C
	0.242
	0.375
	0.300
	0.342

	
	SMAD7
	rs4939827
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.468
	T
	0.492
	0.744
	0.795
	0.767

	
	Intergenic 
	rs10795668
	I2,I5,I6,I6Q,IM,IMD
	
	
	
	0.327
	C
	0.362
	0.352
	0.405
	0.008

	
	EIF3H
	rs16892766
	AS,A6,I2,I5,I6,I6Q,IM,IMD
	7132
	636
	249
	0.071
	A
	0.117
	0.000
	0.000
	0.229

	
	SMAD7
	rs4939827
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.468
	T
	0.492
	0.744
	0.795
	0.767

	
	Intergenic
	rs6983267
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.508
	G
	0.458
	0.389
	0.341
	0.983

	
	ORF DQ515897
	rs10505477
	AH,AN,A5,A6,I6Q,IMD,ICQ
	2117
	4213
	2054
	0.496
	A
	0.442
	0.378
	0.341
	0.900

	Lung cancer
	CHRNA3
	rs8034191
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.361
	G
	0.433
	0.044
	0.011
	0.142

	
	CRP
	rs2808630
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.305
	G
	0.283
	0.244
	0.114
	0.183

	
	IL1RAP
	rs7626795
	AG,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	6209
	1910
	154
	0.134
	G
	0.133
	0.200
	0.205
	0.450

	
	CHRNA3, CHRNA5, CHRNB4
	rs8034191
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.361
	G
	0.433
	0.044
	0.011
	0.142

	Melanoma
	CDC91L1
	rs910873
	A6,IM,IMD
	
	
	
	0.098
	T
	0.092
	0.000
	0.000
	0.000

	Neuroblastoma
	FLJ22536, FLJ44180
	rs6939340
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.469
	G
	0.425
	0.644
	0.682
	0.883

	Prostate cancer
	MSMB
	rs10993994
	I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.391
	T
	0.339
	0.411
	0.477
	0.800

	
	KLK3
	rs2735839
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.129
	G
	0.092
	0.356
	0.400
	0.400

	
	Intergenic
	rs7931342
	I2,I5,I6,I6Q,IM,IMD
	
	
	
	0.455
	G
	0.508
	0.227
	0.302
	0.883

	
	SLC22A3
	rs9364554
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.271
	T
	0.233
	0.364
	0.318
	0.008

	
	LMTK2
	rs6465657
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.434
	C
	0.525
	0.089
	0.057
	0.000

	
	NUDT10, NUDT11, LOC340602, GSPT2, MAGED1
	rs5945572
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	-
	A
	0.389
	0.059
	0.106
	0.333

	
	EHBP1
	rs721048
	IM,IMD
	
	
	
	0.177
	A
	0.117
	0.022
	0.045
	0.000

	
	Intergenic
	rs1529276
	AH
	
	
	
	0.187
	-
	0.183
	0.000
	0.034
	0.000

	
	CTDSPL
	rs9311171
	AH,A6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.159
	-
	0.175
	0.089
	0.011
	0.567

	
	HAPLN1
	rs4466137
	AX,AN,A5,A6
	4757
	3079
	504
	0.245
	-
	0.225
	0.167
	0.159
	0.175

	
	PKHD1
	rs10498792
	AX,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.111
	-
	0.108
	0.211
	0.111
	0.267

	
	Intergenic
	rs345013
	AX
	
	
	
	0.128
	-
	0.117
	0.156
	0.205
	0.058

	
	TCF2
	rs4430796
	I2,I5,I6,I6Q,IM,IMD,IBC
	
	
	
	0.487
	A
	0.467
	0.722
	0.667
	0.390

	
	Intergenic
	rs1859962
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.531
	G
	0.492
	0.511
	0.800
	0.792

	
	Intergenic
	rs16901979
	AS,A5,A6
	7947
	429
	6
	0.026
	
	0.025
	0.289
	0.156
	0.542

	
	Intergenic
	rs6983267
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.508
	G
	0.458
	0.389
	0.341
	0.983

	Prostate cancer (aggressive)
	MSMB
	rs10993994
	I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.391
	T
	0.339
	0.411
	0.477
	0.800

