Supplementary Table S1: GAA gene mutations in HTCP and LTCP patients. HTCP – High-titer CRIM-Positive; LTCP – Low-titer CRIM-positive
	HTCP
	Allele 1
	Protein 1
	Allele 2
	Protein 2

	1
	c.2481+102_2646+31del  
	p.Gly828_Asn882del; 
del Exon 18
	c.2481+102_2646+31del  
	p.Gly828_Asn882del; 
del Exon 18

	2
	c.437delT
	p.Met146ArgfsX7
	c.2481+102_2646+31del
	p.Gly828_Asn882del; 
del Exon 18

	3
	c.1129G>C; 
c.2770T>C
	 p.Gly377Arg; p.Ser924Pro 
	c.2560C>T
	p.Arg854X

	4
	c.2012T>G 
	p.Met671Arg
	Large deletion                    
	 del Exon 15-20

	5
	c.2804T>C
	p.Leu935Pro
	c.2804T>C
	p.Leu935Pro

	6
	c.307T>G 
	p.Cys103Gly
	c.2481+102_2646+31del  
	p.Gly828_Asn882del; 
del Exon 18

	7
	c. 655G>A
	p.Gly219Arg
	c. 1979G>A
	p.Arg660His

	8
	c.1942G>A 
	p.gly648ser
	c.1942G>A 
	p.gly648ser

	9
	c.2236T>C
	p.Trp746Arg
	c. 2560C>T
	p.Arg854Stop

	LTCP
	Allele 1
	Protein 1
	Allele 2
	Protein 2

	1
	c.1438-1G>T (IVS09) 
intronic splice site mutation
	-
	c. T1655C                    
	p. Leu552Pro

	2
	c.2238G>A 
	p.Trp746Stop
	c.1843G>A
	p.Gly615Arg

	3
	c.1064T>C 
	p.Leu355Pro
	c.1064T>C 
	p.Leu355Pro

	4
	c.2297A>C 
	p.Tyr766Ser
	c.2297A>C   
	p.Tyr766Ser

	5
	c.2741_2742delAG;  c.2743_2746dupCAGG 
	p.Gln914ProfsX30
	c.2741_2742delAG  c.2743_2746dupCAGG  
	p.Gln914ProfsX30

	6
	c.872T>C    
	p.Leu291Pro
	c.872T>C     
	p.Leu291Pro

	7
	c.1710C>G  
	p.Asn570Lys
	c.2560C>T 
	p.Arg854X

	8
	c.1465G>A  
	p.Asp489Asn
	c.40_47delGCCGTCTG 
	p.Ala14ArgfsX18

	9
	c.1802C>T; 
c.1726G>A; 
c.2065G>A  
	p.Ser601Leu; 
p.Gly576Ser; 
p.Glu689Lys
	c.1099T>C    
	p.Trp367Arg

	10
	c.1935C>A; 
c.1726G>A; 
c.2065G>A  
	p.Asp645Glu; 
p.Gly576Ser; 
p.Glu689Lys
	c.1194+2T>C (IVS07)

[intronic splice site mutation]
	- 

	11
	c.2560C>T     
	 p.Arg854X
	c.1979G>A    
	p.Arg660His

	12
	c.2560C>T     
	p.Arg854X
	c.1933G>A    
	p.Asp645Asn

	13
	c.1655T>C    
	p.Leu552Pro
	c.2560C>T       
	p.Arg854X

	14
	c.1040C>G  
	p.Pro347Arg 
	c.1003G>A    
	p.Gly335Arg


