	Supplementary Table 1. Benign variants for which minor allele sequencing probes were added

	Gene
	DNA
	dbSNP
	Frequency
	Population

	ABCC9
	c.574-5A>C
	rs3759236
	0.34
	European

	ABCC9
	c.2424+9T>C
	rs11835804
	0.08
	African

	ABCC9
	c.2862C>T
	rs2291550
	0.01
	Asian/African

	ABCC9
	c.3321C>T
	rs35404804
	0.03
	European

	ABCC9
	c.3357G>A
	rs2287626
	0.05
	Japanese

	ABCC9
	c.1296C>T
	rs10770865
	0.008
	African

	ACTC
	c.903A>G
	--
	
	

	ACTC
	c.927T>C
	rs2307493
	0.064
	Mixed

	ACTN2
	c.378T>C
	rs1341863
	0.2
	African

	ACTN2
	c.877-8G>C
	rs2288601
	0.27
	Japanese

	ACTN2
	c.351C>T
	rs1341864
	0.025
	African

	ACTN2
	c.705G>C
	rs2288599
	0.03
	Asian

	ACTN2
	c.1296G>A
	rs35956798
	0.05
	African

	ACTN2
	c.1810A>G
	rs35997569
	0.04
	African

	ACTN2
	c.2139G>A
	rs34975493
	0.06
	African

	CSRP3
	c.150G>A
	rs7124801
	0.13
	African

	CSRP3
	c.336G>A
	rs13451
	0.06
	European

	CSRP3
	c.183C>T
	rs34075817
	0.17
	European

	CSRP3
	c.213C>T
	rs45476991
	0.01
	European

	CSRP3
	c.312C>G
	rs45582433
	0.03
	African

	CTF1
	c.120C>T
	rs8059269
	0.15
	African

	CTF1
	c.274G>A
	rs2234933
	0.015
	African

	DES
	c.75G>A
	rs1318299
	--
	

	DES
	c.93C>T
	rs2017800
	0.11
	European

	DES
	c.828C>T
	rs1058261
	0.4
	European

	DES
	c.1014G>C
	rs12920
	0.41
	European

	DES
	c.1104G>A
	rs1058284
	0.4
	European

	DES
	c.372G>A
	rs34365369
	0.07
	African

	DES
	c.408C>T
	--
	
	

	EMD
	c.445G>C
	rs2070818
	0.029
	Asian

	EMD
	c.565T>C
	rs17174358
	0.03
	Asian

	LDB3
	c.163G>A
	rs3740343
	0.09
	European

	LDB3
	c.302C>T
	rs45592139
	0.08
	African

	LDB3
	c.566C>T
	rs45487699
	0.03
	Hispanic

	LDB3
	c.576G>T
	rs45543741
	0.04
	African

	LDB3
	c.609G>A
	rs45531131
	0.026
	Hispanic

	LDB3
	c.504T>C
	--
	0.04
	LMM*

	LDB3
	c.1041C>A
	rs45555240
	0.167
	African

	LDB3
	c.1074C>T
	rs45459491
	0.043
	European

	LDB3
	c.1903G>A
	rs45618633
	0.043
	African

	LDB3
	c.2016C>T
	rs45578640
	0.009
	European

	LDB3
	c.352G>A
	rs35507268
	0.009
	European

	LDB3
	c.493C>T
	rs45610637
	0.026
	Asian

	LDB3
	c.783C>T
	rs45470296
	0.026
	Hispanic

	LDB3
	c.793C>T
	rs45521338
	0.028
	Asian

	LDB3
	c.1014A>G
	--
	
	

	LDB3
	c.954C>T
	rs45603139
	0.021
	African

	LDB3
	c.970C>T
	rs45512506
	0.021
	African

	LDB3
	c.1971C>T
	--
	
	

	LMNA
	c.861T>C
	rs538089
	0.156
	LMM*

	LMNA
	c.1338T>C
	rs505058
	0.078
	European

	LMNA
	c.1698C>T
	rs4641
	0.284
	European

	LMNA
	c.198T>C
	--
	
	

	LMNA
	c.51C>T
	--
	
	

	LMNA
	c.5A>G
	rs11549669
	--
	

	LMNA
	c.78C>T
	--
	
	

