	IPA Symbol
	Entrez Gene Name
	Entrez Gene ID for Human
	Location in Human1
	Deafness Locus in Human2
	Entrez Gene ID for Mouse
	Deafness Model in Mouse3

	ABHD10
	abhydrolase domain containing 10
	55347
	3q13.2
	
	213012
	

	ACBD6
	acyl-CoA binding domain containing 6
	84320
	1q25.1
	
	72482
	

	ADRA2C
	adrenergic, alpha-2C-, receptor
	152
	4p16
	DFNA6o/14 o /38 o
	11553
	

	AHSG
	alpha-2-HS-glycoprotein
	197
	3q27
	
	11625
	

	AIM1
	absent in melanoma 1
	202
	6q21
	
	11630
	

	Akt
	--
	
	
	
	
	

	Apon
	apolipoprotein N
	
	
	
	28194
	

	APP
	amyloid beta (A4) precursor protein
	351
	21q21.3
	USH1E**
	11820
	

	ARF6
	ADP-ribosylation factor 6
	382
	14q21.3
	DFNA23 o
	11845
	

	ARHGAP31
	Rho GTPase activating protein 31
	57514
	3q13.33
	DFNB42 o
	12549
	

	ATP6V1B1
	ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B1
	525
	2p13.1
	DFNA58**
	110935
	

	AVPI1
	arginine vasopressin-induced 1
	60370
	10q24.2
	
	69534
	

	B9D2
	B9 protein domain 2
	80776
	19q13.2
	
	232987
	

	BPHL
	biphenyl hydrolase-like (serine hydrolase)
	670
	6p25
	DFNB91 o
	68021
	

	BRF1 (includes EG:2972)
	BRF1 homolog, subunit of RNA polymerase III transcription initiation factor IIIB (S. cerevisiae)
	2972
	14q
	
	72308
	

	BUD31
	BUD31 homolog (S. cerevisiae)
	8896
	7q22.1
	DFNB61 o
	
	

	C19orf12
	chromosome 19 open reading frame 12
	83636
	19q12
	
	72244
	

	CA2
	carbonic anhydrase II
	760
	8q22
	DFNA28 o
	12349
	

	CA14
	carbonic anhydrase XIV
	23632
	1q21
	DFNA7**/49**
	23831
	

	CACNA1G
	calcium channel, voltage-dependent, T type, alpha 1G subunit
	8913
	17q22
	
	12291
	

	CALML4
	calmodulin-like 4
	91860
	15q23
	
	75600
	

	CD1E
	CD1e molecule
	913
	1q22-q23
	DFNA7**/49**
	
	

	CDHR1
	cadherin-related family member 1
	92211
	10q23.1
	
	170677
	

	CDHR2
	cadherin-related family member 2
	54825
	5q35.2
	
	268663
	

	CDT1
	chromatin licensing and DNA replication factor 1
	81620
	16q24.3
	
	67177
	

	CEACAM21
	carcinoembryonic antigen-related cell adhesion molecule 21
	90273
	19q13.2
	
	26367
	

	Ces2e
	carboxylesterase 2E
	
	
	
	234673
	

	Ck2
	--
	
	
	
	
	

	CLCN7
	chloride channel, voltage-sensitive 7
	1186
	16p13
	
	26373
	

	CRTAP
	cartilage associated protein
	10491
	3p22.3
	
	56693
	

	CST3
	cystatin C
	1471
	20p11.21
	
	13010
	

	Ctf2
	cardiotrophin 2
	
	
	
	244218
	

	CTNNB1
	catenin (cadherin-associated protein), beta 1, 88kDa
	1499
	3p21
	DFNB6 o
	12387
	

	CTNNβ-CDHE/N
	--
	
	
	
	
	

	CTNNβ-TCF/LEF
	--
	
	
	
	
	

	Cytokeratin
	--
	
	
	
	
	

