Supplemental Digital Content
Table S1: Custom designed TaqMan array template 

	Mm99999915_g1
	Gapdh
	glyceraldehyde-3-phosphate dehydrogenase

	Mm01545399_m1
	HPRT
	hypoxanthine guanine phosphoribosyl transferase

	Mm00439620_m1
	Il1a
	interleukin 1 alpha

	Mm00434228_m1
	Il1b
	interleukin 1 beta

	Mm00439646_m1
	IL5
	interleukin 5

	Mm00446190_m1
	Il6
	interleukin 6

	Mm00439616_m1
	Il10
	interleukin 10

	Mm00434165_m1
	Il12a
	interleukin 12a

	Mm00434204_m1
	Il13
	interleukin 13

	Mm00801778_m1
	Ifng
	interferon gamma

	Mm00443258_m1
	Tnf
	tumor necrosis factor

	Mm00478374_m1
	Ptgs2 (COX-2)
	prostaglandin-endoperoxide synthase 2

	Mm00516023_m1
	Icam1
	intercellular adhesion molecule

	Mm00475988_m1
	Arg1
	arginase I

	Mm00477592_m1
	Arg2
	arginase II

	Mm00434455_m1
	Itgam (Mac1)
	integrin alpha M

	Mm00802529_m1
	Emr-1 (F4/80)
	EGF module-containing mucin-like receptor 1

	Mm00440485_m1
	Nos2
	nitric oxide synthase 2, inducible, macrophage

	Mm00441242_m1
	Ccl2 (MCP-1)
	chemokine (C-C motif) ligand 2

	Mm00443111_m1
	Ccl4 (MIP-1b)
	chemokine (C-C motif) ligand 4

	Mm00441238_m1
	CCL11(Eotaxin)
	chemokine (C-C motif) ligand 11

	Mm00436439_m1
	CCL22 (MDC)
	macrophage derived chemokine

	Mm01302428_m1
	Ccl5 (RANTES)
	chemokine (C-C motif) ligand 5

	Mm99999051_gH
	Ccr2
	chemokine (C-C motif) receptor 2

	Mm01963251_s1
	Ccr5
	chemokine (C-C motif) receptor 5

	Mm00432688_m1
	Csf1
	colony stimulating factor 1 (macrophage)

	Mm00438328_m1
	Csf2
	colony stimulating factor 2 (granulocyte-macrophage)

	Mm00438334_m1
	Csf3
	colony stimulating factor 3 (granulocyte)

	Mm00433859_m1
	Cxcl1 (KC/GRO)
	chemokine (C-X-C motif) ligand 1

	Mm00436450_m1
	Cxcl2 (MIP-2a)
	chemokine (C-X-C motif) ligand 2

	Mm00445552_m1
	Cxcl12
	chemokine (C-X-C motif) ligand 12

	Mm99999117_s1
	Il8rb
	interleukin 8 receptor, beta

	Mm00496696_g1
	S100a8
	S100 calcium binding protein A8 (calgranulin A)

	Mm00436767_m1
	Spp1 (Opn)
	secreted phosphoprotein 1

	Mm03038954_s1
	Hspa1b
	HSP70

	Mm00787254_s1
	Dnaja1
	DnaJ (Hsp40) homolog, subfamily A, member 1

	Mm00658568_gH
	Hsp90aa1
	HSP90

	Mm00468875_m1
	Hif1a
	hypoxia inducible factor 1, alpha subunit

	Mm00621168_m1
	Hif1an
	hypoxia-inducible factor 1, alpha subunit inhibitor

	Mm00469373_m1
	Hif3a
	hypoxia inducible factor 3, alpha subunit

	Mm00656724_m1
	Egr1
	Early growth response 1

	Mm00519268_m1
	Bbc3
	Bcl-2 binding component 3

	Mm00438023_m1
	Casp1
	caspase 1

	Mm00432307_m1
	Casp4
	caspase 4, apoptosis-related cysteine peptidase

	Mm00432802_m1
	GADD45
	growth arrest and DNA-damage-inducible 45 alpha

	Mm00660256_m1
	Cryaa
	crystallin, alpha A

	Mm00451053_m1
	Rrad
	Ras-related associated with diabetes

	Mm00442773_m1
	clu
	Clusterin

	Mm00487425_m1
	c-fos
	FBJ osteosarcoma oncogene

	Mm00496660_g1
	Mt1
	metallothionein 1

	Mm00809556_s1
	Mt2
	metallothionein 2

	Mm00433237_m1
	Fas
	Fas (TNF receptor superfamily member 6)

	Mm00516004_m1
	Hmox1
	Heme oxygenase 1

	Mm00435860_m1
	Serpine1 (PAI-1)
	serine (or cysteine) peptidase inhibitor, clade E, 1

