Supplementary Table 1 All differentially expressed genes associated with ACC.

	Gene symbol
	adj.P.Val
	P.Value
	logFC

	GABRP
	3.83E-12
	4.14E-15
	5.26

	MYB
	5.08E-12
	6.26E-15
	5.24

	HORMAD1
	8.82E-09
	1.01E-10
	4.24

	ABCA13
	5.30E-08
	1.01E-09
	4.05

	VCAN
	1.51E-11
	2.44E-14
	3.83

	VTCN1
	2.33E-12
	2.31E-15
	3.80

	PDZK1P1///PDZK1
	8.94E-05
	1.10E-05
	3.74

	BMPR1B
	5.84E-13
	3.18E-16
	3.64

	HAPLN1
	5.31E-05
	5.88E-06
	3.61

	ART3
	1.27E-05
	1.04E-06
	3.56

	FABP7
	1.37E-10
	3.62E-13
	3.55

	TBX22
	1.01E-08
	1.19E-10
	3.52

	NETO2
	1.74E-05
	1.53E-06
	3.51

	PRAME
	6.70E-12
	9.46E-15
	3.46

	STMN1
	1.16E-13
	2.59E-17
	3.28

	ZNF730
	1.81E-09
	1.17E-11
	3.17

	ELAVL2
	1.05E-08
	1.26E-10
	3.12

	FNDC1
	9.81E-08
	2.19E-09
	3.08

	ANLN
	1.51E-10
	4.16E-13
	3.01

	KRT15
	1.92E-05
	1.72E-06
	2.99

	DLX5
	1.33E-05
	1.11E-06
	2.96

	GUCY1A3
	2.42E-08
	3.74E-10
	2.91

	OR2L8
	3.06E-04
	4.96E-05
	2.91

	EDIL3
	1.08E-06
	4.77E-08
	2.91

	OVOS///OVOS2
	9.51E-07
	4.04E-08
	2.90

	MGC39584
	2.51E-04
	3.89E-05
	2.89

	OVOS///OVOS2
	1.26E-06
	5.84E-08
	2.86

	SHC4
	7.22E-06
	5.29E-07
	2.79

	ZNF286B///ZNF286A
	3.81E-10
	1.51E-12
	2.77

	BRIP1
	1.69E-09
	1.05E-11
	2.70

	LAMB1
	1.53E-07
	3.87E-09
	2.67

	DTL
	5.09E-08
	9.60E-10
	2.67

	SERPINE2
	3.07E-05
	3.07E-06
	2.66

	OR2L2
	1.03E-04
	1.32E-05
	2.65

	OR2AK2
	7.84E-05
	9.41E-06
	2.64

	VIT
	9.76E-05
	1.23E-05
	2.62

	HELLS
	4.40E-11
	9.52E-14
	2.62

	OBP2B
	1.29E-06
	6.00E-08
	2.61

	RAPGEF4
	1.37E-06
	6.51E-08
	2.60

	RASGRP1
	7.03E-07
	2.69E-08
	2.60

	NPNT
	8.22E-08
	1.73E-09
	2.59

	BAMBI
	2.54E-05
	2.42E-06
	2.59

	CDK6
	3.43E-11
	6.79E-14
	2.58

	TOP2A
	1.11E-07
	2.57E-09
	2.58

	HEY2
	1.00E-05
	7.89E-07
	2.56

	PXDN
	4.84E-07
	1.70E-08
	2.55

	DNAH14
	3.34E-09
	2.80E-11
	2.55

	MAMDC2
	4.88E-04
	8.73E-05
	2.50

	ZNF286B///ZNF286A
	3.64E-10
	1.41E-12
	2.48

	LINC01296
	2.28E-09