	LMNA
	c.612G>A
	rs12117552
	0.008
	European

	LMNA
	c.691A>C
	rs11549666
	0**
	all HapMap

	LMNA
	c.1022A>C
	rs11549667
	--
	

	LMNA
	c.1028G>A
	rs61177390
	--
	

	LMNA
	c.1445G>A
	rs11575937
	--
	

	LMNA
	c.1583C>T
	--
	
	

	LMNA
	c.1930C>T
	--
	
	

	MYBPC3
	c.472G>A
	rs3729986
	0.078
	European

	MYBPC3
	c.492C>T
	rs3218719
	0.050
	European

	MYBPC3
	c.537C>T
	rs11570051
	0.036
	Global

	MYBPC3
	c.706A>G
	rs3729989
	0.117
	European

	MYBPC3
	c.786C>T
	rs11570058
	0.098
	European

	MYBPC3
	c.1144C>T
	rs11570076
	0.035
	African

	MYBPC3
	c.2498C>T
	rs3729952
	0.042
	African

	MYBPC3
	c.2547C>T 
	rs3729953
	0.033
	European

	MYBPC3
	c.3288G>A
	rs1052373
	0.500
	African

	MYBPC3
	c.132C>T
	--
	
	

	MYBPC3
	c.558G>T
	--
	
	

	MYBPC3
	c.1608T>A
	--
	
	

	MYBPC3
	c.2196C>T
	--
	
	

	MYBPC3
	c.2499G>A
	--
	
	

	MYBPC3
	c.2686G>A
	rs35078470
	0.013
	Mixed

	MYBPC3
	c.3003C>T
	--
	
	

	MYBPC3
	c.3413G>A 
	--
	
	

	MYBPC3
	c.3699G>A
	--
	
	

	MYH7
	c.189T>C
	rs2069540 
	0.559
	European

	MYH7
	c.597A>G
	rs2069541
	0.008
	European

	MYH7
	c.732C>T
	rs2069542
	0.180
	European

	MYH7
	c.975C>T
	rs2231124
	0.034
	European

	MYH7
	c.1062C>T
	rs735712
	0.082
	European

	MYH7
	c.1095G>A 
	rs735711
	0.141
	European

	MYH7
	c.1128C>T
	rs2231126
	0.095
	European

	MYH7
	c.1605A>G
	rs2069543
	0.029
	Mixed

	MYH7
	c.1767C>T
	rs3729816
	0.025
	African

	MYH7
	c.2967T>C
	rs7157716
	0.322
	European

	MYH7
	c.3153G>A
	rs45540831
	0.019
	European

	MYH7
	c.3337-3_3337-2insC
	rs45504498
	0.064
	European

	MYH7
	c.3351G>A
	rs45554236
	0.006
	European

	MYH7
	c.3864C>G
	rs45501694
	0.042
	African

	MYH7
	c.4472C>G
	rs3729823
	0.017
	European

	MYH7
	c.4566T>C
	rs2754155
	0.006
	European

	MYH7
	c.4716C>T
	rs7140196
	0.125
	African

	MYH7
	c.5106G>A
	rs3729830
	0.114
	European

	MYH7
	c.4452C>T
	rs61737803
	--
	

	MYH7
	c.474C>T
	--
	
	

	MYH7
	c.1518C>T
	--
	
	

	MYH7
	c.1983C>T
	--
	
	

	MYH7
	c.2047G>C
	rs1126421
	0**
	

	MYH7
	c.2162+4G>A
	--
	
	

	MYH7
	c.2472C>T
	--
	
	

	MYH7
	c.2637C>T
	--
	
	

	MYH7
	c.2751C>T
	rs1041957
	0**
	

	MYH7
	c.2769C>T
	rs36211716
	0.003
	European

	MYH7
	c.4353+10G>A
	--
	
	

	MYH7
	c.4788G>A
	--
	
	

	MYH7
	c.5397A>G
	--
	
	

	MYH7
	c.5559+8G>A
	--
	
	

	MYH7
	c.3370G>T
	rs17420746
	--
	

	SGCD
	c.84T>C
	rs1801193
	0.385
	LMM*

	SGCD
	c.290G>A
	rs45559835
	0.042
	European

	SGCD
	c.294+8T>C
	rs11748588
	0.025
	European

	SGCD
	c.507G>A
	rs10071079
	0.015
	Mixed

	TCAP
	c.453C>A
	rs1053651
	0.316
	European

	TCAP
	c.156C>T
	--
	
	