	
	Intergenic
	rs10896449
	I2,I5,I6,I6Q,IM,IMD
	
	
	
	0.461
	G
	0.508
	0.089
	0.033
	0.708

	
	CTBP2
	rs4962416
	I2,I5,I6,I6Q,IM,IMD
	
	
	
	0.271
	C
	0.229
	0.011
	0.011
	0.233

	
	JAZF1
	rs10486567
	AH,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.231
	G
	0.267
	0.844
	0.867
	0.317

	Dermatologic Disorders

	Psoriasis
	COG6
	rs7993214
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.321
	-
	0.442
	0.156
	0.193
	0.300

	
	SPATA2
	rs495337
	I1
	
	
	
	0.395
	-
	0.430
	0.330
	0.398
	0.076

	Autoimmune Diseases

	Celiac disease
	RGS1
	rs2816316
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.187
	C
	0.217
	0.178
	0.284
	0.267

	
	IL12A, SCHIP1
	rs17810546
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.119
	G
	0.100
	0.000
	0.000
	0.000

	
	IL1RL1,IL18R1,IL18RAP, SLC9A4
	rs13015714
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.219
	C
	0.242
	0.467
	0.318
	0.125

	
	LPP
	rs1464510
	AH,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.449
	A
	0.425
	0.511
	0.511
	0.200

	
	TAGAP
	rs1738074
	I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.448
	A
	0.508
	0.364
	0.295
	0.288

	Systemic lupus erythematosus
	ITGAM, ITGAX
	rs11574637
	AN,A6,I2,I5,I6,I6Q,IM,IMD
	5303
	2609
	297
	0.195
	C
	0.142
	0.011
	0.000
	0.292

	
	C8orf13, BLK
	rs13277113
	I2,I5,I6,I6Q,IM,IMD
	
	
	
	0.238
	A
	0.254
	0.688
	0.605
	0.098

	
	BANK1
	rs10516487
	AH,AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	4134
	3502
	740
	0.297
	G
	0.250
	0.189
	0.136
	0.308

	Systemic lupus erythematosus in women
	ITGAM
	rs9888739
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.136
	T
	0.108
	0.011
	0.000
	0.708

	
	KIAA1542
	rs4963128
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.346
	-
	0.350
	0.033
	0.022
	0.550

	
	PXK
	rs6445975
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.294
	C
	0.208
	0.167
	0.178
	0.658

	
	Intergenic
	rs10798269
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.346
	-
	0.375
	0.244
	0.256
	0.533

	Celiac disease
	KIAA1109,TENR,IL2
	rs6822844
	I3,I5,I6,IM,IMD,IC,IBC
	
	
	
	0.186
	G
	0.203
	0.000
	0.000
	0.000

	Crohn's disease
	BSN, MST1
	rs9858542
	AS,A5,A6,I1,IM,IMD,IBC
	4206
	3454
	718
	0.292
	A
	0.242
	0.044
	0.078
	0.200

	
	NKX2-3
	rs10883365
	AN,A5,A6,IBC
	2095
	4192
	2087
	0.500
	G
	0.500
	0.456
	0.500
	0.508

	
	PTPN2
	rs2542151
	AN,A5,A6,IM,IMD,IBC
	5855
	2259
	236
	0.164
	G
	0.192
	0.189
	0.078
	0.200

	
	IRGM
	rs1000113
	AS,A5,A6,IM,IMD,IBC
	6837
	1411
	71
	0.093
	T
	0.033
	0.378
	0.398
	0.284

	
	
	rs9469220
	AN,A5,A6,IM,IMD,IBC
	2425
	4076
	1882
	0.468
	A
	0.400
	0.651
	0.633
	0.612

	
	IRGM
	rs13361189
	AN,A5,A6,IBC
	6822
	1433
	74
	0.095
	-
	0.025
	0.422
	0.389
	0.533

	
	NKX2-3
	rs10883365
	AN,A5,A6,IBC
	2095
	4192
	2087
	0.500
	G
	0.500
	0.456
	0.500
	0.508

	
	PTPN2
	rs2542151
	AN,A5,A6,IM,IMD,IBC
	5855
	2259
	236
	0.164
	-
	0.192
	0.189
	0.078
	0.200

	
	Intergenic
	rs10801047
	AS,A5,A6,IBC
	7114
	1203
	63
	0.079
	-
	0.092
	0.100
	0.133
	0.417

