Supplemental Digital Contents 

Supplemental Digital Content 1. Violin plot indicating the expression distribution of the top 10 marker genes of cluster 2.
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Supplemental Digital Content 2. Violin plot indicating the expression distribution of the top 10 marker gene of cluster 3.
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Supplemental Digital Content 3. Violin plot indicating the expression distribution of the top 10 marker gene of cluster 4.
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Supplemental Digital Content 4. Violin plot indicating the expression distribution of the top 10 marker gene of cluster 5.
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Supplemental Digital Content 5. (A) GO analysis of the selected top 10 GO terms for cluster 2; (B) Disease enrichment plot from KEGG pathway analysis for cluster 2.
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Supplemental Digital Content 6. (A) GO analysis of the selected top 10 GO terms for cluster 3; (B) Disease enrichment plot from KEGG pathway analysis for cluster 3.
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Supplemental Digital Content 7. (A) GO analysis of the selected top 10 GO terms for cluster 4; (B) Disease enrichment plot from KEGG pathway analysis for cluster 4.
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Supplemental Digital Content 8. (A) GO analysis of the selected top 10 GO terms for cluster 5; (B) Disease enrichment plot from KEGG pathway analysis for cluster 5.
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