Table 1: Expression level of genes coding proteins associated with EC-Ca2+ Signaling.

Genes showing significant change in their expression levels (+ / - 0.7 Log2 ratio to control) are presented. ACC-heat acclimated, EX-exercise training under normothermic conditions, EXAC-combined heat acclimation and exercise training.
	Gene Bank
	SwissProt
	Gene Name
	ACC
	EX
	EXAC

	D28498
	P53767
	vascular endothelial growth factor receptor 1 (VEGFR1); fms-related tyrosine kinase 1 (FLT1)
	0.983
	1.001
	 

	D38260
	P36877
	protein phosphatase 2A 55-kDa regulatory subunit beta (PP2ABRB; PPP2R2B)
	 
	3.466
	 

	D84450
	Q63377
	Na,K-ATPase beta 3 subunit
	0.81
	 
	1.257

	J03753
	P11505
	brain calcium-transporting plasma membrane type ATPase class 1 isoform (PMCA1AB); calcium pump
	0.71
	 
	 

	J03806
	P10686
	phospholipase C gamma 1 (PLC-gamma 1; PLCG1)
	 
	0.998
	 

	J04022
	P11507
	calcium-transporting sarcoplasmic reticulum type ATPase class 2 isoform (SERCA2; ATP2A2); endoplasmic reticulum class 2 Ca++ ATPase; calcium pump
	 
	 
	0.792

	J04629
	P13638
	sodium/potassium-transporting ATPase beta 2 subunit (ATP1B2)
	1.192
	 
	 

	L01115
	Q03343
	adenylyl cyclase type VI (ADCY6); ATP pyrophosphate-lyase; Ca(2+)-inhibitable adenylyl cyclase
	 
	2.151
	 

	L06096
	Q63269
	INOSITOL TRIPHOSPHATE RECEPTOR SUBTYPE 3
	 
	0.954
	1.838

	L11586
	Q64604
	leukocyte common antigen-related tyrosine phosphatase (LAR)
	 
	2.252
	 

	L13408
	P15791
	calcium/calmodulin-dependent protein kinase type II delta subunit (CAM- kinase II delta; CAMK-II delta; CAMK2D)
	1.023
	 
	 

	L23219
	P43425
	GTP-binding protein G(i)/G(s)/G(o) gamma 7 subunit (GNG7; GNGT7)
	 
	1.458
	1.6

	L26986
	P40146
	adenylyl cyclase type VIII (ADCY8); ATP pyrophosphate lyase; Ca2+/calmodulin-activated adenylyl cyclase
	 
	1.367
	 

	L31771
	P23944
	alpha 1A adrenergic receptor (ADRA1A); ADRA1D; alpha 1D adrenoceptor
	 
	1.79
	 

	L35771
	P48548
	G protein-activated inward rectifier potassium channel 4 (GIRK4); inward rectifier potassium channel subfamily J member 5 (KCNJ5); heart KATP channel; KATP-1; cardiac inward rectifier (CIR); KIR3.4
	 
	0.998
	 

	M16112
	P08413
	calcium/calmodulin-dependent protein kinase type II beta subunit (CAM-kinase II beta; CAMK-II beta)
	2.285
	2.537
	2.267

	M18330
	P09215
	protein kinase C delta type (PKC-delta; PRKCD; PKCD)
	 
	1.123
	1.064

	M18332
	P09217
	protein kinase C zeta (PKC-zeta; PKCZ)
	 
	0.918
	1.217

	M20713
	P08753
	guanine nucleotide-binding protein G(K) alpha 3 subunit (G(I) alpha 3 (GNAI3)
	 
	1.14
	1.582

	M26643
	P15390
	skeletal muscle sodium channel protein alpha subunit (SCN4A); MU-1 
	1.485
	1.485
	1.232

	M27902
	P15389
	cardiac specific sodium channel alpha subunit
	1.42
	 
	 

	M31809
	P20651
	serine/threonine protein phosphatase 2B catalytic subunit beta; calmodulin-dependent calcineurin A subunit beta; CAM-PRP catalytic subunit; PPP3CB
	 