	1.62E-11
	2.47

	EFHD1
	2.24E-09
	1.58E-11
	2.46

	EZH2
	1.01E-11
	1.58E-14
	2.45

	COL9A1
	9.80E-05
	1.24E-05
	2.45

	CENPF
	8.31E-08
	1.75E-09
	2.45

	MFGE8
	4.08E-08
	7.14E-10
	2.44

	XRCC2
	3.32E-09
	2.77E-11
	2.44

	SYCP2
	1.07E-08
	1.31E-10
	2.42

	PRLR
	1.98E-06
	1.03E-07
	2.41

	SEMA6D
	1.30E-07
	3.15E-09
	2.41

	JAG1
	3.10E-08
	5.08E-10
	2.37

	LGR6
	1.85E-04
	2.68E-05
	2.35

	NUSAP1
	1.20E-07
	2.84E-09
	2.35

	EPHA7
	4.13E-06
	2.58E-07
	2.34

	CENPK
	7.45E-08
	1.55E-09
	2.34

	CCNB2
	1.27E-07
	3.04E-09
	2.34

	THBS2
	6.07E-06
	4.25E-07
	2.33

	ZNF300
	3.36E-10
	1.24E-12
	2.33

	PTH2R
	8.50E-03
	2.66E-03
	2.31

	CKS2
	4.29E-07
	1.46E-08
	2.31

	GLYATL2
	1.97E-03
	4.64E-04
	2.30

	TTYH1
	4.37E-07
	1.49E-08
	2.29

	LINC01296
	6.51E-09
	6.79E-11
	2.29

	ENC1
	5.66E-08
	1.09E-09
	2.28

	AADAT
	3.62E-07
	1.16E-08
	2.28

	ANXA8L1///ANXA8
	7.27E-07
	2.82E-08
	2.28

	COLEC12
	4.71E-06
	3.08E-07
	2.28

	KIF11
	8.58E-08
	1.84E-09
	2.27

	ST3GAL4
	3.56E-09
	3.07E-11
	2.27

	NLN
	9.62E-11
	2.37E-13
	2.26

	ZIM2///PEG3
	2.70E-07
	7.92E-09
	2.25

	ITGA9
	2.15E-07
	5.94E-09
	2.24

	LINC01296
	8.89E-09
	1.02E-10
	2.24

	PCDHB3
	4.24E-04
	7.38E-05
	2.23

	PDE9A
	2.72E-07
	8.02E-09
	2.22

	OR2L5
	2.71E-04
	4.26E-05
	2.20

	TDRD12
	2.49E-02
	9.64E-03
	2.20

	LINC00885
	2.61E-09
	2.04E-11
	2.20

	ZNF711
	2.01E-08
	2.97E-10
	2.19

	ZFHX4
	1.08E-04
	1.40E-05
	2.18

	POTEB3///LOC102723502///POTEB///LOC100288966///POTEB2///POTEF///POTEJ///POTEM///POTEE///POTEKP///POTEG///POTEC///POTED///POTEH
	1.12E-02
	3.73E-03
	2.17

	CCDC144CP///CCDC144NL///CCDC144B///CCDC144A
	1.61E-06
	7.91E-08
	2.17

	DKK1
	2.00E-03
	4.74E-04
	2.17

	PLAT
	1.08E-03
	2.28E-04
	2.16

	SNORD28
	1.43E-04
	1.96E-05
	2.15

	POTEB3///LOC102723502///POTEB///LOC100288966///POTEB2///POTEF///POTEJ///POTEM///POTEE///POTEKP///POTEG///POTEC///POTED///POTEH
	1.11E-02
	3.69E-03
	2.15

