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Table S3: 2,6-Dimethoxy p-benzoquinone: gene cutoff: FDR<0.2; pathway cutoff: FDR<0.05

	No.
	Pathway Name
	Pathway FDR
	Pathway p-value
	# Obj. from Data
	# Obj. in Pathway

	1
	Immune response_Immunological synapse formation
	<0.05
	2.34E-12
	28
	59

	2
	Immune response_T cell receptor signaling pathway
	<0.05
	3.12E-12
	26
	52

	3
	Immune response_ICOS pathway in T-helper cell
	<0.05
	4.51E-10
	22
	46

	4
	Cell cycle_Start of DNA replication in early S phase
	<0.05
	5.78E-10
	18
	32

	5
	H2AX and Ku70
	<0.05
	2.18E-09
	18
	34

	6
	DNA damage_ATM/ATR regulation of G1/S checkpoint
	<0.05
	5.73E-09
	17
	32

	7
	Immune response_CD16 signaling in NK cells
	<0.05
	6.84E-09
	26
	69

	8
	Immune response_TCR and CD28 co-stimulation in activation of NF-kB
	<0.05
	8.17E-09
	19
	40

	9
	DNA damage_ATM / ATR regulation of G2 / M checkpoint
	<0.05
	1.02E-08
	15
	26

	10
	Immune response_Role of DAP12 receptors in NK cells
	<0.05
	1.86E-08
	22
	54

	11
	Immune response_CD28 signaling
	<0.05
	1.03E-07
	21
	54

	12
	Immune response_CXCR4 signaling via second messenger 
	<0.05
	1.48E-07
	16
	34

	13
	Immune response_NFAT in immune response
	<0.05
	1.76E-07
	20
	51

	14
	Chemotaxis_Leukocyte chemotaxis
	<0.05
	2.21E-07
	25
	75

	15
	Cell cycle_Chromosome condensation in prometaphase
	<0.05
	3.70E-07
	12
	21

	16
	Immune response_Regulation of T cell function by CTLA-4
	<0.05
	3.97E-07
	16
	36

	17
	Immune response_IL-2 activation and signaling pathway
	<0.05
	4.41E-07
	19
	49

	18
	Development_EPO-induced MAPK pathway
	<0.05
	5.14E-07
	18
	45

	19
	Immune response_IL-15 signaling
	<0.05
	6.44E-07
	22
	64

	20
	Cell adhesion_Chemokines and adhesion
	<0.05
	7.00E-07
	29
	100

	21
	Immune response_Role of integrins in NK cells cytotoxicity
	<0.05
	9.73E-07
	16
	38

	22
	Chemotaxis_CXCR4 signaling pathway
	<0.05
	1.03E-06
	15
	34

	23
	Immune response_BCR pathway
	<0.05
	2.50E-06
	19
	54

	24
	Development_Transcription regulation of granulocyte development
	<0.05
	2.69E-06
	14
	32

	25
	Cell cycle_Transition and termination of DNA replication
	<0.05
	2.71E-06
	13
	28

	26
	Development_G-Proteins mediated regulation MAPK-ERK signaling
	<0.05
	3.90E-06
	17
	46

	27
	G-protein signaling_N-RAS regulation pathway
	<0.05
	4.20E-06
	14
	33

	28
	Cell cycle_Sister chromatid cohesion
	<0.05
	6.59E-06
	11
	22

	29
	DNA damage_Role of Brca1 and Brca2 in DNA repair
	<0.05
	6.59E-06
	11
	22

	30
	Immune response_IL-7 signaling in B lymphocytes
	<0.05
	6.77E-06
	16
	43

	31
	Apoptosis and survival_Granzyme A signaling
	<0.05
	7.00E-06
	13
	30

	32
	Development_Slit-Robo signaling
	<0.05
	7.00E-06
	13
	30

	33
	Development_Prolactin receptor signaling
	<0.05
	8.37E-06
	19
	58

	34
	Development_Regulation of telomere length and cellular immortalization
	<0.05
	9.61E-06
	14
	35

	35
	Development_A3 receptor signaling
	<0.05
	1.05E-05
	17
	49

	36
	Immune response_IL-3 activation and signaling pathway
	<0.05
	1.09E-05
	13
	31

	37
	Development_FGFR signaling pathway
	<0.05
	1.10E-05
	18
	54

	38
	Neurophysiological process_Corticoliberin signaling via CRHR1 
	<0.05
	1.43E-05
	17
	50

	39
	Apoptosis and survival_HTR1A signaling
	<0.05
	1.43E-05
	17
	50

	40
	Development_GM-CSF signaling
	<0.05
	1.43E-05
	17
	50

