	IPA Symbol
	Entrez Gene Name
	Entrez Gene ID for Human
	Location in Human1
	Deafness Locus in Human2
	Entrez Gene ID for Mouse
	Deafness  Model in Mouse3

	ABLIM2
	actin binding LIM protein family, member 2
	84448
	4p16.1
	DFNA6o/14 o /38 o
	231148
	

	ACSM3
	acyl-CoA synthetase medium-chain family member 3
	6296
	16p13.11
	
	20216
	

	ACTG1
	actin, gamma 1
	71
	17q25
	DFNA20*/26*
	11465
	NS

11 79.0

	Actin
	--
	
	
	
	
	

	Actin-Nrf2
	--
	
	
	
	
	

	ADAMDEC1
	ADAM-like, decysin 1
	27299
	8p21.2
	DFNB71**
	58860
	

	Alpha catenin
	--
	
	
	
	
	

	APC
	adenomatous polyposis coli
	324
	5q21-q22
	
	11789
	

	APP
	amyloid beta (A4) precursor protein
	351
	21q21.3
	USH1E**
	11820
	

	Arp2/3-F actin
	--
	
	
	
	
	

	Beta-estradiol
	--
	
	
	
	
	

	Butyric acid
	--
	
	
	
	
	

	C4orf49
	chromosome 4 open reading frame 49
	84709
	4q31.1
	DFNB26**
	67749
	

	CALML4
	calmodulin-like 4
	91860
	15q23
	DFNB48**
	75600
	

	Calmodulin
	--
	
	
	
	
	

	CCDC50
	coiled-coil domain containing 50
	152137
	3q28
	DFNA44*
	
	

	CDH23
	cadherin-related 23
	64072
	10q22.1
	DFNB12*
	22295
	NS & S
10 30.0

	Ciaa1
	--
	
	
	
	
	

	Ciaa2
	--
	
	
	
	
	

	CLDN8
	claudin 8
	9073
	21q22.11
	DFNB8 o /10 o /29 o
	54420
	

	CLDN9
	claudin 9
	9080
	16p13.3
	
	56863
	

	CLDN10
	claudin 10
	9071
	13q31-q34
	DFNA33**
	58187
	

	CLDN12
	claudin 12
	9069
	7q21
	DFNB39 o
	64945
	

	Cldn13
	claudin 13
	
	
	
	57255
	

	CLDN14
	claudin 14
	23562
	21q22.3
	DFNB29*/8 o /10 o
	56173
	NS
16 67.0

	CLDN15
	claudin 15
	24146
	7q11.22
	DFNB44**
	60363
	

	CLDN16
	claudin 16
	10686
	3q28
	DFNA44 o
	114141
	

	CLDN17
	claudin 17
	26285
	21q22.11
	DFNB8 o /10 o /29 o
	239931
	

	CLDN18
	claudin 18
	51208
	3q22.3
	DFNA18**, DFNB42 o
	56492
	

	CLDN19
	claudin 19
	149461
	1p34.2
	DFNA2A o
	242653
	

	CLDN20
	claudin 20
	49861
	6q25
	
	621628
	

	CLDN21
	claudin 21
	53843
	4q35.1
	DFNA24**
	100042785
	

	CLDN22
	claudin 22
	53842
	4q35.1
	DFNA24**
	75677
	

	CLDN23
	claudin 23
	137075
	8p23.1
	DFNM2**, WS2C**
	71908
	

	Cldn
	--
	
	
	
	
	

	CNST
	consortin, connexin sorting protein
	163882
	1q44
	DFNB45**
	226744
	

	COCH
	coagulation factor C homolog, cochlin (Limulus polyphemus)
	1690
	14q11.2-q13
	DFNA9*/53**

DFNB5**
	12810
	NS
12 23.0

	COL11A2
	collagen, type XI, alpha 2
	1302
	6p21.3
	DFNA13*/31** 

DFNB53*/66 o /67 o, STL3*
	12815
	NS & S
17 18.5

	Collagen(s)
	--
	
	
	
	
	