	CRABP2
	1.12E-04
	1.45E-05
	2.14

	DAPK1
	2.33E-08
	3.59E-10
	2.14

	ST8SIA6
	3.59E-03
	9.48E-04
	2.14

	SNHG1///SNORD27
	2.14E-03
	5.15E-04
	2.14

	FAM227A
	9.85E-09
	1.16E-10
	2.13

	MLC1
	6.13E-07
	2.29E-08
	2.13

	LOC441178
	1.21E-03
	2.61E-04
	2.12

	LOC441178
	1.21E-03
	2.61E-04
	2.12

	B3GALT5
	1.67E-04
	2.36E-05
	2.12

	CDH13
	7.91E-04
	1.56E-04
	2.11

	CCDC144CP///CCDC144NL///CCDC144B///CCDC144A
	1.22E-06
	5.57E-08
	2.10

	BUB1B
	1.97E-08
	2.89E-10
	2.10

	CDK1
	3.25E-07
	9.99E-09
	2.10

	MKI67
	2.87E-06
	1.63E-07
	2.10

	MTHFD2
	4.45E-10
	1.82E-12
	2.10

	APBA2
	2.05E-08
	3.06E-10
	2.09

	LINC00665
	2.80E-08
	4.49E-10
	2.09

	GINS1
	1.39E-09
	7.95E-12
	2.09

	FAT1
	2.78E-13
	1.08E-16
	2.08

	MFAP2
	7.16E-06
	5.23E-07
	2.07

	DSC3
	1.71E-05
	1.50E-06
	2.07

	MSANTD3-TMEFF1///TMEFF1
	1.13E-08
	1.41E-10
	2.07

	TRPS1
	1.33E-06
	6.24E-08
	2.05

	KIF23
	7.16E-08
	1.47E-09
	2.05

	ADGRV1
	9.53E-04
	1.96E-04
	2.04

	SOX4
	1.36E-12
	1.15E-15
	2.04

	TUSC3
	6.12E-10
	2.84E-12
	2.04

	CERS3
	6.15E-03
	1.81E-03
	2.03

	POTEB3///LOC102723502///POTEB///LOC100288966///POTEB2///POTEF///POTEJ///POTEM///POTEE///POTEKP///POTEG///POTEC///POTED///POTEH
	6.68E-03
	2.00E-03
	2.03

	ZNF726
	6.55E-09
	6.84E-11
	2.02

	FAM111B
	6.02E-06
	4.20E-07
	2.02

	HIST1H4J///HIST1H4K///HIST1H4J///HIST1H4K
	1.34E-05
	1.12E-06
	2.02

	CENPU
	1.80E-08
	2.55E-10
	2.02

	GCNT2
	6.62E-07
	2.52E-08
	2.02

	SERPINB5
	5.81E-07
	2.13E-08
	2.02

	AARD
	7.40E-06
	5.44E-07
	2.01

	CDC42EP3
	5.84E-08
	1.14E-09
	2.00

	OBP2B
	2.98E-06
	1.71E-07
	2.00

	CCL21
	3.42E-03
	8.96E-04
	-2.01

	PLAG1
	3.63E-04
	6.12E-05
	-2.01

	SMCO4
	2.64E-08
	4.16E-10
	-2.01

	SLC16A14
	1.39E-09
	7.98E-12
	-2.02

	GPR15
	7.79E-05
	9.34E-06
	-2.02

	IGF1
	7.98E-07
	3.20E-08
	-2.03

	ARHGAP24
	7.98E-08
	1.66E-09
	-2.03

	HID1
	1.46E-07
	3.67E-09
	-2.04

	WWC1
	1.54E-08
	2.10E-10
	-2.06

	ARHGEF38
	1.28E-05
	1.06E-06
	-2.08

	PRKCH
	3.33E-08
	5.56E-10
	-2.09

	IGKC
	4.33E-03
	1.19E-03
	-2.09

	CDH19
	1.70E-08
	2.37E-10
	-2.09

	IGHV3-69-1///IGHV3OR16-7
	3.62E-03
	9.58E-04
	-2.10

	ABCA6
	2.41E-04
	3.70E-05
	-2.10

	SLCO1A2
	2.59E-03
	6.45E-04
	-2.10

	PLIN4
	6.06E-06
	4.23E-07
	-2.11

	IGLJ3///IGHV3-23///IGHV4-31///IGHM///IGHG1///IGHA1///SCFV///C14orf99///IGK///IGKV3-20///IGHV3-23///IGHV3-48///IGHV3-69-1///IGHV3OR16-7
	8.97E-03
	2.84E-03
	-2.11