	41
	Blood coagulation_GPCRs in platelet aggregation
	<0.05
	1.70E-05
	21
	71

	42
	Immune response_Oncostatin M signaling via MAPK in human cells
	<0.05
	2.04E-05
	14
	37

	43
	Cytoskeleton remodeling_TGF, WNT and cytoskeletal remodeling
	<0.05
	2.07E-05
	28
	111

	44
	Immune response_Murine NKG2D signaling
	<0.05
	2.33E-05
	15
	42

	45
	Development_EGFR signaling via small GTPases
	<0.05
	2.44E-05
	13
	33

	46
	Cell cycle_ESR1 regulation of G1/S transition
	<0.05
	2.44E-05
	13
	33

	47
	Development_Gastrin in cell growth and proliferation
	<0.05
	2.45E-05
	19
	62

	48
	Cell cycle_Cell cycle (generic schema)
	<0.05
	3.03E-05
	10
	21

	49
	G-protein signaling_TC21 regulation pathway
	<0.05
	3.04E-05
	11
	25

	50
	Cytoskeleton remodeling_Cytoskeleton remodeling
	<0.05
	3.33E-05
	26
	102

	51
	Development_A1 receptor signaling
	<0.05
	3.39E-05
	17
	53

	52
	Cell adhesion_Alpha-4 integrins in cell migration and adhesion
	<0.05
	3.55E-05
	13
	34

	53
	G-protein signaling_RhoA regulation pathway
	<0.05
	3.55E-05
	13
	34

	54
	G-protein signaling_G-Protein beta/gamma signaling cascades
	<0.05
	3.55E-05
	13
	34

	55
	G-protein signaling_G-Protein alpha-q signaling cascades
	<0.05
	3.55E-05
	13
	34

	56
	Development_PACAP signaling in neural cells
	<0.05
	4.08E-05
	14
	39

	57
	G-protein signaling_Regulation of p38 and JNK signaling mediated by G-proteins
	<0.05
	4.08E-05
	14
	39

	58
	DNA damage_Brca1 as a transcription regulator
	<0.05
	4.20E-05
	12
	30

	59
	Chemotaxis_CCR4-induced leukocyte adhesion
	<0.05
	4.20E-05
	12
	30

	60
	DNA damage_Role of Brca1 and Brca2 in DNA repair
	<0.05
	4.20E-05
	12
	30

	61
	Transport_RAN regulation pathway
	<0.05
	4.72E-05
	9
	18

	62
	Cell cycle_Regulation of G1/S transition (part 2)
	<0.05
	4.74E-05
	11
	26

	63
	Blood coagulation_GPVI-dependent platelet activation
	<0.05
	5.77E-05
	17
	55

	64
	Development_Thrombopoietin-regulated cell processes
	<0.05
	5.91E-05
	15
	45

	65
	Development_A2B receptor: action via G-protein alpha s
	<0.05
	5.94E-05
	16
	50

	66
	Cytoskeleton remodeling_Reverse signaling by ephrin B
	<0.05
	6.16E-05
	12
	31

	67
	Apoptosis and survival_DNA-damage-induced apoptosis
	<0.05
	7.03E-05
	8
	15

	68
	Cell cycle_The metaphase checkpoint
	<0.05
	7.15E-05
	13
	36

	69
	G-protein signaling_Regulation of RAC1 activity
	<0.05
	7.15E-05
	13
	36

	70
	Immune response_MIF - the neuroendocrine-macrophage connector
	<0.05
	7.88E-05
	15
	46

	71
	DNA damage_NHEJ mechanisms of DSBs repair
	<0.05
	8.08E-05
	9
	19

	72
	Cell adhesion_Role of tetraspanins in the integrin-mediated cell adhesion
	<0.05
	9.92E-05
	13
	37

	73
	Cytoskeleton remodeling_ACM3 and ACM4 in keratinocyte migration
	<0.05
	9.92E-05
	13
	37

	74
	Signal transduction_JNK pathway
	<0.05
	1.04E-04
	14
	42

	75
	Immune response_PIP3 signaling in B lymphocytes
	<0.05
	1.04E-04
	14
	42

	76
	Development_EGFR signaling pathway
	<0.05
	1.11E-04
	18
	63

	77
	Proteolysis_Role of Parkin in the Ubiquitin-Proteasomal Pathway
	<0.05
	1.23E-04
	10
	24

	78
	Immune response_Gastrin in inflammatory response
	<0.05
	1.25E-04
	19
	69

	79
	Immune response_IL-22 signaling pathway
	<0.05
	1.25E-04
	12
	33

	80
	Development_Gastrin in differentiation of the gastric mucosa
	<0.05
	1.36E-04
	13
	38

	81
	Development_Angiotensin signaling via PYK2