	TCAP
	c.191C>T
	rs45458802
	0.021
	African

	TCAP
	c.225C>A
	--
	
	

	TCAP
	c.316C>T
	rs45578741
	0.105
	Hispanic

	TCAP
	c.37_39del
	--
	
	

	TCAP
	c.221T>A
	rs17851031
	--
	

	TNNI3
	c.25-8T>A
	rs3729836
	--
	

	TNNI3
	c.198G>A
	rs3729710
	0.117
	African

	TNNI3
	c.204G>T
	rs3729711
	0.075
	European

	TNNI3
	c.235C>T
	rs3729712
	0**
	

	TNNI3
	c.537G>A
	rs3729841
	0.117
	European

	TNNI3
	c.384G>A
	--
	
	

	TNNT2
	c.207G>A
	rs3729845
	0.068
	European

	TNNT2
	c.318C>T
	rs3729547
	0.725
	European

	TNNT2
	c.758A>G
	rs3730238
	0.008
	European

	TNNT2
	c.52+7G>A
	--
	
	

	TNNT2
	c.264+7G>A
	rs45490292
	0.042
	African

	TNNT2
	c.444G>C
	rs35914325
	0.048
	African

	TPM1
	c.453C>A
	rs1071646
	0.392
	European

	TPM1
	c.486T>C
	rs11558747
	--
	

	TPM1
	c.563+10C>T
	--
	
	

	TPM1
	c.618A>G
	--
	
	

	VCL
	c.2388A>G
	rs767809
	0.347
	European

	VCL
	c.2814G>C
	rs2131956
	0.809
	European

	VCL
	c.2801C>T
	rs16931179
	0.033
	Japanese

	VCL
	c.2866A>G
	--
	
	

	*frequency not available in dbSNP, value represents internal data **listed in dbSNP, but with 0% minor allele frequency in HapMap populations


	Supplementary Table 2. Pathogenic Variants for which genotyping probes were added  to the chip