	MGLL
	3.42E-11
	6.58E-14
	-2.12

	ANGPT1
	1.81E-09
	1.18E-11
	-2.12

	PDZK1IP1
	2.74E-09
	2.17E-11
	-2.12

	DUSP1
	4.13E-04
	7.15E-05
	-2.12

	GPR160
	5.37E-07
	1.94E-08
	-2.13

	ADRA1A
	6.51E-13
	4.30E-16
	-2.13

	FIGN
	1.46E-06
	7.04E-08
	-2.14

	HDAC9
	6.68E-08
	1.33E-09
	-2.14

	CCL28
	8.43E-06
	6.39E-07
	-2.15

	APOD
	7.92E-04
	1.56E-04
	-2.15

	RNF150
	1.32E-09
	7.48E-12
	-2.15

	ALDH2
	1.18E-05
	9.62E-07
	-2.15

	LAMA4
	2.61E-05
	2.51E-06
	-2.16

	PHLDB2
	2.94E-07
	8.81E-09
	-2.16

	GATM
	9.51E-06
	7.41E-07
	-2.16

	PLEKHS1
	6.97E-05
	8.18E-06
	-2.16

	PLIN1
	4.81E-06
	3.16E-07
	-2.16

	RNF128
	8.64E-10
	4.51E-12
	-2.16

	SLC7A2
	1.29E-06
	6.01E-08
	-2.16

	GALM
	9.72E-08
	2.15E-09
	-2.17

	IGK///IGKC
	6.22E-03
	1.84E-03
	-2.17

	XBP1
	2.26E-10
	7.00E-13
	-2.18

	PIK3C2G
	1.06E-03
	2.22E-04
	-2.18

	SLC41A2
	4.21E-06
	2.67E-07
	-2.18

	TXLNGY
	2.24E-02
	8.48E-03
	-2.21

	CHRDL1
	1.13E-05
	9.11E-07
	-2.21

	ADIRF
	2.80E-10
	9.26E-13
	-2.21

	CXCL17
	2.93E-07
	8.79E-09
	-2.21

	MANSC1
	1.71E-06
	8.59E-08
	-2.21

	PKHD1L1
	1.75E-12
	1.58E-15
	-2.22

	PKDCC
	3.95E-11
	7.94E-14
	-2.22

	CHST9
	2.61E-04
	4.08E-05
	-2.22

	HSPB8
	1.08E-04
	1.39E-05
	-2.23

	SNTB1
	1.56E-09
	9.16E-12
	-2.23

	NXPE1
	6.26E-10
	2.97E-12
	-2.23

	MME
	1.52E-05
	1.30E-06
	-2.24

	TMPRSS11E
	4.40E-05
	4.69E-06
	-2.25

	ACSL1
	1.74E-05
	1.53E-06
	-2.26

	FGF10
	1.56E-11
	2.58E-14
	-2.26

	RUNX1T1
	8.66E-07
	3.57E-08
	-2.26

	ASPA
	1.09E-07
	2.49E-09
	-2.26

	FUT8
	3.42E-07
	1.07E-08
	-2.26

	TMPRSS11E
	5.22E-05
	5.78E-06
	-2.27

	ATP6V1C2
	5.89E-05
	6.66E-06
	-2.27

	C7
	1.92E-03
	4.51E-04
	-2.27

	EYA1
	7.12E-10
	3.62E-12
	-2.28

	SCFV///IGLJ3///IGHV3-23///IGHV3-41///IGHV4-31///IGHM///IGHG2///IGHG1///IGHA1///IGH///C14orf99///IGK///IGKV3-20///IGHV3-23///IGHV3-48///IGHV3-75///IGHV3-69-1///IGHV3OR16-7
	4.29E-03
	1.17E-03
	-2.28