	<0.05
	1.39E-04
	14
	43

	82
	Cell cycle_Role of SCF complex in cell cycle regulation
	<0.05
	1.55E-04
	11
	29

	83
	Proteolysis_Putative SUMO-1 pathway
	<0.05
	1.55E-04
	11
	29

	84
	Membrane-bound ESR1: interaction with G-proteins signaling
	<0.05
	1.66E-04
	16
	54

	85
	Development_Melanocyte development and pigmentation
	<0.05
	1.76E-04
	15
	49

	86
	Signal transduction_IP3 signaling
	<0.05
	1.76E-04
	15
	49

	87
	Development_Flt3 signaling
	<0.05
	1.83E-04
	14
	44

	88
	G-protein signaling_K-RAS regulation pathway
	<0.05
	1.85E-04
	10
	25

	89
	G-protein signaling_R-RAS regulation pathway
	<0.05
	1.85E-04
	10
	25

	90
	Transcription_Transcription regulation of aminoacid metabolism
	<0.05
	1.85E-04
	10
	25

	91
	Immune response_Fc epsilon RI pathway
	<0.05
	2.10E-04
	16
	55

	92
	PGE2 pathways in cancer
	<0.05
	2.10E-04
	16
	55

	93
	Development_EDNRB signaling
	<0.05
	2.26E-04
	15
	50

	94
	Immune response_Histamine signaling in dendritic cells
	<0.05
	2.26E-04
	15
	50

	95
	Development_Ligand-independent activation of ESR1 and ESR2
	<0.05
	2.39E-04
	14
	45

	96
	Development_Thyroliberin signaling
	<0.05
	2.39E-04
	17
	61

	97
	Development_EPO-induced Jak-STAT pathway
	<0.05
	2.39E-04
	12
	35

	98
	Immune response_Oncostatin M signaling via MAPK in mouse cells
	<0.05
	2.39E-04
	12
	35

	99
	G-protein signaling_S1P2 receptor signaling
	<0.05
	2.39E-04
	12
	35

	100
	Cytoskeleton remodeling_Role of PKA in cytoskeleton reorganisation
	<0.05
	2.44E-04
	13
	40

	101
	Cell adhesion_Cadherin-mediated cell adhesion
	<0.05
	2.71E-04
	10
	26

	102
	Signal transduction_PKA signaling
	<0.05
	2.88E-04
	15
	51

	103
	Immune response_Th17 cell differentiation
	<0.05
	3.08E-04
	11
	31

	104
	Immune response_ETV3 affect on CSF1-promoted macrophage differentiation
	<0.05
	3.08E-04
	11
	31

	105
	Immune response_NF-AT signaling and leukocyte interactions
	<0.05
	3.09E-04
	14
	46

	106
	Neurophysiological process_ACM regulation of nerve impulse
	<0.05
	3.09E-04
	14
	46

	107
	Transport_ACM3 in salivary glands
	<0.05
	3.21E-04
	13
	41

	108
	Cytoskeleton remodeling_FAK signaling
	<0.05
	3.30E-04
	16
	57

	109
	G-protein signaling_G-Protein alpha-i signaling cascades
	<0.05
	3.88E-04
	10
	27

	110
	Development_Beta-adrenergic receptors regulation of ERK
	<0.05
	3.95E-04
	14
	47

	111
	Immune response_Neurotensin-induced activation of IL-8 in colonocytes
	<0.05
	4.19E-04
	13
	42

	112
	Apoptosis and survival_Apoptotic TNF-family pathways
	<0.05
	4.19E-04
	13
	42

	113
	Apoptosis and survival_BAD phosphorylation
	<0.05
	4.19E-04
	13
	42

	114
	Apoptosis and survival_Granzyme B signaling
	<0.05
	4.23E-04
	11
	32

	115
	Cell cycle_Role of APC in cell cycle regulation
	<0.05
	4.23E-04
	11
	32

	116
	G-protein signaling_G-Protein alpha-12 signaling pathway
	<0.05
	4.30E-04
	12
	37

	117
	Cell cycle_Influence of Ras and Rho proteins on G1/S Transition
	<0.05
	4.57E-04
	15
	53

	118
	Muscle contraction_Relaxin signaling pathway
	<0.05
	5.02E-04
	14
	48

	119
	G-protein signaling_Rap1B regulation pathway
	<0.05
	5.19E-04
	6
	11

	120
	Apoptosis and survival_FAS signaling cascades
	<0.05
	5.40E-04
	13
	43

	121
	Protein folding_Membrane trafficking and signal transduction of G-alpha (i) heterotrimeric G-protein
	<0.05
	5.50E-04
	8
	19