	
	ATG16L1
	rs2241880
	AG,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	2341
	4117
	1918
	0.475
	G
	0.542
	0.389
	0.170
	0.275

	
	Intergenic
	rs224136
	AS,A5,A6,I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	5862
	2285
	206
	0.161
	-
	0.133
	0.211
	0.307
	0.842

	
	Intergenic
	rs1373692
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	
	
	
	0.402
	-
	0.400
	0.833
	0.922
	0.333

	Gastrointestinal Disorders

	Gallstones
	ABCG8
	rs11887534
	No arrays, in HapMap
	
	
	
	0.074
	C
	0.085
	0.022
	0.011
	0.042

	Inflammatory bowel disease
	IL23R
	rs7517847
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	
	
	
	0.423
	C
	0.500
	0.422
	0.364
	0.117

	
	IL23R
	rs11209026
	AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	7156
	1145
	40
	0.073
	A
	0.067
	0.000
	0.000
	0.017

	Metabolic Disorders

	Type 1 diabetes
	RAB5B, SUOX, IKZF4, ERBB3, CDK2
	rs1701704
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.317
	C
	0.292
	0.278
	0.261
	0.095

	
	KIAA0350
	rs2903692
	I2,I5,I6,I6Q,IM,IMD
	
	
	
	0.368
	G
	0.284
	0.267
	0.159
	0.267

	
	SH2B3,LNK,TRAFD1,PTPN1
	rs17696736
	AN,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	2490
	4079
	1795
	0.458
	G
	0.350
	0.000
	0.000
	0.000

	
	ERBB3
	rs11171739
	AS,A5,A6,IM,IMD,IBC
	2874
	4110
	1387
	0.411
	C
	0.375
	0.278
	0.267
	0.842

	
	KIAA0350
	rs12708716
	AS,A6,IBC
	3293
	3275
	1253
	0.370
	A
	0.288
	0.233
	0.156
	0.466

	
	
	rs11052552
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	2124
	4185
	2054
	0.496
	G
	0.483
	0.330
	0.398
	0.858

	
	
	rs17388568
	AS,A5,A6,IM,IMD,IBC
	4807
	3067
	509
	0.244
	A
	0.300
	0.111
	0.089
	0.008

	
	ERBB3
	rs2292239
	AS,A5,A6,IM,IMD,IBC
	3839
	3659
	882
	0.324
	A
	0.300
	0.256
	0.256
	0.417

	
	KIAA0350
	rs12708716
	AS,A6,IBC
	3293
	3275
	1253
	0.370
	A
	0.288
	0.233
	0.156
	0.466

	
	PTPN2
	rs2542151
	AN,A5,A6,IM,IMD,IBC
	5855
	2259
	236
	0.164
	-
	0.192
	0.189
	0.078
	0.200

	
	CD226
	rs763361
	AG,I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	2241
	4140
	1992
	0.485
	A
	0.475
	0.322
	0.477
	0.725

	Type 2 diabetes
	JAZF1
	rs864745
	AN,A5,A6,IBC
	2111
	4157
	2112
	0.500
	T
	0.482
	0.189
	0.216
	0.237

	
	CDC123,CAMK1D
	rs12779790
	IBC
	
	
	
	0.178
	G
	0.229
	0.133
	0.122
	0.051

	
	TSPAN8,LGR5
	rs7961581
	AS,A5,A6,IBC
	4155
	3468
	760
	0.298
	C
	0.233
	0.200
	0.198
	0.178

	
	THADA
	rs7578597
	AG,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	6628
	1487
	80
	0.100
	T
	0.083
	0.000
	0.000
	0.292