	CPXM1
	carboxypeptidase X (M14 family), member 1
	56265
	20p13
	
	56264
	

	CREB1
	cAMP responsive element binding protein 1
	1385
	2q34
	
	12912
	

	CRYM
	crystallin, mu
	1428
	16p12.2
	DFNA40*
	12971
	

	CUZD1
	CUB and zona 
ellucid-like domains 1
	50624
	10q26.13
	
	16433
	

	DFNA5
	deafness, autosomal dominant 5
	1687
	7p15
	DFNA5*
	54722
	

	DFNB31
	deafness, autosomal recessive 31
	25861
	9q32
	DFNB31*, USH2D*
	73750
	

	DIABLO
	diablo, IAP-binding mitochondrial protein
	56616
	12q24.31
	DFNA41/64*
	66593
	

	DIAPH1
	diaphanous homolog 1 (Drosophila)
	1729
	5q31
	DFNA1*/15 o /42**/54**
	13367
	

	DIAPH3
	diaphanous homolog 3 (Drosophila)
	81624
	13q21.2
	AUNA1*
	56419
	

	EEF1A1
	eukaryotic translation elongation factor 1 alpha 1
	1915
	6q14.1
	DFNA22 o, DFNB37 o
	
	

	EGFR
	epidermal growth factor receptor
	1956
	7p12
	
	13649
	

	ELOVL2
	ELOVL fatty acid elongase 2
	54898
	6p24.2
	DFNA21**
	54326
	

	EPS8L2
	EPS8-like 2
	64787
	11p15.5
	DFNA32**
	98845
	

	ERMN
	ermin, ERM-like protein
	57471
	2q24.1
	DFNA16**/60**
	77767
	

	ESPN
	espin
	83715
	1p36.31
	DFNB36*
	56226
	NS
4 80.1

	ESRRB
	estrogen-related receptor beta
	2103
	14q24.3
	DFNB35*
	26380
	NS
12 41.0

	EYA4
	eyes absent homolog 4 (Drosophila)
	2070
	6q23
	DFNA10*
	14051
	NS
10 18.0

	F2
	coagulation factor II (thrombin)
	2147
	11p11
	
	14061
	

	F Actin
	--
	
	
	
	
	

	FAM50A
	family with sequence similarity 50, member A
	9130
	Xq28
	
	108160
	

	FN1
	fibronectin 1
	2335
	2q34
	
	14268
	

	FUT8
	fucosyltransferase 8 (alpha (1,6) fucosyltransferase)
	2530
	14q24.3
	DFNB35 o
	53618
	

	FXYD5
	FXYD domain containing ion transport regulator 5
	53827
	19q13.12
	DFNA4 o
	18301
	

	G10bp1
	--
	
	
	
	
	

	GAS2L3
	growth arrest-specific 2 like 3
	283431
	12q23.1
	DFNA25 o
	237436
	

	GH1
	growth hormone 1
	2688
	17q24.2
	
	14599
	

	GJA1
	gap junction protein, alpha 1, 43kDa
	2697
	6q21-q23.2
	DFNA10 o 
	14609
	

	GJB2
	gap junction protein, beta 2, 26kDa
	2706
	13q11-q12
	DFNA3A*, DFNB1*
	14619
	NS
14 21.0

	GJB3
	gap junction protein, beta 3, 31kDa
	2707
	1p34
	DFNA2B*
	14620
	NS

4 57.5

	GJB6
	gap junction protein, beta 6, 30kDa
	10804
	13q12
	DFNA3B*, DFNB1*
	14623
	NS
14 21.0

	GPSM2
	G-protein signaling modulator 2
	29899
	1p13.3
	DFNB32*/82*
	76123
	

	GRB2
	growth factor receptor-bound protein 2
	2885
	17q24-q25
	DFNA20 o /26 o
	14784
	

	GRHL2
	grainyhead-like 2 (Drosophila)
	79977
	8q22.3
	DFNA28*
	252973
	

	HGF
	hepatocyte growth factor- hepapoietin A scatter factor
	3082
	7q21.1
	DFNB39*
	15234
	NS
5 4.0

	HSF2BP
	heat shock transcription factor 2 binding protein
	11077
	21q22.3
	DFNB8 o /10 o /29 o
	74377
	

	IL13
	interleukin 13
	3596
	5q31
	DFNA15 o /42**/54**
	16163
	

	ILDR1
	immunoglobulin-like domain containing receptor 1
	286676
	3q13.33
	DFNB42*
	106347
	

