
Figure	
  S3:	
  Unsupervised	
  hierarchical	
  clustering	
  analysis	
  on	
  the	
  rela+ve	
  abundance	
  values	
  of	
  KEGG	
  
pathways	
  represented	
  from	
  the	
  mucosal	
  microbiota	
  of	
  CD	
  pa+ents.	
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