	
	ADAMTS9
	rs4607103
	AS,A5,A6,IBC
	4525
	3224
	580
	0.263
	C
	0.192
	0.422
	0.411
	0.275

	
	FTO
	rs9939609
	AS,A5,A6,IBC
	2935
	4083
	1346
	0.405
	A
	0.450
	0.122
	0.167
	0.517

	
	CDKAL1
	rs9465871
	AS,A5,A6,IBC
	5308
	2705
	371
	0.206
	C
	0.150
	0.478
	0.456
	0.617

	
	
	rs358806
	AN,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	5312
	2606
	316
	0.197
	-
	0.212
	0.227
	0.291
	0.105

	
	
	rs12304921
	AS,A6,IBC
	5933
	2213
	204
	0.157
	G
	0.175
	0.534
	0.375
	0.133

	
	
	rs1495377
	AS,A5,A6,IBC
	2134
	4205
	1966
	0.490
	G
	0.467
	0.256
	0.307
	0.155

	
	IGF2BP2
	rs4402960
	AS,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	3847
	3341
	954
	0.322
	T
	0.292
	0.222
	0.311
	0.550

	
	CDKN2A,CDKN2B
	rs10811661
	AS,A5,A6,IBC
	5657
	2392
	273
	0.177
	T
	0.208
	0.405
	0.433
	0.000

	
	CDKAL1
	rs7754840
	AS,A5,A6,I6Q,IMD,IBC
	3872
	3636
	874
	0.321
	C
	0.308
	0.411
	0.378
	0.667

	
	IGF2BP2
	rs4402960
	AS,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	3847
	3341
	954
	0.322
	T
	0.292
	0.222
	0.311
	0.550

	
	CDKN2A, CDKN2B
	rs10811661
	AS,A5,A6,IBC
	5657
	2392
	273
	0.177
	T
	0.208
	0.405
	0.433
	0.000

	
	CDKAL1
	rs7754840
	AS,A5,A6,I6Q,IMD,IBC
	3872
	3636
	874
	0.321
	C
	0.308
	0.411
	0.378
	0.667

	
	Intergenic
	rs9300039
	AX,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.094
	C
	0.108
	0.300
	0.278
	0.169

	
	CDKAL1
	rs7756992
	AG,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	4340
	3351
	686
	0.282
	G
	0.250
	0.467
	0.466
	0.633

	
	CDKN2B
	rs10811661
	AS,A5,A6,IBC
	5657
	2392
	273
	0.177
	T
	0.208
	0.405
	0.433
	0.000

	
	FTO
	rs8050136
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	2928
	4042
	1351
	0.405
	A
	0.450
	0.122
	0.167
	0.467

	
	CDKAL1
	rs10946398
	AS,A5,A6,IBC
	3857
	3635
	875
	0.322
	C
	0.308
	0.411
	0.378
	0.667

	
	HHEX
	rs5015480
	AS,A5,A6,I2,I5,I6,I6Q,IM,IMD,IBC
	3051
	3997
	1313
	0.396
	C
	0.552
	0.211
	0.189
	0.568

	
	SLC30A8
	rs13266634
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	
	
	
	0.258
	C
	0.250
	0.478
	0.444
	0.058

	
	HHEX
	rs1111875
	A6,I1,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	
	
	
	0.395
	G
	0.442
	0.678
	0.591
	0.142

	Incident diabetes
	TMEFF2
	rs10497721
	AX
	
	
	
	0.094
	-
	0.042
	0.367
	0.250
	0.025

	Diabetic nephropathy
	ELMO1
	rs741301
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.333
	-
	0.333
	0.267
	0.409
	0.675

	End-stage renal disease
	PVT1
	rs2648875
	I6,IM,IMD
	
	
	
	0.236
	A
	0.317
	0.600
	0.705
	0.475

	Neurodegenerative Disorders

	Amyotrophic lateral sclerosis
	DPP6
	rs10260404
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.381
	C
	0.392
	0.200
	0.140
	0.350

	
	ITPR2
	rs2306677
	AG,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	6752
	1532
	90
	0.102
	-
	0.083
	0.200
	0.205
	0.254

	
	Intergenic
	rs4363506
	A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.425
	-
	0.325
	0.544
	0.489
	0.283

	
	
	rs16984239
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	5599
	2486
	299
	0.184
	-
	0.183
	0.322
	0.211
	0.025