	DISP2
	dispatched homolog 2 (Drosophila)
	85455
	15q15.1
	
	214240
	

	ECE2
	endothelin converting enzyme 2
	9718
	Chr. 3
	
	107522
	

	ENPP2
	ectonucleotide pyrophosphatase/phosphodiesterase 2
	5168
	8q24.1
	
	18606
	

	ESYT1
	extended synaptotagmin-like protein 1
	23344
	12q13.2
	DFNA48 o
	23943
	

	ethylene glycol
	--
	
	
	
	
	

	EYA1
	eyes absent homolog 1 (Drosophila)
	2138
	8q13.3
	BOR1*
	14048
	S
1 10.4

	FAM123B
	family with sequence similarity 123B
	139285
	Xq11.2
	
	72345
	

	FAM53B
	family with sequence similarity 53, member B
	9679
	10q26.13
	
	77938
	

	FETUB
	fetuin B
	26998
	3q27
	
	59083
	

	FEZF2
	FEZ family zinc finger 2
	55079
	3p14.2
	DFNB6 o
	54713
	

	FN1
	fibronectin 1
	2335
	2q34
	
	14268
	

	GBX2
	gastrulation brain homeobox 2
	2637
	2q37.2
	
	14472
	

	GGT6
	gamma-glutamyltransferase 6
	124975
	17p13.2
	
	71522
	

	GIN1
	gypsy retrotransposon integrase 1
	54826
	5q21.1
	
	252876
	

	GJA1
	gap junction protein, alpha 1, 43kDa
	2697
	6q21-q23.2
	DFNB38**
	14609
	

	GPR137
	G protein-coupled receptor 137
	56834
	11q22.3
	DFNA8 o /12 o, DFNB24 o
	107173
	

	GPR146
	G protein-coupled receptor 146
	115330
	7p22.3
	
	80290
	

	GPR160
	G protein-coupled receptor 160
	26996
	3q26.2-q27
	
	71862
	

	GPR176
	G protein-coupled receptor 176
	11245
	15q14-q15.1
	
	381413
	

	GPR137B
	G protein-coupled receptor 137B
	7107
	1q42-q43
	DFNB45**
	83924
	

	GRHL1
	grainyhead-like 1 (Drosophila)
	29841
	2p25.1
	DFNB47**/83**
	195733
	

	HNF4A
	hepatocyte nuclear factor 4, alpha
	3172
	20q13.12
	DFNB65**
	15378
	

	HOXA2
	homeobox A2
	3199
	7p15.2
	DFNA5 o
	15399
	

	IKBKG
	inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase gamma
	8517
	Xq28
	
	16151
	

	IL13
	interleukin 13
	3596
	5q31
	DFNA1 o, DFNA15 o /42**/54**
	16163
	

	ITK
	IL2-inducible T-cell kinase
	3702
	5q31-q32
	DFNA1 o, DFNA15 o /42**/54**
	16428
	

	KCTD1
	potassium channel tetramerisation domain containing 1
	284252
	18q11.2
	
	106931
	

	KNG1
	kininogen 1
	3827
	3q27
	
	16644
	

	KRT3
	keratin 3
	3850
	12q13.13
	DFNA48 o
	
	

	KRT7
	keratin 7
	3855
	12q13.13
	DFNA48 o
	110310
	

	KRT12
	keratin 12
	3859
	17q12
	
	268482
	

	KRT23
	keratin 23 (histone deacetylase inducible)
	25984
	17q21.2
	
	94179
	

	L2HGDH
	L-2-hydroxyglutarate dehydrogenase
	79944
	14q21.3
	DFNA23 o
	217666
	

	LEPRE1
	leucine proline-enriched proteoglycan (leprecan) 1
	64175
	1p34.1
	DFNA2 o
	56401
	

	Mapk
	--
	
	
	
	
	

	MFHAS1
	malignant fibrous histiocytoma amplified sequence 1
	9258
	8p23.1
	DFNM2**, WS2C**
	52065
	

	MHC Class II (complex)
	--
	
	
	
	
	

	MITF
	microphthalmia-associated transcription factor
	4286
	3p14.2-p14.1
	DFNB6 o, WS2A*
	17342
	S