	PTCH2
	3.25E-07
	1.00E-08
	-2.28

	SCD
	3.33E-06
	1.95E-07
	-2.29

	CRYBG3
	2.46E-08
	3.83E-10
	-2.29

	SLC9A1
	6.12E-10
	2.84E-12
	-2.29

	RGCC
	4.37E-08
	7.85E-10
	-2.29

	CKMT2
	9.52E-08
	2.10E-09
	-2.30

	SPDEF
	5.24E-06
	3.52E-07
	-2.30

	IGKC
	1.77E-03
	4.10E-04
	-2.32

	TPD52L1
	7.65E-09
	8.29E-11
	-2.33

	PRKACB
	1.42E-09
	8.19E-12
	-2.34

	IGHV3-48///IGHV3-69-1///IGHV3OR16-7
	1.87E-03
	4.37E-04
	-2.35

	ELL2
	2.72E-10
	8.90E-13
	-2.35

	AOC3
	1.53E-06
	7.44E-08
	-2.36

	IGKC
	6.16E-04
	1.16E-04
	-2.36

	TXLNGY
	1.69E-02
	6.04E-03
	-2.37

	LPL
	6.17E-04
	1.16E-04
	-2.38

	KCNJ16
	6.41E-10
	3.06E-12
	-2.38

	IGKC
	6.33E-04
	1.20E-04
	-2.40

	CSN3
	4.75E-08
	8.71E-10
	-2.40

	DUSP6
	7.76E-11
	1.84E-13
	-2.40

	PDE3A
	1.22E-06
	5.59E-08
	-2.40

	PTGS2
	1.75E-05
	1.54E-06
	-2.40

	ADH1A
	5.84E-08
	1.14E-09
	-2.40

	CCDC68
	2.02E-13
	6.68E-17
	-2.41

	DHRS7
	1.36E-10
	3.42E-13
	-2.41

	ELL2
	4.68E-10
	1.99E-12
	-2.41

	CSN1S2AP
	7.07E-11
	1.61E-13
	-2.42

	IGK///IGKC
	7.75E-03
	2.39E-03
	-2.42

	ATP2B2
	7.08E-11
	1.64E-13
	-2.42

	C14orf39
	6.68E-06
	4.80E-07
	-2.42

	LRRC26
	3.65E-10
	1.44E-12
	-2.43

	LRRK2
	7.97E-09
	8.93E-11
	-2.43

	IGKC
	3.31E-04
	5.45E-05
	-2.44

	BLM
	1.02E-08
	1.21E-10
	-2.45

	SCN7A
	5.99E-07
	2.22E-08
	-2.46

	HSD11B2
	1.39E-07
	3.43E-09
	-2.46

	CSN1S1
	2.64E-07
	7.70E-09
	-2.48

	IGKC
	2.70E-03
	6.77E-04
	-2.48

	FAM46C
	1.07E-06
	4.74E-08
	-2.48

	CRACR2A
	5.45E-08
	1.04E-09
	-2.49

	STEAP4
	1.00E-04
	1.27E-05
	-2.49

	RAP1GAP
	3.83E-09
	3.41E-11
	-2.49

	C1orf168
	3.07E-10
	1.10E-12
	-2.49

	SCFV///IGLJ3///IGHV3-23///IGHV4-31///IGHM///IGHG2///IGHG1///IGHA1///SCFV///C14orf99///IGK///IGKV3-20///IGHV3-23///IGHV3-30///IGHV3-48///IGHV3-75///IGHV3-69-1///IGHV3OR16-7
	8.78E-03
	2.77E-03
	-2.49

	SOAT1
	2.47E-09
	1.85E-11
	-2.50

	DPT
	8.93E-05
	1.10E-05
	-2.51

	MYOC
	3.48E-10
	1.32E-12
	-2.52

	POF1B
	2.97E-09
	2.44E-11
	-2.54

	CLU
	2.58E-07
	7.42E-09
	-2.55

	PLCB4
	6.16E-06
	4.36E-07
	-2.55

	NUCB2
	4.01E-09
	3.59E-11
	-2.55

	AGFG2
	3.07E-10
	1.11E-12
	-2.56

	EGF
	2.26E-04
	3.43E-05
	-2.56

	CNTN5
	1.14E-04
	1.49E-05
	-2.56

	LTF
	1.12E-04
	1.46E-05
	-2.57

	SCFV///IGLJ3///IGHM///IGHA1///SCFV///C14orf99///IGK///IGKV3-20///IGHV3-23///IGHV3-30///IGHV3-48///IGHV3-69-1
	3.91E-03
	1.05E-03
	-2.57

