Supplemental Digital Content 1- Table 1:  Primer sequences for sequencing and for Quantitative Real Time PCR
	
	Location (Ensembl )
	Primer sequence (5’ to 3)
	Product 

Length 

(bp)
	PCR reaction conditions
	PCR cycling conditions

	Sequencing region 1
	Chr19:56 214 752 - 56 214 130
	F– acaggcagggcagaggcac

R – ggctctggcgaagctgctg
	623
	[Mg2+] 3mM

0.8M betaine
	annealing 64.8 (C, 35 cycles

	Sequencing region 2
	Chr19:56 215 578 - 56 214  675
	F– tgagatgagggagttggctg

R- gtgaagctacctgcacccca
	904
	[Mg2+] 2.5mM


	Touchdown with 3 Step cycling of 4 cycles each with annealing at 63, 61, 59, 57 & 55(C

	Sequencing region 3
	Chr19:56 215 954 -56 215 183
	F- ttctgcctcccaggttcaagc

r - gcctagagataaagcaggttga
	771
	[Mg2+] 2.5mM

5% DMSO

5% glycerol
	As for  seq region 2

	Sequencing region 4
	Chr19:56 216 585  -56 215 804
	F – ctgtgaggtcggtactgttt

R- aggctggtctcgaactcctgac
	781
	[Mg2+] 2mM

5%DMSO
	As for  seq region 2

	Sequencing region 5
	Chr19:56 217 280  - 56 216 500
	F– tgtgctagaccctgatccaatg

R– tcacttgctcacagtcacgtg
	781
	[Mg2+] 2mM

5% DMSO
	As for  seq region 2

	Sequencing region 6
	Chr19:56 217 813 -56 217 176
	F– ccatgctcaacgctttctctg

R– gtgctatctctgctcactgca
	638
	[Mg2+] 2mM


	As for  seq region 2

	KLK10 vast majority of variants
	
	F – cgtggtcaccaacaacatg

R - tgacgagaccctccaagg
	101
	[Mg2+] 1mM


	annealing 60 (C

40 cycles

	18 S
	
	F – TTCGGAACTGAGGCCATGAT
R - CGAACCTCCGACTTTCG
	151
	[Mg2+]  1mM


	annealing 60 (C

40 cycles


