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Supplementary table 2 Bacterial genera where ANOVA was significant (p<0.05) between granuloma positive, granuloma negative Crohn disease and controls. False discovery rate (FDR) adjusted p values are also shown. 0.00: p<0.01
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Supplementary table 3 Bacterial species where ANOVA was significant (p<0.05) between granuloma positive, granuloma negative Crohn disease and controls. False discovery rate (FDR) adjusted p values are also shown. 0.00: p<0.01
