
Figure	
  S4:	
  Unsupervised	
  hierarchical	
  clustering	
  analysis	
  on	
  the	
  rela+ve	
  abundance	
  values	
  of	
  KEGG	
  
pathways	
  represented	
  from	
  the	
  inflamed	
  mucosal	
  microbiota	
  of	
  UC	
  and	
  CD	
  pa+ents,	
  as	
  well	
  as	
  
healthy	
  controls.	
  Red	
  =	
  Inflamed	
  UC.	
  Orange	
  =	
  Inflamed	
  CD.	
  Green	
  =	
  Healthy	
  Subjects.	
  	
  