	Mm01335418_m1
	Thbs1 (TSP-1)
	Thrombospondin-1

	Mm00438853_m1
	F3 (TF)
	Coagulation factor III

	Mm00513575_m1
	Fgg
	fibrinogen, gamma polypeptide

	Mm00438656_m1
	Edn1
	endothelin 1

	Mm01243722_m1
	Ednra
	endothelin receptor type A

	Mm00441278_m1
	E-Selectin
	selectin, endothelial cell

	Mm00441295_m1
	P-Selectin
	selectin, platelet

	Mm01320970_m1
	Vcam1
	vascular cell adhesion molecule 1

	Mm00476702_m1
	Pecam1
	platelet/endothelial cell adhesion molecule 1

	Mm00442991_m1
	Mmp9
	matrix metallopeptidase 9

	Mm00441818_m1
	Timp1
	tissue inhibitor of metalloproteinase 1

	Mm00441825_m1
	Timp2
	tissue inhibitor of metalloproteinase 2

	Mm00441826_m1
	Timp3
	tissue inhibitor of metalloproteinase 3

	Mm00446568_m1
	Timp4
	tissue inhibitor of metalloproteinase 4

	Mm00801666_g1
	Col1a1
	procollagen, type 1, alpha 1,

	Mm00802331_m1
	Col3a1
	procollagen, type III, alpha 1,

	Mm00801574_m1
	Col4a4
	procollagen, type IV, alpha 4,

	Mm00802386_m1
	Col4a2
	procollagen, type IV, alpha 2

	Mm00477827_m1
	Nid1
	nidogen 1

	Mm00456212_m1
	Nid2
	nidogen 2

	Mm00802831_m1
	Igf1r
	insulin-like growth factor I receptor

	Mm00439565_g1
	Igf2
	insulin-like growth factor 2

	Mm00439561_m1
	Igf1
	insulin-like growth factor 1

	Mm00437304_m1
	Vegfa
	vascular endothelial growth factor A

	Mm00435540_m1
	Pdgfa
	platelet derived growth factor, alpha

	Mm00438923_m1
	Fgfr1
	fibroblast growth factor receptor 1

	Mm00523992_g1
	Frag1
	FGF receptor activating protein 1

	Mm00438906_m1
	Fgf1
	fibroblast growth factor 1

	Mm00438696_m1
	Egf
	epidermal growth factor

	Mm00515790_g1
	Ctgf
	connective tissue growth factor

	Mm00441724_m1
	Tgfb1
	transforming growth factor, beta 1

	Mm00436971_m1
	Tgfbr1
	transforming growth factor, beta receptor I

	Mm00498234_m1
	Ltbp1
	latent TGF beta binding protein 1

	Mm00449726_m1
	SOD2
	superoxide dismutase 2, mitochondrial

	Mm00550376_m1
	vWF
	von Willebrand Factor

	Mm01277163_m1
	CD44
	CD44 antigen

	Mm00477784_m1
	Nfe2l2 (Nrf2)
	nuclear factor, erythroid derived 2, like 2

	Mm00437992_m1
	Cat
	Catalase

	Mm00500821_m1
	Nqo1 (NQO-1)
	NAD(P)H dehydrogenase, quinone 1

	Mm00514478_m1
	Cyba (p22phox)
	cytochrome b-245, alpha polypeptide (b558)

	Mm00479246_m1
	nox4
	NADPH oxidase 4


Table S2: Gene expression changes in the aorta, heart and liver at 4 and 24 hr post CNT exposure.
	
	SWCNT
	
	MWCNT
	

	Aorta
	4hr
	24hr
	4hr
	24hr

	IL-6
	
	
	42.7±20.9
	

	IL-10
	
	
	4.7±1.4
	

	S100a8
	4.1±1.9
	
	4.8±2.7
	

	Arginase II
	4.1±1.0
	
	7.3±3.3
	

	MT1
	3.1±1.2
	
	4.7±0.7
	2.2±0.3

	MT2
	
	
	8.7±2.3
	

	Hif-3α
	3.3±1.2
	
	5.5±0.5
	3.3±0.6

	HO-1
	1.9±0.2
	
	3.3±0.4
	

	E-Selectin
	2.9±1.1
	
	4.0±0.8
	

	TIMP-4
	1.5±0.1
	1.5±0.1
	1.5±0.0
	2.2±0.4

	
	
	
	
	

	Heart
	
	
	
	

	MT1
	1.3±0.2
	1.2±0.2
	2.3±0.2*
	2.2±0.4

	MT2
	2.0±1.0
	1.8±0.5
	5.8±0.7*
	4.1±1.7

	Hif-3α
	2.1±0.4*
	1.4±0.3
	4.4±0.6*
	3.2±0.7

	
	
	
	
	

	Liver
	
	
	
	

	MT1
	4.3±2.5
	3.7±2.0
	15.2±1.2*
	8.8±2.6*

	MT2
	8.6±5.9
	5.5±3.0
	37.5±3.8*
	12.3±4.6*

	Hif-3α
	2.8±0.7*
	2.8±1.4*
	5.0±1.2*
	2.7±0.4*


All genes shown for the aorta were significant compared to DM treated shams.  For the heart and liver significance is indicated.  * p<0.05 vs sham

