
Supplemental Table. Genotype Counts. 
Diagnosis  Unaffected   UC   CD  

Polymorphism 
n(%) 

Genotype NIDDK Brisbane  NIDDK Brisbane  NIDDK Brisbane 

rs2066844 
NOD2(R702W) 

CC 313(89.4) 232(90.3)  127(91.4) 212(82.8)  224(88.5) 174(77.7) 

 CT 23(6.6) 20(7.8)  8(5.8) 22(8.6)  25(9.9) 40(17.9) 
 TT 0 2(0.8)  1(0.7) 0  0 6(2.7) 

rs2066845 
NOD2(G908R) 

GG 327(93.4) 245(95.3)  133(95.7) 220(85.9)  223(88.1) 207(92.4) 

 CG 7(2.0) 7(2.7)  3(2.2) 4(1.6)  24(9.5) 13(5.8) 
 CC 4(1.1) 0  0 0  2(0.8) 0 

rs5743293 
NOD2(L1007insC) 

TT 322(92.0) 246(95.7)  132(95.0) 203(79.3)  219(86.6) 183(81.7) 

 CT 12(3.4) 8(3.1)  3(2.2) 4(1.6)  24(9.4) 31(13.8) 
 CC 4(1.1) 0  0 0  4(1.8) 6(2.7) 

rs3828309 
ATG16L1 

GG 79(22.6) 69(26.8)  35(25.2) 51(19.9)  83(32.8) 79(35.3) 

 GA 136(38.9) 126(49.0)  67(48.2) 102(39.8)  108(42.7) 85(37.9) 
 AA 88(25.1) 52(20.2)  33(23.7) 44(17.2)  57(22.5) 30(13.4) 

rs2241880 
ATG16L1 

GG 71(20.3) 69(26.8)  32(23.0) 66(25.8)  77(30.4) 84(37.5) 

 GA 110(31.4) 130(50.6)  55(39.6) 125(48.8)  97(38.3) 102(45.5) 
 AA 76(21.7) 55(21.4)  27(19.4) 55(21.5)  45(17.8) 34(15.2) 

rs11747270 IRGM AA 223(63.7) 217(84.4)  103(74.1) 206(80.5)  175(69.2) 179(79.9) 
 GA 62(17.7) 36(14.0)  28(20.1) 39(15.2)  65(25.7) 40(17.9) 
 GG 10(2.9) 1(0.4)  4(2.9) 1(0.4)  8(3.2) 0 

rs10758669 JAK2 AA 134(38.3) 120(46.7)  63(45.3) 107(41.8)  90(35.6) 81(36.2) 
 CA 120(34.3) 106(41.2)  59(42.4) 107(41.8)  115(45.5) 102(45.5) 
 CC 36(10.3) 28(10.9)  13(9.4) 31(12.1)  36(14.2) 36(16.1) 

rs744166 STAT3 TT 101(28.9) 83(32.3)  53(38.1) 75(29.3)  71(28.1) 80(35.7) 
 TC 120(34.3) 127(49.4)  63(45.3) 123(48.0)  132(52.2) 99(44.2) 
 CC 69(19.7) 44(17.1)  19(13.7) 37(14.5)  44(17.4) 39(17.4) 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Supplemental Table.   Median Serum GM-CSF Ab (mcg/ml) by Genotype and Cohort 

  

                                                            
1 NOD2 polymorphisms: rs2066844(R702W), rs2066845(G908R), rs5743293(L1007insC) 

Cohort NIDDK Brisbane NIDDK Brisbane NIDDK Brisbane
Diagnosis Unaffected Unaffected UC UC CD CD

