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		TABLE 4. Distribution of the three immunohistochemical markers

						Tumor types as defined on surgical specimens *

						Adenocarcinoma        (n=30)						Squamous cell carcinoma (n=10)						Adenosquamous carcinoma   (n=5)

		Marker		IHC score		BS/CBS		SS		p-value		BS/CBS		SS		p-value		BS/CBS		SS		p-value

		p40		negative		25		25		1.00 (1.00)		0		0		1.00 (1.00)		0		0		0.39 (1.00)

				up to 10%		5		5				0		0				1		0

				11-25%		0		0				0		0				0		0

				26-50%		0		0				0		0				0		3

				51-75%		0		0				1		1				1		0

				76-100%		0		0				9		9				3		2

		p63		negative		21		15		0.014 (0.004)		0		0		1.00 (1.00)		0		0		0.39 (1.00)

				up to 10%		8		8				0		0				1		0

				11-25%		0		6				0		0				0		0

				26-50%		1		1				0		0				0		3

				51-75%		0		0				1		1				1		0

				76-100%		0		0				9		9				3		2

		TTF1 8G7G3/1		negative		2		2		0.29 (0.07)		10		10		n.a.		4		2		0.37 (0.50)

				up to 10%		1		0				0		0				0		1

				11-25%		1		2				0		0				1		2

				26-50%		1		4				0		0				0		0

				51-75%		4		8				0		0				0		0

				76-100%		21		14				0		0				0		0

		TABLE		negative		2		2		0.17 (0.03)		10		10		n.a.		2		2		0.37 (0.50)

				up to 10%		1		0				0		0				2		0

				11-25%		1		3				0		0				1		2

				26-50%		1		4				0		0				0		0

				51-75%		2		6				0		0				0		1

				76-100%		23		15				0		0				0		0

		IHC: Immunohistochemistry; *: the only case of sarcomatoid carcinoma under evaluation was not included in the Table.

		CBS stands for biopsy/cellblock specimens; SS stands for surgical specimens

		Differences for p40, p63, TTF1 8G7G3/1 and TTF1 SPT24 among adenocarcinoma, squamous cell carcinoma and adenosquamous

		carcinoma were all statistically significant (p<0.001, chi square test); n.a.: not applicable because all tumors

		p-value		Stuart-Maxwell test of marginal homogeneity (McNemar test of overall bias or directional change)
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		Supplementary file 2. Distribution of immunoreactivity classes for the relevant markers when crossing biopsy/cellblock samples and surgical specimens

				Adenocarcinoma																		Squamous cell carcinoma																		Adenosquamous carcinoma

		P40				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				P40				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				P40		Biopsy/cellblock samples		negative		up to 10%		11-25%		26-50%		51-75%		76-100%

		negative		Biopsy/cellblock samples		25		0		0		0		0		0				negative		Biopsy/cellblock samples		0		0		0		0		0		0				negative				0		0		0		0		0		0

		up to 10%				0		5		0		0		0		0				up to 10%				0		0		0		0		0		0				up to 10%				0		0		0		1		0		0

		11-25%				0		0		0		0		0		0				11-25%				0		0		0		0		0		0				11-25%				0		0		0		0		0		0

		26-50%				0		0		0		0		0		0				26-50%				0		0		0		0		0		0				26-50%				0		0		0		0		0		0

		51-75%				0		0		0		0		0		0				51-75%				0		0		0		0		1		0				51-75%				0		0		0		1		0		0

		76-100%				0		0		0		0		0		0				76-100%				0		0		0		0		0		9				76-100%				0		0		0		1		0		2

		p-value *				1.00																		1.00																		0.39

		p-value **				1.00																		1.00																		1.00

		P63				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				P63				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				P63				negative		up to 10%		11-25%		26-50%		51-75%		76-100%

		negative		Biopsy/cellblock samples		15		5		1		0		0		0				negative		Biopsy/cellblock samples		0		0		0		0		0		0				negative		Biopsy/cellblock samples		0		0		0		0		0		0

		up to 10%				0		3		4		1		0		0				up to 10%				0		0		0		0		0		0				up to 10%				0		0		0		1		0		0

		11-25%				0		0		0		0		0		0				11-25%				0		0		0		0		0		0				11-25%				0		0		0		0		0		0

		26-50%				0		0		1		0		0		0				26-50%				0		0		0		0		0		0				26-50%				0		0		0		0		0		0

		51-75%				0		0		0		0		0		0				51-75%				0		0		0		0		1		0				51-75%				0		0		0		1		0		0

		76-100%				0		0		0		0		0		0				76-100%				0		0		0		0		0		9				76-100%				0		0		0		1		0		2

		p-value *				0.014																		1.00																		0.39

		p-value **				0.004																		1.00																		1.00

		TTF1 8G7G3/1				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				TTF1 8G7G3/1				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				TTF1 8G7G3/1				negative		up to 10%		11-25%		26-50%		51-75%		76-100%

		negative		Biopsy/cellblock samples		2		0		0		0		0		0				negative		Biopsy/cellblock samples		10		0		0		0		0		0				negative		Biopsy/cellblock samples		2		1		1		0		0		0

		up to 10%				0		0		1		0		0		0				up to 10%				0		0		0		0		0		0				up to 10%				0		0		0		0		0		0

		11-25%				0		0		0		0		0		1				11-25%				0		0		0		0		0		0				11-25%				0		0		1		0		0		0

		26-50%				0		0		0		0		0		1				26-50%				0		0		0		0		0		0				26-50%				0		0		0		0		0		0

		51-75%				0		0		1		0		2		1				51-75%				0		0		0		0		0		0				51-75%				0		0		0		0		0		0

		76-100%				0		0		0		4		6		11				76-100%				0		0		0		0		0		0				76-100%				0		0		0		0		0		0

		p-value *				0.29																		1.00																		0.37

		p-value **				0.07																		1.00																		0.50

		TTF1 SPT24				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				TTF1 SPT24				negative		up to 10%		11-25%		26-50%		51-75%		76-100%				TTF1 SPT24				negative		up to 10%		11-25%		26-50%		51-75%		76-100%

		negative		Biopsy/cellblock samples		2		0		0		0		0		0				negative		Biopsy/cellblock samples		10		0		0		0		0		0				negative		Biopsy/cellblock samples		2		0		0		0		0		0

		up to 10%				0		0		1		0		0		0				up to 10%				0		0		0		0		0		0				up to 10%				0		0		1		0		1		0

		11-25%				0		0		0		0		0		1				11-25%				0		0		0		0		0		0				11-25%				0		0		1		0		0		0

		26-50%				0		0		0		0		0		1				26-50%				0		0		0		0		0		0				26-50%				0		0		0		0		0		0

		51-75%				0		0		1		0		1		0				51-75%				0		0		0		0		0		0				51-75%				0		0		0		0		0		0

		76-100%				0		0		1		4		5		13				76-100%				0		0		0		0		0		0				76-100%				0		0		0		0		0		0

		p-value *				0.17																		1.00																		0.37

		p-value **				0.03																		1.00																		0.50

		*: Stuart-Maxwell test of marginal homogeneity; **: McNemar test of overall bias or directional change