	IPP
	intracisternal A particle-promoted polypeptide
	3652
	1p34-p32
	DFNA2A o, DFNB73 o
	16351
	

	IRX5
	iroquois homeobox 5
	10265
	16q12.2
	
	54352
	

	ITPKA
	inositol-trisphosphate 3-kinase A
	3706
	15q15.1
	
	228550
	

	KCNQ4
	potassium voltage-gated channel, KQT-like subfamily, member 4
	9132
	1p34
	DFNA2A*
	60613
	NS
4 57.0

	KDELR3
	KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3
	11015
	22q13.1
	DFNB28 o
	105785
	

	KERA
	keratocan
	11081
	12q22
	
	16545
	

	KLK11
	kallikrein-related peptidase 11
	11012
	19q13.33
	DFNA4 o
	56538
	

	LRG1
	leucine-rich alpha-2-glycoprotein 1
	116844
	19p13.3
	DFNB15 o /95 o
	76905
	

	MAEA
	macrophage erythroblast attacher
	10296
	4p16.3
	DFNA6 o
	59003
	

	MAP3K3
	mitogen-activated protein kinase kinase kinase 3
	4215
	17q23.3
	
	26406
	

	mir-96
	microRNA 96
	407053
	7q32.2
	DFNA50*
	723886
	NS
6 7.0

	MSRB3
	methionine sulfoxide reductase B3
	253827
	12q14.3
	DFNB74*
	320183
	

	MYCN
	v-myc myelocytomatosis viral related oncogene, neuroblastoma derived (avian)
	4613
	2p24.3
	DFNB47**/83**
	18109
	

	MYH9
	myosin, heavy chain 9, non-muscle
	4627
	22q13.1
	DFNA17*, DFNB28 o
	17886
	

	MYH14
	myosin, heavy chain 14, non-muscle
	79784
	19q13.33
	DFNA4*
	71960
	

	MYO6
	myosin VI
	4646
	6q13
	DFNA22*, DFNB37*
	17920
	NS

9 44.0

	MYO16
	myosin XVI
	23026
	13q33.3
	
	244281
	

	MYO15A
	myosin XVA
	51168
	17p11.2
	DFNB3*
	17910
	NS
11 33.9

	MYO1A
	myosin IA
	4640
	12q13-q14
	DFNA48*
	432516
	10 70.0^

	MYO3A
	myosin IIIA
	53904
	10p11.1
	DFNB30*
	667663
	NS
2 15.0

	MYO7A
	myosin VIIA
	4647
	11q13.5
	DFNA11*, DFNB2*, USH1B*
	17921
	NS & S
7 48.1

	NEXN
	nexilin (F actin binding protein)
	91624
	1p31.1
	
	68810
	

	NR2E1
	nuclear receptor subfamily 2, group E, member 1
	7101
	6q21
	
	21907
	

	OTOF
	otoferlin
	9381
	2p23.1
	DFNB9*, AUNB1*
	83762
	NS
5 18.0

	Pad1
	--
	
	
	
	
	

	PCDH15
	protocadherin-related 15
	65217
	10q21.1
	DFNB23*
	11994
	NS, S
10 37.0

	PDGF BB
	platelet-derived growth factor beta polypeptide (PDGFB)
	5155
	22q13.1
	DFNA17o, DFNB28 o. DFNB40**
	
	

	PGRMC2
	progesterone receptor membrane component 2
	10424
	4q26
	
	70804
	

	Phosphatidylinositol 4,5-diphosphate
	--
	
	
	
	
	

	PITRM1
	pitrilysin metallopeptidase 1
	10531
	10p15.2
	
	69617
	

	PLS1
	plastin 1
	5357
	3q23
	
	102502
	

	PLXNC1
	plexin C1
	10154
	12q23.3
	DFNA25 o
	54712
	

	POU3F4
	POU class 3 homeobox 4
	5456
	Xq21.1
	DFNX2* 
	18994
	NS
X 49.0

	POU4F3
	POU class 4 homeobox 3
	5459
	5q32
	DFNA15*/42**
	18998
	NS
18 24.0

	PRPS1
	phosphoribosyl pyrophosphate synthetase 1
	5631
	Xq21.32-q24
	DFNX1*
	19139
	