6 40.0

	MMP23B
	matrix metallopeptidase 23B
	8510
	1p36.3
	DFNB36 o
	26561
	

	MS4A8B
	membrane-spanning 4-domains, subfamily A, member 8B
	83661
	11q12.2
	DFNA11 o, DFNB63 o
	64381
	

	MT-CO3
	cytochrome c oxidase III
	4514
	MT-DNA
	
	17710
	

	Mug1 (includes others)
	murinoglobulin 1
	
	
	
	17836|17837
	

	NCKAP1
	NCK-associated protein 1
	10787
	2q32
	
	50884
	

	NECAB3
	N-terminal EF-hand calcium binding protein 3
	63941
	20q11.22
	
	56846
	

	NFkB (complex)
	--
	
	
	
	
	

	NFYB
	nuclear transcription factor Y, beta
	4801
	12q22-q23
	DFNA25 o
	18045
	

	ODZ4
	odz, odd Oz/ten-m homolog 4 (Drosophila)
	26011
	11q14.1
	
	23966
	

	ORC1
	origin recognition complex, subunit 1
	4998
	1p32
	DFNB73 o
	18392
	

	ORC4
	origin recognition complex, subunit 4
	5000
	2q22-q23
	DFNA16**/60**
	26428
	

	ORC6
	origin recognition complex, subunit 6
	23594
	16q12
	
	56452
	

	ORC
	--
	
	
	
	
	

	OSTM1
	osteopetrosis associated transmembrane protein 1
	28962
	6q21
	
	14628
	

	OTX2
	orthodenticle homeobox 2
	5015
	14q22.3
	DFNA23 o
	18424
	

	p85 (pik3r)
	--
	
	
	
	
	

	PANX3
	pannexin 3
	116337
	11q24.2
	
	208098
	

	PAQR5
	progestin and adipoQ receptor family member V
	54852
	15q23
	DFNB48**, USH1H**
	74090
	

	PAX1
	paired box 1
	5075
	20p11.2
	
	18503
	

	PHEX
	phosphate regulating endopeptidase homolog, X-linked
	5251
	Xp22.2-p22.1
	DFNX4 o
	18675
	

	PITRM1
	pitrilysin metallopeptidase 1
	10531
	10p15.2
	
	69617
	

	PLEKHM1
	pleckstrin homology domain containing, family M (with RUN domain) member 1
	9842
	17q21.31
	
	353047
	

	PLXNC1
	plexin C1
	10154
	12q23.3
	DFNA25 o
	54712
	

	POLR1C
	polymerase (RNA) I polypeptide C, 30kDa
	9533
	6p21.1
	DFNA13 o /31**,

DFNB53 o /66 o /67 o
	20016
	

	POLR1D
	polymerase (RNA) I polypeptide D, 16kDa
	51082
	13q12.2
	
	20018
	

	POU3F4
	POU class 3 homeobox 4
	5456
	Xq21.1
	DFNX2*
	18994
	NS

X 49.0

	PPIB
	peptidylprolyl isomerase B (cyclophilin B)
	5479
	15q21-q22
	DFNB1 o
	19035
	

	PTGDS
	prostaglandin D2 synthase 21kDa (brain)
	5730
	9q34.2-q34.3
	DFNB79 o
	19215
	

	RAC1
	ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)
	5879
	7p22
	
	19353
	

	RC
	--
	
	
	
	
	

	RFTN1
	raftlin, lipid raft linker 1
	23180
	3p24.3
	
	76438
	

	RTP3
	receptor (chemosensory) transporter protein 3
	83597
	3p21.3
	DFNB6 o
	235636
	

	SBNO2
	strawberry notch homolog 2 (Drosophila)
	22904
	19p13.3
	DFNB15 o /68**/72 o /81**/95 o
	216161
	

	SEMA3E
	sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3E
	9723
	7q21.11
	DFNB39 o, CHARGE*
	20349
	

	SHANK2
	SH3 and multiple ankyrin repeat domains 2
	22941
	11q13.2
	DFNA11 o, DFNB63 o /93**
	
	

	Shc
	--
	
	
	