	MLPH
	3.43E-10
	1.28E-12
	-2.59

	SEC11C
	6.45E-12
	8.72E-15
	-2.59

	ALDH1L1
	2.50E-11
	4.50E-14
	-2.60

	CHI3L2
	1.84E-09
	1.22E-11
	-2.60

	SLC39A8
	3.10E-09
	2.56E-11
	-2.60

	ENPP3
	9.81E-08
	2.18E-09
	-2.60

	LCN2
	1.98E-09
	1.36E-11
	-2.60

	C1QTNF3-AMACR///AMACR
	8.67E-09
	9.86E-11
	-2.61

	MYRIP
	2.12E-13
	7.63E-17
	-2.61

	GNE
	3.52E-08
	5.97E-10
	-2.61

	SCFV///IGHM///SCFV///IGHV3-30
	8.32E-03
	2.60E-03
	-2.61

	MSMB
	1.97E-09
	1.34E-11
	-2.61

	ATP6V0A4
	1.69E-06
	8.44E-08
	-2.62

	ABI3BP
	1.46E-04
	2.01E-05
	-2.63

	LOC102723407///IGHV4-31///IGHM///IGHD///IGHA2///LOC102723407///SKAP2///IGHA2///IGHA1///IGH
	9.32E-03
	2.97E-03
	-2.64

	GNA14
	6.12E-10
	2.87E-12
	-2.64

	ALDH1L2
	1.28E-06
	5.95E-08
	-2.64

	ARFGEF3
	1.35E-06
	6.37E-08
	-2.65

	CTSC
	4.82E-06
	3.17E-07
	-2.67

	MAOA
	1.64E-09
	9.96E-12
	-2.67

	ABCA9
	1.03E-06
	4.49E-08
	-2.67

	PALMD
	1.18E-08
	1.49E-10
	-2.68

	SLC13A5
	9.83E-05
	1.24E-05
	-2.68

	C9orf152
	1.66E-07
	4.28E-09
	-2.69

	ABCD2
	1.69E-08
	2.34E-10
	-2.71

	ANO5
	1.13E-08
	1.41E-10
	-2.72

	LIFR
	1.41E-08
	1.86E-10
	-2.73

	TNFRSF11A
	1.87E-12
	1.74E-15
	-2.74

	PIK3AP1
	2.08E-10
	6.18E-13
	-2.78

	BHLHA15
	2.14E-12
	2.06E-15
	-2.78

	HBA2///HBA1
	8.98E-05
	1.11E-05
	-2.78

	HBA2///HBA1
	8.98E-05
	1.11E-05
	-2.78

	FOXP2
	3.54E-09
	3.03E-11
	-2.80

	RNASE8
	1.31E-08
	1.69E-10
	-2.80

	HGD
	6.98E-08
	1.42E-09
	-2.80

	HGD
	6.98E-08
	1.42E-09
	-2.80

	PDE8B
	9.12E-11
	2.19E-13
	-2.81

	ADGRG2
	3.44E-06
	2.04E-07
	-2.83

	IGKC
	3.75E-04
	6.37E-05
	-2.85

	KCNJ15
	4.79E-07
	1.68E-08
	-2.87

	SLC1A2
	1.37E-10
	3.51E-13
	-2.88

	IGSF10
	1.61E-13
	4.55E-17
	-2.89

	SCFV///IGLJ3///IGHM///IGHG1///IGHD///C14orf99///IGHV3-48///IGHV3-69-1
	7.94E-03
	2.46E-03
	-2.89

	ACADL
	5.77E-12
	7.27E-15
	-2.89

	OPRPN
	2.61E-03
	6.50E-04
	-2.89

	THRSP
	5.58E-08
	1.07E-09
	-2.90

	PAIP2B///VPS36
	5.84E-13
	3.33E-16
	-2.90

	RBP4
	5.43E-07
	1.97E-08
	-2.91

	FBP1
	6.51E-13
	4.30E-16
	-2.92

	WDR72
	1.52E-05
	1.29E-06
	-2.92

	SIDT1
	3.26E-10
	1.19E-12
	-2.93

	ACPP
	2.41E-09
	1.77E-11
	-2.93

	IGKC
	3.01E-03