	Gene
	DNA
	Gene
	DNA
	Gene
	DNA

	ABCC9
	c.4537G>A
	MYBPC3
	c.1038_1042dup
	MYH7
	c.2678C>T

	ABCC9
	c.4569_4570insAAAT
	MYBPC3
	c.1168del
	MYH7
	c.2711G>A

	ACTC
	c.355G>C
	MYBPC3
	c.1235_1236del
	MYH7
	c.2779_2781del

	ACTC
	c.383C>T
	MYBPC3
	c.1310del
	MYH7
	c.2788_2790del

	ACTC
	c.756T>G
	MYBPC3
	c.1341del
	MYH7
	c.3056CA

	ACTC
	c.941G>A
	MYBPC3
	c.1357_1358del
	MYH7
	c.3158G>A

	ACTC
	c.1088A>G
	MYBPC3
	c.1457+6_1457+25del
	MYH7
	c.3577CA

	ACTN2
	c.26A>G
	MYBPC3
	c.1513_1515del
	MYH7
	c.3626A>G

	CSRP3
	c.10T>C
	MYBPC3
	c.1600_1601del
	MYH7
	c.4276G>A

	CSRP3
	c.206A>G
	MYBPC3
	c.1628del
	MYH7
	c.4330A>G

	DES
	c.322G>A
	MYBPC3
	c.1639_1640del
	MYH7
	c.4498C>T

	DES
	c.893C>T
	MYBPC3
	c.1699_1700del
	MYH7
	c.4522_4524del

	DES
	c.934G>A
	MYBPC3
	c.1777del
	MYH7
	c.4540G>A

	DES
	c.1048C>T
	MYBPC3
	c.1778del
	MYH7
	c.4849_4851del

	DES
	c.1353C>T
	MYBPC3
	c.1798del
	MYH7
	c.4900C>T

	DES
	c.1375G>A
	MYBPC3
	c.1814_1816del
	MYH7
	c.5185_5187del

	EMD
	c.130C>T
	MYBPC3
	c.2013_2016del
	MYH7
	c.5192A>T

	LDB3
	c.343G>A
	MYBPC3
	c.2096del
	MYH7
	c.5380C>G

	LDB3
	c.349G>A
	MYBPC3
	c.2148+6_2148+9del
	MYH7
	c.5559+4C>T

	LDB3
	c.356C>T
	MYBPC3
	c.2149-2del
	MYH7
	c.5704G>A

	LDB3
	c.407A>T
	MYBPC3
	c.2220_2241dup
	PLN
	c.25C>T

	LDB3
	c.617C>T
	MYBPC3
	c.2258_2259insT
	PLN
	c.37_39del

	LDB3
	c.1035C>G
	MYBPC3
	c.2267del
	PLN
	c.61C>A

	LDB3
	c.1049C>T
	MYBPC3
	c.2273G>A
	PLN
	c.116T>G

	LDB3
	c.1051A>G
	MYBPC3
	c.2373_2374insG
	SGCD
	c.212G>C

	LDB3
	c.1535A>C
	MYBPC3
	c.2382del
	SGCD
	c.451T>G

	LDB3
	c.1672A>G
	MYBPC3
	c.2441_2443del
	TAZ
	c.9_10insG

	LDB3
	c.2017G>A
	MYBPC3
	c.2455_2459del
	TAZ
	c.51G>A

	LMNA
	c.28_29insA
	MYBPC3
	c.2459G>A
	TAZ
	c.53_54del

	LMNA
	c.31delC
	MYBPC3
	c.2490_2491insT
	TAZ
	c.82_84del

	LMNA
	c.65C>T
	MYBPC3
	c.2497G>A
	TAZ
	c.124del

	LMNA
	c.154C>G
	MYBPC3
	c.2534_2538del
	TAZ
	c.140_152del

	LMNA
	c.158A>T
	MYBPC3
	c.2542del
	TAZ
	c.153C>G

	LMNA
	c.169G>C
	MYBPC3
	c.2555_2556insT
	TAZ
	c.157_158insC

	LMNA
	c.250G>A
	MYBPC3
	c.2556del
	TAZ
	c.171del

	LMNA
	c.254T>G
	MYBPC3
	c.2558del
	TAZ
	c.207C>G

	LMNA
	c.266G>T
	MYBPC3
	c.2566_2570del
	TAZ
	c.239-1G>A

	LMNA
	c.289A>G
	MYBPC3
	c.2670G>A
	TAZ
	c.239-1G>C

	LMNA
	c.310C>T
	MYBPC3
	c.2686G>A
	TAZ
	c.239_240insC

	LMNA
	c.331G>T
	MYBPC3
	c.2699_2702dup
	TAZ
	c.327_332del

	LMNA
	c.394G>C
	MYBPC3
	c.2737+1_2737+2del
	TAZ
	c.337_339del

	LMNA
	c.427T>C
	MYBPC3
	c.2780_2781del
	TAZ
	c.347G>A

	LMNA
	c.481G>A
	MYBPC3
	c.2833_2834del
	TAZ
	c.478del

	LMNA
	c.556G>A
	MYBPC3
	c.2843A>C
	TAZ
	c.517del

	LMNA
	c.568C>T
	MYBPC3
	c.2864_2865del
	TAZ
	c.533T>A

	LMNA
	c.575A>G
	MYBPC3
	c.2870C>G
	TAZ
	c.536del

	LMNA
	c.575A>T
	MYBPC3
