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Supplement Fig S1. Richness rarefraction plot(A) and Rank abundance plot(B) for samples from HC group, GC group and HGC group. HC, healthy controls group. GC, gastric cancer patients group. HGC, postoperative samples from GC patients.  
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Supplement Fig S2. Comparision of gut microbiota between GC patients and HCs. Relative abundance of the compositional difference of dominant bacteria in GC patients and HCs at the class (A) and order (B). HC, healthy controls group. GC, gastric cancer patients group. * indicates p ＜ .05 when compared with the normal group. 

