	Supplementary Table 3: Clinical Features of Individuals with Variants of Likely or Unknown Significance

	Gene
	Mutation
	Classification
	Patient #
	Sex
	Race
	Age at Dx*
	Clinical Dx
	Clinical Features
	Family Hx

	
	
	
	
	
	
	
	
	EF (%)
	CSD
	Arrhythmia
	

	DES
	c.897+4_897+5del
	Likely signif.
	1^
	F
	C
	60
	DCM
	30
	LBBB
	-
	DCM

	CSRP3
	p.Ala50Thr
	Likely signif.
	2^
	M
	C
	19
	DCM
	42
	-
	-
	DCM

	ACTN2
	p.Val115Met
	Likely signif.
	3
	F
	C
	47*
	DCM
	55
	-
	-
	SCD

	ACTN2
	p.Ala732Thr
	Unk. signif.
	4
	M
	C
	birth
	DCM
	NA
	-
	-
	DCM

	ACTN2
	p.Asp841fs
	Likely signif.
	
	
	
	
	
	
	
	
	

	ACTN2
	p.His775Tyr
	Likely signif.
	5
	F
	C
	   51*
	DCM
	15-20
	WPW
	SVT
	DCM

	VCL
	p.Arg105Gln
	Likely signif.
	6
	F
	C
	54
	DCM
	45-50
	RBBB
	-
	CHF

	VCL
	p.Arg1125Cys
	Likely signif.
	7^
	M
	C
	32
	DCM
	15
	-
	-
	DCM

	VCL
	p.His636Arg
	Unkn signif.
	8^
	M
	H
	54
	DCM
	20
	IVCD
	AF, VT, SCD
	-

	CSRP3
	p.Thr179Ala
	Unkn signif.
	9^
	M
	C
	37
	DCM
	15
	RBBB
	VT, SCD
	DCM

	*Age at test date, C: Caucasian, H: Hispanic, NA: no information available, ^Cohort 2: Comprehensive clinical data available, EF: ejection fraction, CSD: conduction system disease, LBBB: left bundle branch block, WPW: Wolff-Parkinson-White, RBBB: right bundle branch block, IVCD: intraventricular conduction delay, SVT: supraventricular tachycardia, AF: atrial fibrillation, VT: ventricular tachycardia, SCD: sudden cardiac death, CHF: congestive heart failure