	
	
	rs12680546
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.273
	-
	0.325
	0.122
	0.070
	0.043

	
	ZFP64
	rs6013382
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.466
	-
	0.466
	0.267
	0.367
	0.525

	
	SUSD1
	rs2782931
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.323
	-
	0.325
	0.311
	0.205
	0.133

	Parkinson's disease
	Intergenic
	rs1480597
	AH,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.180
	-
	0.133
	0.011
	0.000
	0.033

	
	BRDG1
	rs2242330
	I1,IM,IMD
	
	
	
	0.225
	-
	0.190
	0.233
	0.136
	0.093

	
	DLG2
	rs10501570
	AX,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.181
	-
	0.217
	0.022
	0.011
	0.000

	
	SEMA5A
	rs7702187
	No arrays, not in HapMap
	
	
	
	0.151
	-
	0.175
	0.322
	0.295
	0.670

	Multiple sclerosis
	IL2RA
	rs12722489
	AN,A6,IMD
	6159
	2058
	163
	0.142
	C
	0.158
	0.144
	0.167
	0.000

	
	IL7RA
	rs6897932
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	4656
	3153
	560
	0.255
	C
	0.242
	0.200
	0.193
	0.050

	
	KIAA0350
	rs6498169
	AN,A5,A6
	3728
	3689
	955
	0.334
	G
	0.392
	0.578
	0.533
	0.200

	
	RPL5
	rs6604026
	AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	4301
	3367
	715
	0.286
	C
	0.258
	0.011
	0.011
	0.250

	
	DBC1
	rs10984447
	AN,A5,A6
	4958
	2981
	319
	0.219
	A
	0.373
	0.111
	0.178
	0.034

	APOE*e4 carriers with late onset Alzheimer's disease
	GAB2
	rs2373115
	AN,A5,A6,I1,IBC
	5727
	2396
	249
	0.173
	G
	0.108
	0.422
	0.533
	0.350

	Exfoliation glaucoma
	LOXL1
	rs3825942
	I1,IM,IMD
	
	
	
	0.161
	G
	0.172
	0.111
	0.125
	0.415

	Wet age-related macular degeneration
	HTRA1
	rs11200638
	No arrays, not in HapMap
	
	
	
	-
	A
	-
	-
	-
	-

	Age-related macular degeneration
	CFH
	rs380390
	AX
	
	
	
	0.400
	C
	0.450
	0.078
	0.068
	0.233

	Psychiatric Disorders

	Bipolar disorder
	PALB2,NDUFAB1,DCTN5
	rs420259
	AS,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	4212
	3401
	654
	0.285
	A
	0.200
	0.378
	0.333
	0.425

	
	
	rs6458307
	AN,A5,A6,I3,I5,I6,IM,IMD,IC,IBC
	4004
	3613
	642
	0.296
	-
	0.336
	0.222
	0.273
	0.567

	
	
	rs683395
	AN,A5,A6,I3,I5,I6,I6Q,IM,IMD,IC,ICQ,IBC
	6846
	1463
	72
	0.096
	G
	0.100
	0.067
	0.100
	0.208

	
	
	rs3761218
	AS,A5,A6,IM,IMD,IBC
	3029
	3964
	1376
	0.401
	C
	0.408
	0.289
	0.267
	0.212

	
	
	rs2953145
	AS,A5,A6,IBC
	5136
	2775
	395
	0.215
	C
	0.208
	0.067
	0.011
	0.200

	
	DGKH
	rs1012053
	I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.162
	A
	0.150
	0.533
	0.522
	0.075

	Neuroticism
	PDE3D
	rs702543
	AH,I3,I5,I6,I6Q,IM,IMD,IC,ICQ
	
	
	
	0.565
	A
	0.492
	0.690
	0.727
	0.042

	Schizophrenia
	CCDC60
	rs11064768
	AG,A6,I2,I5,I6,I6Q,IM,IMD
	6992
	1287
	65
	0.085
	A
	0.095
	0.000
	0.000
	0.000

	
	CDF2RA
	rs4129148
	AS,A5,A6
	3670
	3685
	988
	0.339
	C
	0.342
	0.515
	0.379
	0.669
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