Supplemental Digital Content

[image: image1.png]TNF-a mRNA
relative expression
w

IL-5 mRNA

@

IFN-y mRNA
relative expression

IL-10 mRNA
relative expression

P<0.001

-...: == ..-.- L]

0 T T
Controls AR patients
(N=96) (N=96)
81 P<0.001
S
_a 6' .I.I.
(]
o
Q. [ ]
s 4 :
(] ®e
= 0%,
1‘-“‘ 2_ :.o:
?, 0° %o o
0 000000 Y 0000000 T
Controls AR patients
(N=96) (N=96)
121 P<0.001
9-
6- [ ]
3- s
0 T T
Controls AR patients
(N=96) (N=96)
154 P<0.001
12' ‘:o
..'
9- .
6_ | |
.::_:.
31 :-::-.
0 T T
Controls AR patients
(N=96) (N=96)

IL-6 mRNA
relative expression

IL-13 mRNA

relative expression
+

Serum IgE (IU/mL)

IL-18 mRNA
relative expression

P<0.001

AR patients
(N=96)

Controls
(N=96)

P<0.001

AR patients
(N=96)

Controls
(N=96)

P<0.001

2048+
1024 1
512+
256+
128 -

Controls
(N=96)

AR patients
(N=96)

P<0.001

AR patients
(N=96)

Controls
(N=96)

IL-4 mRNA
relative expression

IL-8 mRNA

relative expression

IL-17 mRNA
relative expression

P<0.001

—sapeat= T
Controls AR patients
(N=96) (N=96)
P<0.001

II-.:..=}:..II

AR patients
(N=96)

Controls
(N=96)

P<0.001

.IIII'.:..III..
[FLL]

Controls
(N=96)

AR patients
(N=96)




Supplementary figure 1. Inflammatory cytokine levels and IgE level between AR patients and controls. TNF-α (A), IL-1β (B), IL-4 (C), IL-5 (D), IL-6 (E), IL-8 (F), IL-13 (H), IL-17 (I) and serum IgE (K) levels were increased in AR patients compared with controls, while IL-10 (G) and IFN-γ (J) levels were decreased in AR patients compared with controls. Comparison between two groups was determined by Wilcoxon rank sum test. P<0.05 was considered significant.
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Supplementary figure 2. Correlation of lncRNA ANRIL level with inflammatory cytokine levels in controls. LncRNA ANRIL level was positively associated with TNF-α (A), IL-1β (B), IL-4 (C), IL-6 (E), IL-13 (H) and IL-17 (I) levels, and negatively associated with IL-10 (G) and IFN-γ (J) levels. Meanwhile, no association of lncRNA ANRIL with IL-5 (D) or IL-8 (F) level was observed. Correlation analysis of lncRNA ANRIL with inflammatory cytokine expressions was performed by Spearman test, P<0.05 was considered significant.