	
	

	SHH
	sonic hedgehog
	6469
	7q36
	DFNB13**
	20423
	

	SIX1
	SIX homeobox 1
	6495
	14q23.1
	DFNA23*, BOS3*
	20471
	

	SIX5
	SIX homeobox 5
	147912
	19q13.32
	DFNA4 o, BOR2*
	20475
	

	SLC22A18
	solute carrier family 22, member 18
	5002
	11p15.5
	DFNA32* o *
	18400
	

	SLC25A6
	solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 6
	293
	Xp22.32, Yp11.3
	DFNX4 o
	11740
	

	SLC26A4
	solute carrier family 26, member 4
	5172
	7q31
	DFNB4*/14**/17**, PDS*
	23985
	NS & S
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	SLC26A11
	solute carrier family 26, member 11
	284129
	17q25.3
	DFNA20 o /26 o
	268512
	

	SLC2A6
	solute carrier family 2 (facilitated glucose transporter), member 6
	11182
	9q34
	DFNB31
	227659
	

	SLC35A1
	solute carrier family 35 (CMP-sialic acid transporter), member A1
	10559
	6q15
	
	24060
	

	SLC35A5
	solute carrier family 35, member A5
	55032
	3q13.2
	
	74102
	

	SLC39A1
	solute carrier family 39 (zinc transporter), member 1
	27173
	1q21
	DFNA7**/49**
	30791
	

	SMARCA4
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 4
	6597
	19p13.2
	DFNA57**, DFNB15 o /68**/72/81**
	20586
	

	SQSTM1
	sequestosome 1
	8878
	5q35
	
	18412
	

	SRC
	--
	
	
	
	
	

	SRC
	v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)
	6714
	20q12-q13
	
	20779
	

	STARD10
	StAR-related lipid transfer (START) domain containing 10
	10809
	11q13
	DFNA11 o, DFNB93 o
	56018
	

	TBC1D16
	TBC1 domain family, member 16
	125058
	17q25.3
	DFNA20 o /26 o
	207592
	

	TBX18
	T-box 18
	9096
	6q14-q15
	
	76365
	

	TCIRG1
	T-cell, immune regulator 1, ATPase, H+ transporting, lysosomal V0 subunit A3
	10312
	11q13.2
	DFNA11 o, DFNB63 o /93 o
	27060
	

	TCOF1
	Treacher Collins-Franceschetti syndrome 1
	6949
	5q32
	DFNA1 o /15 o /42**, TCOF1*
	21453
	

	TFAP2A
	transcription factor AP-2 alpha (activating enhancer binding protein 2 alpha)
	7020
	6p24
	DFNA21**
	21418
	

	TGFB1
	transforming growth factor, beta 1
	7040
	19q13.1
	
	21803
	

	TMEM17
	transmembrane protein 17
	200728
	2p15
	DFNA58**
	103765
	

	TMIGD1
	transmembrane and immunoglobulin domain containing 1
	388364
	17q11.2
	DFNB85 o
	66601
	

	TNF
	tumor necrosis factor
	7124
	6p21.3
	DFNA13 o /31** DFNB53 o /66 o /67 o
	21926
	

	TRMT61B
	tRNA methyltransferase 61 homolog B (S. cerevisiae)
	55006
	2p32.2
	
	
	

	TTC22
	tetratricopeptide repeat domain 22
	55001
	1p32.3
	DFNB73 o
	230576
	

	VN1R1
	vomeronasal 1 receptor 1
	57191
	19q13.4
	DFNA4 o
	
	

	WDR48
	WD repeat domain 48
	57599
	3p21.33
	DFNB6 o
	67561
	

	ZNF71
	zinc finger protein 71
	58491
	19q13.4
	DFNA4 o
	
	

	ZNF345
	zinc finger protein 345
	25850
	19q13.12
	
	
	


Table S6, Supplemental Digital Content 11. List of all molecules in the second network of Analysis 3 (otic capsule development and malformations).  The labeling conventions for genes and loci are as described in the caption of supplemental Table S2.  