	122
	Transcription_Sin3 and NuRD in transcription regulation
	<0.05
	5.66E-04
	12
	38

	123
	Immune response_Human NKG2D signaling
	<0.05
	5.66E-04
	12
	38

	124
	Cell cycle_Regulation of G1/S transition (part 1)
	<0.05
	5.66E-04
	12
	38

	125
	Cytoskeleton remodeling_Integrin outside-in signaling
	<0.05
	6.32E-04
	14
	49

	126
	Reproduction_GnRH signaling
	<0.05
	6.77E-04
	18
	72

	127
	G-protein signaling_M-RAS regulation pathway
	<0.05
	6.84E-04
	9
	24

	128
	Immune response_IL-5 signalling
	<0.05
	6.90E-04
	13
	44

	129
	Signal transduction_Erk Interactions: Inhibition of Erk
	<0.05
	7.61E-04
	11
	34

	130
	Cell adhesion_Integrin inside-out signaling
	<0.05
	8.64E-04
	15
	56

	131
	Neurophysiological process_Receptor-mediated axon growth repulsion
	<0.05
	8.74E-04
	13
	45

	132
	G-protein signaling_Rap1A regulation pathway
	<0.05
	9.48E-04
	12
	40

	133
	Cell cycle_Initiation of mitosis
	<0.05
	9.65E-04
	9
	25

	134
	Transcription_Ligand-dependent activation of the ESR1/SP pathway
	<0.05
	1.01E-03
	10
	30

	135
	Inhibitory action of Lipoxins on neutrophil migration
	<0.05
	1.06E-03
	15
	57

	136
	Immune response_PGE2 common pathways
	<0.05
	1.21E-03
	14
	52

	137
	Development_GH-RH signaling
	<0.05
	1.21E-03
	12
	41

	138
	Immune response_CCR5 signaling in macrophages and T lymphocytes
	<0.05
	1.28E-03
	15
	58

	139
	Regulation of CFTR activity (norm and CF)
	<0.05
	1.28E-03
	15
	58

	140
	Immune response_IL-9 signaling pathway
	<0.05
	1.30E-03
	11
	36

	141
	Development_Activation of ERK by Kappa-type opioid receptor
	<0.05
	1.30E-03
	11
	36

	142
	Development_Regulation of epithelial-to-mesenchymal transition (EMT)
	<0.05
	1.32E-03
	16
	64

	143
	Development_S1P2 and S1P3 receptors in cell proliferation and differentiation
	<0.05
	1.33E-03
	9
	26

	144
	Transport_Alpha-2 adrenergic receptor regulation of ion channels
	<0.05
	1.37E-03
	13
	47

	145
	Development_TGF-beta-dependent induction of EMT via MAPK 
	<0.05
	1.37E-03
	13
	47

	146
	Transcription_CREB pathway
	<0.05
	1.37E-03
	13
	47

	147
	DNA damage_DNA-damage-induced responses
	<0.05
	1.43E-03
	5
	9

	148
	Transcription_Transcription factor Tubby signaling pathways
	<0.05
	1.45E-03
	7
	17

	149
	Development_Endothelin-1/EDNRA signaling
	<0.05
	1.48E-03
	14
	53

	150
	DNA damage_Role of NFBD1 in DNA damage response
	<0.05
	1.59E-03
	6
	13

	151
	Development_Hedgehog and PTH signaling pathways in bone and cartilage development
	<0.05
	1.67E-03
	11
	37

	152
	Cell adhesion_Integrin-mediated cell adhesion and migration
	<0.05
	1.69E-03
	13
	48

	153
