Supplementary Table 3 KEGG pathway analysis of predicted miRNAs based on DIANA-miRPath v3.0

	KEGG pathway
	PValue
	Genes
	miRNAs

	Proteoglycans in cancer
	2.62E-10
	159
	71

	Pathways in cancer
	5.03E-08
	299
	75

	Fatty acid metabolism
	5.92E-08
	34
	49

	Hippo signaling pathway
	1.60E-07
	120
	68

	TGF-beta signaling pathway
	1.34E-06
	66
	66

	Morphine addiction
	3.98E-06
	71
	67

	Axon guidance
	1.29E-05
	99
	71

	ErbB signaling pathway
	2.13E-05
	72
	67

	Wnt signaling pathway
	2.17E-05
	111
	70

	PI3K-Akt signaling pathway
	6.50E-05
	254
	72

	Renal cell carcinoma
	1.18E-04
	56
	65

	GABAergic synapse
	1.41E-04
	66
	66

	Adherens junction
	1.41E-04
	63
	67

	Signaling pathways regulating pluripotency of stem cells
	1.54E-04
	108
	69

	Glioma
	1.62E-04
	52
	64

	Fatty acid biosynthesis
	1.68E-04
	9
	32

	Circadian entrainment
	1.68E-04
	74
	69

	Ras signaling pathway
	1.68E-04
	167
	71

	Melanoma
	4.81E-04
	59
	62

	Arrhythmogenic right ventricular cardiomyopathy (ARVC)
	5.99E-04
	58
	63

	Glutamatergic synapse
	5.99E-04
	89
	71

	Thyroid hormone signaling pathway
	9.49E-04
	89
	72

	Gap junction
	1.04E-03
	68
	69

	Mucin type O-Glycan biosynthesis
	1.10E-03
	22
	43

	Cell cycle
	1.57E-03
	95
	71

	Endocytosis
	2.10E-03
	149
	71

	MAPK signaling pathway
	2.10E-03
	186
	74

	Rap1 signaling pathway
	2.10E-03
	154
	74

	p53 signaling pathway
	2.17E-03
	55
	65

	Chronic myeloid leukemia
	2.17E-03
	57
	67

	Focal adhesion
	2.43E-03
	152
	72

	FoxO signaling pathway
	2.89E-03
	100
	66

	mTOR signaling pathway
	2.91E-03
	49
	66

	Circadian rhythm
	3.27E-03
	28
	58

	Fatty acid degradation
	3.62E-03
	27
	42

	Lysine degradation
	5.21E-03
	36
	61

	Endometrial cancer
	5.36E-03
	42
	65

	Glycosaminoglycan biosynthesis - keratan sulfate
	5.67E-03
	13
	32

	Pancreatic cancer
	5.96E-03
	53
	64

	Regulation of actin cytoskeleton
	6.21E-03
	153
	74

	N-Glycan biosynthesis
	6.39E-03
	35
	56

	Prostate cancer
	6.98E-03
	68
	69

	cAMP signaling pathway
	8.32E-03
	144
	73

	Oxytocin signaling pathway
	8.46E-03
	115
	70

	Dorso-ventral axis formation
	1.04E-02
	24
	59

	Non-small cell lung cancer
	1.04E-02
	43
	64

	Neurotrophin signaling pathway
	1.04E-02
	90
	68

	Choline metabolism in cancer
	1.04E-02
	77
	70

	Colorectal cancer
	1.10E-02
	48
	65

	mRNA surveillance pathway
	1.42E-02
	68
	63

	Inositol phosphate metabolism
	1.97E-02
	46
	61

	Adrenergic signaling in cardiomyocytes
	2.07E-02
	102
	72

	HIF-1 signaling pathway
	2.27E-02
	78
	62

	Bacterial invasion of epithelial cells
	2.39E-02
	56
	61

	Long-term depression
	2.48E-02
	46
	62

	Central carbon metabolism in cancer
	3.10E-02
	50
	62

	Long-term potentiation
	4.03E-02
	51
	67

	ABC transporters
	4.04E-02
	35
	49

	Prion diseases
	4.23E-02
	18
	40

	T cell receptor signaling pathway
	4.28E-02
	77
	64

	Tight junction
	4.35E-02
	99
	70

	Acute myeloid leukemia
	4.46E-02
	43
	61

	Osteoclast differentiation
	4.83E-02
	92
	62

	Retrograde endocannabinoid signaling
	4.83E-02
	73
	68

	Ubiquitin mediated proteolysis
	4.83E-02
	97
	69

	cGMP-PKG signaling pathway
	4.83E-02
	116
	73

	Gastric acid secretion
	4.89E-02
	56
	67
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