	0.744
	 

	M37394
	none
	epidermal growth factor receptor (EGF receptor; EGFR)
	0.954
	 
	0.706

	M55075
	P21932
	adenylyl cyclase (olfactive type) type III 
	 
	1.573
	 

	M57682
	P27732; Q63491; Q62691; Q01542
	voltage-dependent L-type calcium channel alpha 1D subunit (CACNA1D); L-type calcium channel alpha 1 polypeptide isoform 2 (CCHL1A2); rat brain class D (RBD); CACH3; CACN4
	1.923
	 
	 

	M59786 M34364
	P22002 P27733; Q62816; Q63271; Q64178
	voltage-dependent L-type calcium channel alpha 1C subunit (CACNA1); cardiac muscle L-type calcium channel alpha 1 polypeptide isoform 1 (CCHL1A1); rat brain class C (RBC); CACH2; CACN2
	0.957
	 
	 

	M63334
	P13234
	calcium/calmodulin-dependent protein kinase type IV (CAMK IV; catalytic chain);CAM kinase-GR
	0.815
	 
	 

	M63837
	P20786
	platelet-derived growth factor receptor alpha (PDGFR-alpha; PDGFRA)
	1.121
	1.027
	 

	M64092
	P27775
	cAMP-dependent protein kinase inhibitor 2 (PKI-beta; PKIB)
	 
	1.783
	 

	M64092
	P27775
	cAMP-dependent protein kinase inhibitor 2 (PKI-beta; PKIB)
	 
	1.783
	 

	M80550
	P26769
	adenylyl cyclase type II
	1.766
	2.598
	2.695

	M80633
	P26770
	adenylyl cyclase 4
	 
	0.87
	 

	M98820
	Q63264
	interleukin 1 beta (IL1-beta; IL1B)
	 
	3.45
	 

	M99567
	Q99JE6
	phospholipase C beta 3 (PLC-beta 3; PLCB3)
	 
	0.835
	 

	U07560
	P52796
	ephrin B1 (EFNB1); eph-related receptor tyrosine kinase ligand 2 (LERK2)
	 
	2.3
	 

	U09457
	P14270
	cAMP-dependent 3',5'-cyclic phosphodiesterase 4D (PDE4D); DPDE3
	 
	1.735
	1.387

	U13396
	Q62689
	Janus tyrosine-protein kinase 2 (JAK2)
	1.336
	1.27
	1.131

	U21954
	P54759
	Ehk 3; ephrin type-A receptor 7; tyrosine kinase (Eph-related); EphA7
	1.724
	2.18
	 

	U27767
	P49799
	Rgs4; regulator of G-protein signaling 4 (RGP4)
	 
	1.755
	 

	U34958
	P54311
	transducin beta-1 subunit; GTP-binding protein G(i)/G(s)/G(t) beta subunit 1
	 
	1.236
	 

	U53420
	P70549
	sodium/calcium exchanger NCX3
	1.548
	0.773
	0.929

	U69278
	O08680
	rat embryo tyrosine-protein kinase 4 (REK4); ephrin type A receptor 3 (EPHA3)
	0.811
	 
	 

	X07320
	P13286
	phosphorylase B kinase gamma subunit
	2.647
	2.585
	 

	X59949
	P29476
	nitric oxide synthase 1
	 
	1.777
	 

	X61394
	P54283
	calcium channel, beta subunit, brain
	 
	1.985
	 

	X61677
	P29995
	inositol triphosphate receptor, type 2 (ITPR2)
	 
	 
	2.452

	X68400
	Q64617
	PKC-eta; protein kinase C eta type
	 
	1.576
	2.714

	X74227
	P42335
	inositol 1,4,5-triphosphate 3-kinase receptor 1
	 
	1.052
	0.879


Table 2: Expression level of genes associated with carbohydrates and lipids metabolism pathways. Genes showing significant change in their expression levels (+ / - 0.7 Log2 ratio to control) are presented. For experimental-group abbreviations see Table 1 caption.