	Transcription_Role of heterochromatin protein 1 (HP1) family in transcriptional silencing
	<0.05
	1.72E-03
	8
	22

	154
	Cell cycle_Role of 14-3-3 proteins in cell cycle regulation
	<0.05
	1.72E-03
	8
	22

	155
	Development_EPO-induced PI3K/AKT pathway and Ca(2+) influx
	<0.05
	1.90E-03
	12
	43

	156
	Development_S1P3 receptor signaling pathway
	<0.05
	1.90E-03
	12
	43

	157
	Development_Notch Signaling Pathway
	<0.05
	1.90E-03
	12
	43

	158
	Apoptosis and survival_Anti-apoptotic action of Gastrin
	<0.05
	1.90E-03
	12
	43

	159
	Apoptosis and survival_TNFR1 signaling pathway
	<0.05
	1.90E-03
	12
	43

	160
	Development_A2A receptor signaling
	<0.05
	1.90E-03
	12
	43

	161
	Immune response_IL-7 signaling in T lymphocytes
	<0.05
	2.11E-03
	11
	38

	162
	Transcription_Assembly of RNA Polymerase II preinitiation complex on TATA-less promoters 
	<0.05
	2.14E-03
	7
	18

	163
	Development_Angiotensin activation of ERK
	<0.05
	2.29E-03
	10
	33

	164
	Apoptosis and survival_Caspase cascade
	<0.05
	2.29E-03
	10
	33

	165
	Development_S1P1 receptor signaling via beta-arrestin
	<0.05
	2.29E-03
	10
	33

	166
	Immune response_IL-4 signaling pathway
	<0.05
	2.36E-03
	12
	44

	167
	Apoptosis and survival_Beta-2 adrenergic receptor anti-apoptotic action
	<0.05
	2.38E-03
	8
	23

	168
	Immune response_IL-15 signaling via JAK-STAT cascade
	<0.05
	2.38E-03
	8
	23

	169
	Development_Regulation of CDK5 in CNS
	<0.05
	2.40E-03
	9
	28

	170
	Immune response_Function of MEF2 in T lymphocytes
	<0.05
	2.51E-03
	13
	50

	171
	Cell cycle_Nucleocytoplasmic transport of CDK/Cyclins
	<0.05
	2.52E-03
	6
	14

	172
	Development_ERBB-family signaling
	<0.05
	2.65E-03
	11
	39

	173
	Cell adhesion_PLAU signaling
	<0.05
	2.65E-03
	11
	39

	174
	Transcription_NF-kB signaling pathway
	<0.05
	2.65E-03
	11
	39

	175
	Cell adhesion_Histamine H1 receptor signaling in the interruption of cell barrier integrity
	<0.05
	2.90E-03
	12
	45

	176
	G-protein signaling_Regulation of cAMP levels by ACM
	<0.05
	2.90E-03
	12
	45

	177
	Cell adhesion_Ephrin signaling
	<0.05
	2.90E-03
	12
	45

	178
	Development_CNTF receptor signaling
	<0.05
	2.93E-03
	10
	34

	179
	Apoptosis and survival_Role of CDK5 in neuronal death and survival
	<0.05
	2.93E-03
	10
	34

	180
	Apoptosis and survival_Cytoplasmic/mitochondrial transport of proapoptotic proteins Bid, Bmf and Bim
	<0.05
	2.93E-03
	10
	34

	181
	dCTP/dUTP metabolism
	<0.05
	2.96E-03
	17
	75

	182
	Chemotaxis_Inhibitory action of lipoxins on IL-8- and Leukotriene B4-induced neutrophil migration
	<0.05
	3.04E-03
	13
	51

