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Figure S2. Clustal sequence comparison of zebrafish Zfhx1b sequences with
human. Deduced amino acid sequences are shown, with areas of homology shaded gray.
Note the high degree of similarity between the isoforms in areas of homology, but that
the homology between human (HS, Homo sapiens) zeb2 and zebrafish (DR, Danio rerio)
zeb2b is higher than human compared to zebrafish zeb2a.