	7.68E-04
	-2.93

	FAM3D
	6.34E-12
	8.30E-15
	-2.96

	MAN1A1
	6.60E-07
	2.51E-08
	-2.97

	SLPI
	1.47E-09
	8.53E-12
	-3.01

	TBC1D30
	3.45E-13
	1.45E-16
	-3.01

	ERBB4
	8.56E-07
	3.52E-08
	-3.02

	IGHM///IGHV3-48///IGHV3-69-1
	7.30E-03
	2.23E-03
	-3.02

	KIAA0040
	4.49E-09
	4.22E-11
	-3.02

	RRAGD
	6.57E-07
	2.50E-08
	-3.03

	C8orf4
	1.16E-13
	1.56E-17
	-3.04

	GPD1
	2.89E-09
	2.32E-11
	-3.04

	PDK4
	2.61E-06
	1.45E-07
	-3.04

	IGKC
	6.65E-03
	1.99E-03
	-3.05

	KAT2B
	2.07E-10
	6.10E-13
	-3.06

	IQGAP2
	1.42E-07
	3.55E-09
	-3.06

	PARM1
	3.29E-09
	2.74E-11
	-3.07

	BPIFB2
	2.63E-07
	7.66E-09
	-3.11

	ABCA8
	4.47E-06
	2.88E-07
	-3.12

	AQP3
	2.03E-06
	1.07E-07
	-3.13

	TRPV6
	4.68E-10
	1.98E-12
	-3.14

	C1QTNF3-AMACR///C1QTNF3
	5.87E-07
	2.16E-08
	-3.16

	PAX9
	3.64E-10
	1.42E-12
	-3.17

	SH3BGRL2
	2.80E-09
	2.24E-11
	-3.19

	ACSS3
	7.13E-07
	2.74E-08
	-3.21

	HBB
	1.23E-04
	1.65E-05
	-3.22

	SIX1
	2.33E-09
	1.69E-11
	-3.26

	FAM20A
	6.34E-12
	8.38E-15
	-3.28

	FAM171B
	4.02E-09
	3.62E-11
	-3.30

	LOC100128816
	4.09E-08
	7.21E-10
	-3.33

	LMOD3
	6.27E-11
	1.41E-13
	-3.33

	CADPS2
	1.50E-09
	8.76E-12
	-3.34

	NXPE2
	3.43E-09
	2.90E-11
	-3.34

	FAM129A
	1.62E-09
	9.72E-12
	-3.37

	MUC15
	2.73E-06
	1.53E-07
	-3.38

	SLC31A2
	6.70E-12
	9.65E-15
	-3.42

	CRACR2A
	3.96E-08
	6.90E-10
	-3.42

	PON3
	6.87E-09
	7.27E-11
	-3.42

	ACKR4
	9.50E-11
	2.31E-13
	-3.44

	PRUNE2
	1.16E-13
	1.83E-17
	-3.44

	DEFB1
	1.97E-09
	1.35E-11
	-3.47

	DEPTOR
	5.99E-10
	2.70E-12
	-3.47

	ASB5
	6.70E-12
	9.28E-15
	-3.54

	PDE3B
	2.10E-09
	1.46E-11
	-3.55

	PEBP4
	5.84E-13
	3.21E-16
	-3.58

	TSPAN8
	1.76E-06
	8.90E-08
	-3.59

	SLC5A5
	2.80E-11
	5.12E-14
	-3.67

	SLC26A9
	5.77E-10
	2.57E-12
	-3.67

	ETNPPL
	4.20E-11
	8.58E-14
	-3.68

	BPIFB1
	1.17E-07
	2.74E-09
	-3.71

	ADH1C
	3.01E-11
	5.69E-14
	-3.71

	OR5G5P
	1.80E-09
	1.14E-11
	-3.73

	AQP5
	5.68E-09
	5.72E-11
	-3.76

	WNT5A
	7.86E-09
	8.69E-11
	-3.78

	ALDH1A1
	5.34E-10
	2.31E-12
	-3.80

	MUCL1
	2.48E-04
	3.84E-05
	-3.81

	PRH1-PRR4///PRR4
	8.88E-13
	6.40E-16
	-3.86

	TESC
	1.16E-13
	2.78E-17
	-3.87

	PRH1-PRR4///PRH1