	c.2943_2947del
	TAZ
	c.561C>T

	LMNA
	c.585C>G
	MYBPC3
	c.3034C>T
	TAZ
	c.580_581insT

	LMNA
	c.607G>A
	MYBPC3
	c.3098G>A
	TAZ
	c.589G>A

	LMNA
	c.608A>G
	MYBPC3
	c.3125_3126insAA
	TAZ
	c.603_605del

	LMNA
	c.640-10A>G
	MYBPC3
	c.3139del
	TAZ
	c.605_608del

	LMNA
	c.644T>C
	MYBPC3
	c.3184_3185insGCAAG
	TAZ
	c.634del

	LMNA
	c.657G>C
	MYBPC3
	c.3192_3193insC
	TAZ
	c.646G>C

	LMNA
	c.673C>T
	MYBPC3
	c.3226_3227insT
	TAZ
	c.657C>T

	LMNA
	c.780G>C
	MYBPC3
	c.3288del
	TAZ
	c.688del

	LMNA
	c.908_909del
	MYBPC3
	c.3330+2T>G
	TAZ
	c.703_704insA

	LMNA
	c.936+1G>T
	MYBPC3
	c.3332_3335dup
	TAZ
	c.718G>A

	LMNA
	c.949G>A
	MYBPC3
	c.3476_3477del
	TAZ
	c.837_838del

	LMNA
	c.960del
	MYBPC3
	c.3600_3609del
	TAZ
	c.873del

	LMNA
	c.961C>T
	MYBPC3
	c.3605del
	TCAP
	c.260G>A

	LMNA
	c.992G>A
	MYBPC3
	c.3624del
	TCAP
	c.394G>C

	LMNA
	c.1003C>T
	MYBPC3
	c.3627+1G>T
	TNNI3
	c.5C>T

	LMNA
	c.1046G>T
	MYBPC3
	c.3628-41_3628-17del
	TNNI3
	c.12-7del

	LMNA
	c.1048G>C
	MYBPC3
	c.3672C>T
	TNNI3
	c.532_534del

	LMNA
	c.1063C>T
	MYBPC3
	c.3682C>T
	TNNI3
	c.544G>A

	LMNA
	c.1086del
	MYBPC3
	c.3691_3692insTTCA
	TNNI3
	c.547_549del

	LMNA
	c.1129C>T
	MYBPC3
	c.3735del
	TNNI3
	c.607_633+6del

	LMNA
	c.1303C>T
	MYBPC3
	c.3742_3759dup
	TNNT2
	c.83C>T

	LMNA
	c.1370del
	MYH7
	c.28_30del
	TNNT2
	c.218A>G

	LMNA
	c.1397del
	MYH7
	c.457del
	TNNT2
	c.274C>T

	LMNA
	c.1443C>G
	MYH7
	c.602T>C
	TNNT2
	c.285_287del

	LMNA
	c.1495del
	MYH7
	c.667G>A
	TNNT2
	c.286G>A

	LMNA
	c.1526_1527insC
	MYH7
	c.706G>A
	TNNT2
	c.381C>T

	LMNA
	c.1579_1580insC
	MYH7
	c.1012G>A
	TNNT2
	c.391C>T

	LMNA
	c.1621C>A
	MYH7
	c.1013T>C
	TNNT2
	c.400C>G

	LMNA
	c.1711A>C
	MYH7
	c.1106G>A
	TNNT2
	c.414G>T

	LMNA
	c.1718C>T
	MYH7
	c.1168_1170delinsGTT
	TNNT2
	c.421C>T

	LMNA
	c.1904G>A
	MYH7
	c.1183_1184insG
	TNNT2
	c.459+7_459+8insG

	LMNA
	c.1911C>T
	MYH7
	c.1212del
	TNNT2
	c.487_489del

	MYBPC3
	c.177_187del
	MYH7
	c.1235C>A
	TNNT2
	c.514G>T

	MYBPC3
	c.180_190del
	MYH7
	c.1325G>A
	TNNT2
	c.614G>T

	MYBPC3
	c.225_231del
	MYH7
	c.1357C>T
	TNNT2
	c.629_631del

	MYBPC3
	c.333_334insT
	MYH7
	c.1549CA
	TNNT2
	c.808G>A

	MYBPC3
	c.442G>A
	MYH7
	c.1594T>C
	TNNT2
	c.817A>G

	MYBPC3
	c.459delC
	MYH7
	c.1649C>T
	TPM1
	c.23T>G

	MYBPC3
	c.478C>T
	MYH7
	c.1925C>T
	TPM1
	c.118G>A

	MYBPC3
	c.530G>A
	MYH7
	c.2167C>G
	TPM1
	c.160G>A

	MYBPC3
	c.649A>G
	MYH7
	c.2200C>G
	TPM1
	c.375-5T>C

	MYBPC3
	c.814C>T
	MYH7
	c.2246TA
	TPM1
	c.539A>T

	MYBPC3
	c.913_914del
	MYH7
	c.2292C>G
	TPM1
	c.688G>A

	MYBPC3
	c.984_1054del
	MYH7
	c.2344_2345delinsGA
	TPM1
	c.712C>T

	MYBPC3
	c.994G>A
	MYH7
	c.2539_2541del
	VCL
	c.875-24T>A

	MYBPC3
	c.1028del
	MYH7
	c.2647_2649del
	VCL
	c.2860_2862del

	 
	 
	 
	 
	VCL
	c.2923C>T