	PTH
	parathyroid hormone
	5741
	11p15.3-p15.1
	DFNA32**, DFNB18 o
	19226
	

	PTPRQ
	protein tyrosine phosphatase, receptor Q
	374462
	12q21.2
	DFNB84*
	237523
	NS

10 60.0

	RDX
	radixin
	5962
	11q23
	DFNB24*
	19684
	NS
9 29.0

	Rock
	--
	
	
	
	
	

	SERPINB6
	serpin peptidase inhibitor, clade B (ovalbumin), member 6
	5269
	6p25
	DFNB91*
	20719
	

	SHROOM3
	shroom family member 3
	57619
	4q21.1
	DFNA39 o
	27428
	

	SLC13A3
	solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 3
	64849
	20q13.12
	
	114644
	

	SLC20A2
	solute carrier family 20 (phosphate transporter), member 2
	6575
	8p11.21
	
	20516
	

	SLC26A4
	solute carrier family 26, member 4
	5172
	7q31
	DFNB4*/14**/17**, PDS*
	23985
	NS & S
12 15.0

	SLC26A5
	solute carrier family 26, member 5 (prestin)
	375611
	7q22.1
	DFNB61*
	80979
	NS
5 8.0

	SLIT3
	slit homolog 3 (Drosophila)
	6586
	5q35
	
	20564
	

	Slpi (includes others)
	secretory leukocyte peptidase inhibitor
	
	
	
	
	

	SMPX
	small muscle protein, X-linked
	23676
	Xp22.1
	DFNX4*
	66106
	

	SP1
	Sp1 transcription factor
	6667
	12q13.1
	DFNA48 o
	20683
	

	STK35
	serine/threonine kinase 35
	140901
	20p13
	
	67333
	

	SYF2
	SYF2 homolog, RNA splicing factor (S. cerevisiae)
	25949
	1p36.11
	
	68592
	

	TGFB1
	transforming growth factor, beta 1
	7040
	19q13.1
	DFNA4 o
	21803
	

	TGFBR1
	transforming growth factor, beta receptor 1
	7046
	9q22
	
	21812
	

	TJP2
	tight junction protein 2 (zona occludens 2)
	9414
	9q13-q21
	DFNA51*, DFNB7 o /11 o
	21873
	

	TMEM55A
	transmembrane protein 55A
	55529
	8q21.3
	
	72519
	

	TMEM55B
	transmembrane protein 55B
	90809
	14q11.2
	
	219024
	

	TMPRSS3
	transmembrane protease, serine 3
	64699
	21q22.3
	DFNB8*/10*
	140765
	NS
17 17.0

	TRIOBP
	TRIO and F-actin binding protein
	11078
	22q13.1
	DFNB28*
	110253
	NS
15 46.5

	TSKU
	tsukushi small leucine rich proteoglycan homolog (Xenopus laevis)
	25987
	11q13.5
	DFNA11 o, DFNB2 o
	244152
	

	Type I / Type II receptor
	--
	
	
	
	
	

	USH1C
	Usher syndrome 1C 
	10083
	11p14.3
	DFNB18*, USH1C*
	72088
	NS & S
7 23.5

	USH1G
	Usher syndrome 1G 
	124590
	17q25.1
	DFNA20 o /26 o
	16470
	S
11 77.0

	WFS1
	Wolfram syndrome 1 (wolframin)
	7466
	4p16.1
	DFNA6*/14*/38*
	22393
	

	WIPF3
	WAS/WASL interacting protein family, member 3
	644150
	7p14.3
	
	330319
	

	XPNPEP2
	X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound
	7512
	Xq25
	
	170745
	


1. Table S2, Supplemental Digital Content 7. List of all molecules in the first network of Analysis 1 (nonsyndromic hearing loss).  Molecules entered into the IPA are in bold font whereas molecules provided by IPA are in plain font.  Deafness loci with known causative genes are marked with “*”.  Deafness loci that await identification of causative genes are marked with “**”.  When a gene falls within a deafness locus that already contains a known deafness gene, the locus is marked with “o”.  The last column specifies chromosomal location in mice for gene known to cause murine deafness, either non-syndromic (NS) or syndromic (S), as catalogued on the Jackson Laboratory Home page (http:// hearingimpairment.jax.org).  Only the first entry is provided for symbols that refer to groups of proteins (such as collagens), or fat derived molecules (such as phosphatidylinositol 4,5-diphosphate).  