	Gene Bank
	SwissProt
	Protein/gene
	ACC
	EX
	EXAC

	D00036
	 
	phospholipase A2, group IB, pancreas
	 
	1.578
	 

	D50455
	Q63693
	phospholipase C, delta 4
	 
	3.0128
	1.98

	D63885
	P70470
	lysophospholipase
	 
	0.808
	 

	D88666
	P97535
	phosphatidylserine-specific phospholipase A1
	 
	1.297
	 

	J05030
	P15651
	short chain acyl-CoA dehydrogenase precursor (SCAD; ACADS)
	0.728
	 
	 

	J05470
	P18886
	mitochondrial carnitine O-palmitoyltransferase II precursor (CPT II; CPT2)
	 
	 
	0.864

	L09216
	P54318
	pancreatic lipase related protein 2 precursor; secretory glycoprotein GP-
	1.213
	 
	 

	L26043
	P43884
	perilipin A/B (PERIA/PERIB); lipid droplet-associated proteins A/B
	0.737
	 
	 

	L35767
	P98166
	Very low density lipoprotein receptor
	 
	3.7765
	3.235

	M16235
	P07867
	triacylglycerol lipase precursor (hepatic)
	 
	0.771
	 

	M17701
	P04797
	Glyceraldehyde 3-phosphate dehydrogenase (GAPDH)
	 
	0.705
	 

	M19967
	P07150
	annexin I (ANX1) phospholipase A2 inhibitory protein
	0.746
	 
	 

	M38178
	P22071
	Hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase
	1.388
	 
	 

	M58369
	P27657
	Pancreatic lipase
	 
	1.717
	 

	M73714
	P30839
	aldehyde dehydrogenase 3, microsomal
	1.896
	0.8
	 

	M97381
	Q01827
	Solute carrier family 18 A2 (vesicular monoamine transporter 2)
	 
	 
	1.723

	U07683
	O35849
	2-hydroxyacylsphingosine 1-beta-galactosyltransferase  precursor
	0.798
	 
	 

	U17901
	P54319
	phospholipase A-2-activating protein (PLAP)
	1.203
	1.984
	1.628

	U22424
	P50233
	11-beta-hydroxysteroid dehydrogenase
	1.322
	 
	 

	U55192
	P97573
	Inositol polyphosphate-5-phosphatase
	 
	2.5212
	2.078

	U62803
	O35849
	cholesterol acyltransferase
	0.947
	0.808
	 

	U76205
	P97943
	CD36 antigen
	 
	0.765
	 

	U89529
	P97849
	fatty acid transport protein
	 
	1.394
	 

	U90556
	O08564
	phosphatidate phosphohydrolase type 2
	 
	0.809
	 


Table 3: Expression level of genes associated with cytoprotective pathways.

Genes showing significant change in their expression levels (+ / - 0.7 Log2 ratio to control) are presented. For experimental-group abbreviations see Table 1 caption.
	Gene Bank
	SwissProt
	Gene Name
	ACC
	EX
	EXAC

	AF003523
	O35147
	BCL2-associated death promoter (BAD)
	1.522
	0.705
	 

	U03470
	P36940
	fas antigen ligand (FASL); apoptosis antigen ligand (APTL; APT1LG1); tumor necrosis factor superfamily member 6 (TNFSF6)
	 
	1.482
	1.786

	D26112
	Q63199
	fas antigen; fasL receptor; apoptosis antigen 1 (APO1; APT1); CD95 antigen
	 
	1.862
	1.804

	D83697
	P70678
	activator of apoptosis harakiri (HRK); neuronal death protein 5 (DP5); BID3
	1.154
	0.963
	1.041

	U14647
	P43527
	caspase 1 (CASP1); IL1-beta convertase (IL1BC); IL1-beta-converting enzyme (ICE)
	 
	2.522
	 

	U49930
	P55213 P70543 Q62993 P97699
	caspase 3 (CASP3); apopain; cysteine protease CPP32; YAMA protein; SREBP cleavage activity 1 (SCA1); IL1-beta-converting enzyme-like protein (LICE)
	 
	2.506
	 

	U49729
	Q62995 Q64383 Q63690
	BCL2-associated X protein membrane isoform alpha (BAX-alpha)
	1.586
	 
	 

	U72350
	P53563 Q62678 P70613 P70614
	BCL2-like protein 1 (BCL2L1); BCLX
	 
	0.792
	0.876

	J02627
	P05182
	cytochrome P450 2E1 (CYP2E1); P450-J; P450RLM6
	1.868
	 
	 

