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	SNP
	Chr.
	Pos. (Mb)
	Nearest gene
	Allele
	EAF
	EAF in Literature (14-16) 
	Fst
	Call rate
	Total sample
	HWE* (P)
	Genotype (11/12/22)

	
	
	
	
	
	
	
	
	
	
	
	NAFLD cases
	

	
	
	
	
	Effect (1)
	Other (2)
	
	
	
	
	 (11/12/22)
	
	Mild steatosis
	Moderate to 
severe steatosis
	Total NAFLD cases
	Controls

	rs780094
	2
	27594741
	GCKR
	A
	G
	0.54 
	0.39 
	0.023 
	0.999 
	319/549/224
	0.725 
	46/61/25
	7/16/7
	53/77/32
	245/435/184

	rs343064
	7
	35521313
	PDGFA
	T
	C
	0.51 
	0.40 
	0.012 
	1.000 
	295/530/268
	0.370 
	39/68/25
	6/13/11
	45/81/36
	235/419/211

	rs2645424
	8
	11721872
	FDFT1
	C
	T
	0.25 
	0.60 
	0.125 
	0.999 
	66/410/616
	0.684 
	7/55/70
	2/9/19
	9/64/89
	53/313/498

	rs1227756
	10
	71258510
	COL13A1
	G
	A
	0.72 
	0.46 
	0.070 
	1.000 
	573/427/93
	0.470 
	72/50/10
	21/8/1
	93/58/11
	448/343/74

	rs6591182
	11
	65106332
	EHBP1L1
	A
	C
	0.55 
	0.47 
	0.006 
	0.999 
	336/525/231
	0.401 
	35/63/34
	14/13/3
	49/76/37
	270/415/179

	rs2228603
	19
	19190924
	NCAN
	T
	C
	0.10 
	0.07 
	0.003 
	1.000 
	11/195/887
	0.604 
	3/24/105
	0/4/26
	3/28/131 
	7/156/702

	rs738409
	22
	42656060
	PNPLA3
	G
	C
	0.38 
	0.23 
	0.027 
	1.000 
	148/529/416
	0.248 
	21/60/51
	7/14/9
	28/74/60
	109/418/338

	
	NAFLD, nonalcoholic fatty liver disease; Chr., Chromosome; Pos.: position, NCBI build 36.3 (http://www.ncbi.nlm.nih.gov/projects/SNP/); Mb: Megabase; EAF, Effect allele frequency; HWE, Hardy-Weinberg equilibrium. *HWE was tested in the control group. 


