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IDH-1 R132H mutation was firstly determined via immunohistochemistry. After the paraffin was removed and a heat-induced antigen retrieval was performed, IDH-1 R132H mutation-specific antibody (Dianova, Hamburg, Germany) was applied at a 1:20 dilution on slices. A secondary antibody avidin-based detection system was used. In patients for whom IDH-1 R132H mutation was not detected by immunohistochemistry, tumor DNA was extracted from tumor-rich tissue and sequenced for other rare IDH mutation in codon 132 of the IDH-1 gene and codon 172 of the IDH2 gene using the targeted next generation sequencing (Ion AmpliSeq Cancer Hotspot Panel v2 and Ion PGM System, Thermo Fisher Scientific, Waltham, MA, USA). 
MGMT promoter methylation status was evaluated as follows: DNA was extracted from the dissected neoplastic cell-rich tissue and was bisulphite-converted using the EpiTect Bisulphite Kit (Qiagen, Hilden, Germany). Pyrosequencing of four CpG sites (CpGs 76-79) in exon 1 of the MGMT gene was performed using the CE-Marked therascreen MGMT Pyro Kit on a Pyromark Q24 System (Qiagen, Hilden, Germany). A cut-off of 10% mean methylation for the four CpG sites was used to determine tumors as either methylated or unmethylated, based on the previously published data.1, 2
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