	J02669
	P11711
	cytochrome P450 IIA1 (CYP2A1); 3-methylcholanthrene-inducible cytochrome P450; testosterone 7-alpha-hydroxylase
	1.033
	1.14
	 

	J02852
	P20812
	cytochrome P450 2A3 (CYP2A3); coumarin 7-hydroxylase
	1.663
	 
	 

	J05460
	P18125 P51543
	cytochrome P450 VII (CYP7); cholesterol 7-alpha-monooxygenase; cholesterol 7-alpha-hydroxylase
	1.257
	 
	 

	M10161
	P04800 Q64580
	cytochrome P450 IIIA1 (CYP3A1); P450-PCN1
	1.025
	1.056
	 

	M18335
	P05179
	cytochrome P450 2C7 (CYP2C7); P450F; PTF1
	1.127
	0.726
	 

	M29853
	P15129
	cytochrome P450 4B1 (CYP4B1); P450-isozyme 5
	1.144
	 
	 

	M33936
	P20817
	cytochrome P450 4A3 (CYP4A3); lauric acid omega-hydroxylase; P450-LA-omega 3
	1.257
	1.2
	 

	M37828
	P24464
	cytochrome P450 IVA8 (CYP4A8); P450-KP1; P450-PP1
	0.834
	 
	 

	M58041
	P19225
	cytochrome P450 IIC22 (CYP2C22); P450 MD; P450 P49
	 
	1.382
	 

	L27112
	P49186
	c-Jun N-terminal kinase 2 (JNK2)
	 
	1.489
	1.552

	L27129
	P49185
	c-Jun N-terminal kinase 1 (JNK1)
	 
	1.346
	1.468

	M94548
	P33274
	cytochrome P450 IVF1 (CYP4F1); P450-A3
	1.255
	0.783
	 

	U17697
	Q64654 Q64549
	cytochrome P450 51 (CYP51); CYPL1; P450-14 DM; sterol 14-alpha demethylase; lanosterol 14-alpha demethylase (LDM)
	0.833
	0.757
	 

	U39206
	P51869
	cytochrome P-450 4F4
	1.027
	 
	 

	U39207
	P51870
	cytochrome P450 4F5
	1.526
	1.08
	 

	U60085
	P51538 Q64631 Q64557
	olfactory cytochrome P450 IIIA9 (CYP3A9)
	 
	1.496
	 

	U06099
	P35704
	thioredoxin peroxidase 1 (TDPX1); thioredoxin-dependent peroxide reductase 1; thiol-specific antioxidant protein (TSA)
	0.774
	 
	 

	U09870
	Q62667
	major vault protein (MVP)
	 
	1.601
	1.765

	U37462
	Q62862
	MAP kinase kinase 5
	1.488
	1.26
	1.929

	U73142
	P70618
	MAP kinase p38
	 
	 
	1.855

	U73174
	P70619
	glutathione reductase (GRase; GSR; GR)
	1.505
	1.197
	1.056

	D00680
	P23764
	plasma glutathione peroxidase (GSHPX-P; GPX3); selenoprotein
	1.331
	 
	0.944

	X67654
	Q01579
	gluthathione S-transferase subunit 5 theta (GST5-5)
	1.519
	 
	1.004

	X02904
	P04906
	glutathione S-transferase P subunit; GST subunit 7 pi (GST7-7)
	0.703
	 
	 

	X05137
	P07174
	low-affinity nerve growth factor receptor (NGF receptor; NGFR)
	1.474
	 
	 

	X66539
	P16599
	tumor necrosis factor alpha (TNF-alpha; TNFA); cachectin
	 
	 
	1.189

	X80477
	P47824
	P2X purinoceptor 1 (P2RX1; P2X1); ATP receptor; RP-2 protein
	1.022
	 
	 

	M86389
	P42930 Q63922
	heat shock 27-kDa protein (HSP27)
	0.732
	 
	 

	Z27118
	Q63718
	heat shock 70-kDa protein (HSP70)
	1.623
	2.109
	1.833