	183
	Apoptosis and survival_p53-dependent apoptosis
	<0.05
	3.15E-03
	9
	29

	184
	Immune response_Delta-type opioid receptor signaling in T-cells
	<0.05
	3.15E-03
	9
	29

	185
	Development_GDNF signaling
	<0.05
	3.23E-03
	8
	24

	186
	Immune response_Th1 and Th2 cell differentiation
	<0.05
	3.30E-03
	11
	40

	187
	Chemotaxis_Lipoxin inhibitory action on fMLP-induced neutrophil chemotaxis
	<0.05
	3.53E-03
	12
	46

	188
	Development_Endothelin-1/EDNRA transactivation of EGFR
	<0.05
	3.53E-03
	12
	46

	189
	Signal transduction_PTEN pathway
	<0.05
	3.53E-03
	12
	46

	190
	Muscle contraction_Regulation of eNOS activity in endothelial cells
	<0.05
	3.64E-03
	15
	64

	191
	Immune response _CCR3 signaling in eosinophils
	<0.05
	3.96E-03
	17
	77

	192
	Immune response_IL-4 - antiapoptotic action
	<0.05
	4.06E-03
	9
	30

	193
	Development_PIP3 signaling in cardiac myocytes
	<0.05
	4.27E-03
	12
	47

	194
	Development_HGF signaling pathway
	<0.05
	4.27E-03
	12
	47

	195
	Apoptosis and survival_Apoptotic Activin A signaling
	<0.05
	4.29E-03
	8
	25

	196
	Immune response_IL-23 signaling pathway
	<0.05
	4.29E-03
	8
	25

	197
	Immune response_TREM1 signaling pathway
	<0.05
	4.34E-03
	14
	59

	198
	Regulation of lipid metabolism_Stimulation of Arachidonic acid production by ACM receptors
	<0.05
	4.78E-03
	16
	72

	199
	TTP metabolism
	<0.05
	4.96E-03
	15
	66

	200
	Development_Growth hormone signaling via PI3K/AKT and MAPK cascades
	<0.05
	4.97E-03
	11
	42

	201
	Immune response_Histamine H1 receptor signaling in immune response
	<0.05
	5.14E-03
	12
	48

	202
	Apoptosis and survival_Role of IAP-proteins in apoptosis
	<0.05
	5.17E-03
	9
	31

	203
	G-protein signaling_RhoB regulation pathway
	<0.05
	5.52E-03
	6
	16

	204
	Apoptosis and survival_NGF signaling pathway
	<0.05
	5.61E-03
	8
	26

	205
	Development_Signaling of Beta-adrenergic receptors via Beta-arrestins
	<0.05
	5.61E-03
	8
	26

	206
	G-protein signaling_H-RAS regulation pathway
	<0.05
	5.72E-03
	10
	37

	207
	Neurophysiological process_NMDA-dependent postsynaptic long-term potentiation in CA1 hippocampal neurons
	<0.05
	5.97E-03
	17
	80

	208
	Development_ACM2 and ACM4 activation of ERK
	<0.05
	6.02E-03
	11
	43

	209
	Cytokine production by Th17 cells in CF (Mouse model)
	<0.05
	6.13E-03
	12
	49

	210
	Development_PDGF signaling via STATs and NF-kB
	<0.05
	6.50E-03
	9
	32

	211
	Cell cycle_Role of Nek in cell cycle regulation
	<0.05
	6.50E-03
	9
	32

	212
	Immune response _Sialic-acid receptors (Siglecs) signaling
	<0.05
	6.76E-03
	5
	12

	213
	Signal transduction_cAMP signaling
	<0.05
	7.01E-03
	10
	38

	214
	Development_Mu-type opioid receptor signaling
	<0.05
	7.01E-03
	10
	38

	215
	Development_Activation of Erk by ACM1, ACM3 and ACM5
	<0.05
	7.25E-03
	11
	44

	216
	Development_S1P1 signaling pathway
	<0.05
	7.25E-03
	11
	44

	217
	Transcription_CREM signaling in testis
	<0.05
	7.72E-03
	7
	22

	218
	Immune response_MIF-mediated glucocorticoid regulation
	<0.05
	7.72E-03
	7
	22

	219
	G-protein signaling_Rap2A regulation pathway
	<0.05
	7.74E-03
	6
	17

	220
	DNA damage_Role of SUMO in p53 regulation
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	6
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	10
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	10
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	10
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	<0.05
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	11
	45

	227
	Development_Thrombospondin-1 signaling
	<0.05
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	28
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	12
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	12
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	10
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	<0.05
	1.03E-02
	11
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	<0.05
	1.21E-02
	11
	47

	240
	Development_VEGF-family signaling
	<0.05
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	Immune response_IL-27 signaling pathway
	<0.05
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	<0.05
	1.40E-02
	6
	19

	247
	Neurophysiological process_HTR1A receptor signaling in neuronal cells
	<0.05
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	10
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	9
	36

	250
	G-protein signaling_G-Protein alpha-s signaling cascades
	<0.05
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	10
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	8
	31

	257
	Development_Inhibition of angiogenesis by PEDF
	<0.05
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	12
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	1.82E-02
	6
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	<0.05
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	<0.05
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	15

	265
	CFTR-dependent regulation of ion channels in Airway Epithelium (norm and CF)
	<0.05
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	10
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	<0.05
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	12
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