	1.18E-08
	1.50E-10
	-3.88

	DNER
	4.34E-11
	9.23E-14
	-3.90

	ETV1
	1.73E-08
	2.43E-10
	-3.92

	NOSTRIN
	1.09E-09
	5.85E-12
	-3.94

	CD36
	1.22E-06
	5.59E-08
	-4.02

	SLC37A2
	1.86E-14
	8.41E-19
	-4.04

	MEIS2
	3.54E-09
	3.04E-11
	-4.07

	MGAM2
	2.42E-08
	3.73E-10
	-4.10

	CRISP3
	7.18E-06
	5.25E-07
	-4.14

	ANGPTL1
	5.17E-13
	2.49E-16
	-4.23

	MAOB
	1.08E-12
	8.14E-16
	-4.26

	FMO6P
	5.86E-09
	5.96E-11
	-4.28

	FDCSP
	1.31E-05
	1.09E-06
	-4.29

	WIF1
	2.17E-11
	3.78E-14
	-4.32

	ADH1B
	1.44E-10
	3.90E-13
	-4.35

	LYZ
	1.87E-05
	1.67E-06
	-4.42

	FAM3B
	7.12E-10
	3.63E-12
	-4.46

	DNASE2B
	1.53E-12
	1.34E-15
	-4.47

	CST2
	3.61E-07
	1.14E-08
	-4.52

	PRUNE2
	1.61E-13
	4.83E-17
	-4.58

	ADIPOQ
	5.81E-11
	1.27E-13
	-4.59

	JCHAIN
	4.64E-04
	8.23E-05
	-4.61

	AMY2B///AMY2A///AMY1C///AMY1B///AMY1A
	6.39E-09
	6.62E-11
	-4.62

	KLK1
	8.47E-12
	1.25E-14
	-4.67

	SLC22A3
	1.86E-14
	1.11E-18
	-4.73

	ODAM
	2.48E-09
	1.86E-11
	-4.73

	SMR3A
	4.60E-09
	4.35E-11
	-4.77

	CST1
	4.49E-04
	7.89E-05
	-4.81

	CST5
	1.04E-08
	1.24E-10
	-4.93

	ZG16B
	3.05E-08
	4.97E-10
	-4.97

	TCN1
	3.62E-09
	3.22E-11
	-4.98

	AMY2B///AMY2A///AMY1C///AMY1B///AMY1A
	4.60E-09
	4.38E-11
	-4.98

	AMY2B///AMY2A///AMY1C///AMY1B///AMY1A
	4.60E-09
	4.38E-11
	-4.98

	AMY2B///AMY2A///AMY1C///AMY1B///AMY1A
	4.60E-09
	4.38E-11
	-4.98

	PRB4
	1.06E-08
	1.28E-10
	-5.29

	NXPE4
	2.27E-14
	2.05E-18
	-5.34

	CA6
	6.80E-07
	2.60E-08
	-5.43

	PRB2///PRB4///PRB3///PRB1
	1.19E-07
	2.79E-09
	-5.50

	PRB3
	2.46E-08
	3.85E-10
	-5.50

	PIGR
	6.12E-10
	2.85E-12
	-5.62

	DMBT1
	1.16E-13
	2.65E-17
	-5.63

	PRB2///PRB4///PRB3///PRB1
	8.13E-08
	1.70E-09
	-5.68

	FABP4
	1.21E-07
	2.86E-09
	-5.73

	MUC7
	7.92E-07
	3.15E-08
	-5.76

	PRR27
	2.21E-08
	3.36E-10
	-5.96

	PIP
	1.69E-09
	1.04E-11
	-6.08

	DPP4
	3.83E-12
	4.04E-15
	-6.21

	LPO
	6.23E-13
	3.74E-16
	-6.25

	STATH
	4.74E-04
	8.44E-05
	-6.46

	PIKFYVE///SMR3B
	3.05E-05
	3.04E-06
	-6.48

	PRH2
	5.05E-08
	9.45E-10
	-6.58

	BPIFA2
	1.62E-09
	9.81E-12
	-7.02

	HTN3
	4.90E-05
	5.35E-06
	-7.14

	HTN1
	1.97E-05
	1.78E-06
	-7.16










