
TABLE E-1 Description of Real-Time Reverse Transcriptase-Polymerase Chain Reaction Primers  
RNA Template* Primer Sequences Amplicon 

Size (Base 
Pairs) 

Annealing 
Temperature 
(°C) 

Polymerase 
Chain 
Reaction 
Efficiency†  

Aggrecan‡ 5′-TCG AGG ACA GCG AGG CC 
3′-TCG AGG GTG TAG CGT GTA GAG A 

85 60 0.97 

Cathepsin B§ 5′-TGT GTA TTC GGA CTT CCT GCT 
3′-GTG TGC CAT TCT CCA CTC C 

113 58 0.93 

Type-I collagen 5′-AGG TGC TGA TGG CTC TCC T 
3′-GGA CCA CTT TCA CCC TTG T 

105 58 0.93 

Type-II collagen 5′-GAC AAT CTG GCT CCC AAC 
3′-ACA GTC TTG CCC CAC TTA C 

257 58 0.91 

Type-X collagen  5′-CCA GCA CGC AGA ATC C 
3′-GTG TTG GGT AGT GGG C 

139 56 0.98 

Egr-1 5′-TAC GAG CAC CTG ACC G 
3′-GTG TGG CCA CTG TTG GG 

155 58 0.94 

GAPDH# 5′-TGG TAT CGT GGA AGG ACT CAT GAC 
5′-ATG CCA GTG AGC TTC CCG TTC AGC  

190 60 0.88 

Sox-9 5′-GAG CAG ACG CAC ATC TC 
3′-CCT GGG ATT GCC CCG A 

118 60 0.77 

*Primer sequences were obtained from published reports where indicated or were designed with use of 
Primer3 or LightCycler Probe Design Software. †1.0 = 100%. ‡Sequence obtained from study by Martin et 
al.28. §Sequence obtained from study by Grigolo et al.29. #Sequence obtained from study by Blanco et al.30. 
 