Table S3: Gene expression changes in the lung at 4 and 24 hr post CNT exposure.  All values listed were significant (p<0.05 vs respective sham)

	Lung
	SWCNT
	
	MWCNT
	

	
	4hr
	24hr
	4hr
	24hr

	INCREASE
	
	
	
	

	CCL2 (MCP-1)
	2.7±0.8
	3.1±0.1
	5.4±1.5
	20.1±1.1

	Osteopontin
	1.6±0.2
	1.5±0.1
	
	4.3±0.4

	Arginase I
	
	2.7±0.2
	2.4±0.4
	8.4±0.6

	NOS2
	
	
	
	1.2±0.1

	Clu
	
	1.5±0.2
	
	1.8±0.1

	MT2
	4.8±0.4
	2.3±0.4
	9.2±1.9
	16.9±1.9

	CXCL1 (KC)
	2.8±0.5
	2.7±0.3
	12.5±4.4
	26.1±4.0

	TIMP-1
	2.4±0.4
	4.1±0.4
	2.3±0.2
	16.3±0.8

	TIMP-4
	
	
	
	1.8±0.2

	Col4a2
	
	
	
	1.6±0.1

	Igf1r
	
	
	
	1.5±0.1

	Fibrinogen (γ chain)
	2.3±0.2
	2.8±0.6
	2.1±0.4
	6.4±0.8

	
	
	
	
	

	NO CHANGE
	
	
	
	

	IL-1α
	
	
	
	1.6±0.1

	IL-1β
	
	
	7.1±3.0
	5.2±0.4

	IL-5
	6.3±2.3
	3.2±0.8
	7.2±2.4
	6.9±1.3

	IL-6
	7.1±1.2
	5.5±1.1
	28.6±13.5
	18.7±3.4

	IL-13
	
	3.2±0.5
	6.3±1.2
	10.8±4.9

	CCL4 (MIP-1β)
	4.3±1.0
	2.2±0.3
	20.6±14.5
	8.6±1.1

	CCL19 (MIP-3β)
	2.1±0.2
	
	3.1±1.0
	

	CCL22 (MDC)
	1.7±0.2
	
	3.3±0.5
	2.6±0.2

	CXCL2 (MIP-2)
	3.2±0.6
	3.4±0.5
	28.9±15.2
	24.5±5.2

	TNFα
	
	
	
	2.8±0.4

	CSF-3
	19.7±2.5
	9.5±3.4
	184.0±103.2
	99.0±18.8

	CSF-2
	
	
	
	2.8±0.2

	ICAM-1
	
	
	1.6±0.2
	1.5±0.1

	Arginase II
	1.5±0.2
	1.5±0.2
	2.8±0.4
	2.5±0.2

	Itgam (Mac-1)
	
	
	2.3±0.5
	1.9±0.2

	Hif-3α
	3.9±1.4
	
	3.6±0.7
	2.6±0.4

	EGR-1
	
	
	3.3±1.3
	1.9±0.3

	Casp4
	1.7±0.2
	
	2.0±0.3
	

	HO-1
	
	
	
	1.5±0.1

	SOD2
	
	
	
	1.7±0.1

	Fas
	1.7±0.3
	
	2.1±0.2
	

	E-Selectin
	3.9±1.1
	2.2±0.3
	8.3±2.3
	8.7±0.7

	P-Selectin
	2.5±0.5
	1.8±0.3
	5.6±1.7
	4.6±0.2

	Tissue Factor
	
	
	3.0±0.5
	3.3±1.1

	TSP-1
	
	
	
	2.0±0.2

	
	
	
	
	

	DECREASE
	
	
	
	

	IL-10
	3.4±1.0
	
	7.2±1.8
	

	CCL11 (Eotaxin)
	4.1±1.1
	
	7.4±1.2
	2.9±0.6

	S100a8
	
	
	7.3±2.3
	

	IL-8rβ
	3.1±0.7
	
	6.8±1.5
	2.2±0.1

	MT1
	4.8±0.5
	
	8.1±1.3
	4.3±0.3

	Hif-1α
	
	
	1.8±0.2
	

	COX-2
	
	
	2.8±1.0
	

	GADD45a
	
	
	1.6±0.2
	

	PAI-1
	2.6±0.2
	
	5.6±0.8
	2.6±0.2

	MMP-9
	
	
	3.3±0.9
	

	CTGf (Fb)
	
	
	1.6±0.2
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Figure S1: Effect of CNT exposure on bronchoalveolar lavage lactase dehydrogenase (LDH) activity at 4 (black bars) and 24 hr (gray bars).  * p<0.05 vs sham, # p<0.05 vs all for a given time point.

 ADDIN 