Nod2 SNPs1 N Median N Median N Median N Median N Median N Median 

No risk alleles 289 0.79 217 0.64 122 1.19 204 0.63 179 3.46 134 2.83 
1-2 risk alleles 47 0.80 37 0.56 14 0.77 30 0.77 70 6.12 86 2.18 

p value  0.35  0.94  0.49  0.33  0.09  0.65 

ATG16L1 
rs3828309 

N Median N Median N Median N Median N Median N Median 

AA 88 0.83 52 0.81 33 2.0 44 0.74 57 5.93 30 5.03 
AG 135 0.74 126 0.58 67 0.92 102 0.75 108 3.50 85 2.26 
GG 78 0.91 69 0.52 35 0.98 51 0.45 83 3.81 79 2.74 

p value  0.41  0.32  0.47  0.07  0.59  0.25 

ATG16L1 
rs2241880 

N Median N Median N Median N Median N Median N Median 

AA 76 0.82 55 0.95 27 1.85 55 0.67 45 4.73 34 4.78 
AG 109 0.70 130 0.57 55 1.14 125 0.74 97 3.51 102 2.24 
GG 70 0.91 69 0.52 32 0.97 66 0.49 77 4.06 84 2.83 

p value  0.32  0.14  0.79  0.34  0.45  0.45 

IRGM 
rs11747270 

N Median N Median N Median N Median N Median N Median 

AA 221 0.77 217 0.58 103 1.12 206 0.67 175 3.81 179 2.56 
AG 62 0.94 36 0.99 28 1.73 39 0.62 65 5.40 40 2.74 
GG 10 0.57 1 0.48 4 0.75 1 0.97 8 4.38   

p value  0.55  0.63  0.60  0.91  0.59  0.47 

JAK2 
rs10758669 

N Median N Median N Median N Median N Median N Median 

AA 133 0.77 120 0.65 63 1.87 107 0.62 90 4.36 81 2.61 
AC 119 0.84 106 0.55 59 0.95 107 0.74 115 4.15 102 2.35 
CC 36 0.76 28 0.80 13 1.43 31 0.52 36 4.46 36 4.61 

p value  0.92  0.89  0.47  0.59  0.86  0.28 

STAT3 
rs744166 

N Median N Median N Median N Median N Median N Median 

TT 101 0.69 83 0.67 53 1.42 75 0.76 71 3.51 80 2.78 
CT 118 0.86 127 0.61 63 1.16 123 0.55 132 4.61 99 2.57 
CC 69 0.92 44 0.58 19 0.58 37 0.72 44 3.41 39 2.51 

p value  0.36  0.84  0.21  0.88  0.58  0.58 
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2 NOD2 polymorphisms: rs2066844(R702W), rs2066845(G908R), rs5743293(L1007insC) 

Diagnosis Unaffected UC CD 
Nod2 SNPs2 N Median N Median N Median 

No risk alleles 506 0.73 326 0.81 313 3.40 

1-2 risk alleles 84 0.71 44 0.77 156 3.75 

p value  0.62  0.78  0.62 

ATG16L1 
rs3828309 

N Median N Median N Median 

AA 140 0.83 77 0.98 87 5.57 

AG 261 0.67 169 0.81 193 2.99 

GG 147 0.71 86 0.71 162 3.45 

p value  0.16  0.19  0.12 

ATG16L1 rs2241880 N Median N Median N Median 

AA 131 0.83 82 0.74 79 4.77 
AG 239 0.63 180 0.81 199 2.99 

GG 139 0.70 98 0.66 161 3.63 
p value  0.05  0.55  0.44 

IRGM rs11747270 N Median N Median N Median 

AA 438 0.70 309 0.81 354 3.34 
AG 98 0.97 67 0.79 105 4.12 

GG 11 0.55 5 0.95 8 4.38 

p value  0.37  0.77  0.77 

JAK2 rs10758669 N Median N Median N Median 

AA 253 0.74 170 0.78 171 4.06 
AC 225 0.71 166 0.81 217 3.32 
CC 64 0.79 44 0.76 72 4.51 

p value  0.98  0.87  0.38 

STAT3 rs744166 N Median N Median N Median 

TT 184 0.68 128 0.92 151 3.46 

CT 245 0.71 186 0.85 231 3.71 

CC 113 0.84 56 0.62 83 2.96 

p value  0.75  0.30  0.80 



 


