[bookmark: _Toc49835951][bookmark: _Hlk50557428]Supplemental Digital Content 3. Phylogenetic tree of nine SARS-CoV-2 genomes from neonates and other sequenced Bangladeshi genomes
The figure was rendered using Nextstrain Asia build on 21 July 2020 and includes 3679 SARS-CoV-2 sequences from Asia and 223 sequences from Bangladesh (shown in light blue circles). All nine sequences from neonatal cases are shown in red circles. The neonatal cases cluster with other Bangladesh SARS-CoV-2 sequences, representing instances of community transmission. The strains belonged to clades 20A, 20B and 20C. 
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