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Table e-1

	Gene Symbol
	Gene Name
	HGNC ID
	Location

	ACAD9
	acyl-CoA dehydrogenase family member 9
	HGNC:21497 
	3q21.3

	ACOT7
	acyl-CoA thioesterase 7
	HGNC:24157 
	1p36.31

	ORM1
	orosomucoid 1
	HGNC:8498
	9q32

	AIFM1
	apoptosis inducing factor, mitochondria associated 1
	HGNC:8768 
	Xq26.1

	AMACR
	alpha-methylacyl-CoA racemase
	HGNC:451 
	5p13.2

	ATP23
	ATP23 metallopeptidase and ATP synthase assembly factor homolog
	HGNC:29452 
	12q14.1

	ATP5A1
	ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1, cardiac muscle
	HGNC:823 
	18q21.1

	ATP5A1P1
	ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1 pseudogene 1
	HGNC:827 
	9p11.1

	ATP5B
	ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide
	HGNC:830 
	12q13.3

	ATP5BP1
	ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide pseudogene 1
	HGNC:831 
	2q11.2

	ATP5C1
	ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1
	HGNC:833 
	10p14

	ATP5C1P1
	ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1 pseudogene 1
	HGNC:834 
	14q22.2

	ATP5D
	ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit
	HGNC:837 
	19p13.3

	ATP5E
	ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit
	HGNC:838 
	20q13.32

	ATP5F1
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1
	HGNC:840 
	1p13.2

	ATP5G1
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (subunit 9)
	HGNC:841 
	17q21.32

	ATP5G2
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (subunit 9)
	HGNC:842 
	12q13.13

	ATP5G3
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (subunit 9)
	HGNC:843 
	2q31.1

	ATP5H
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit D
	HGNC:845 
	17q25.1

	ATP5HP1
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit D pseudogene 1
	HGNC:31021 
	15q15.2

	ATP5I
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit E
	HGNC:846 
	4p16.3

	ATP5J
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6
	HGNC:847 
	21q21.3

	ATP5J2
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2
	HGNC:848 
	7q22.1

	ATP5L
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit G
	HGNC:14247 
	11q23.3

	ATP5L2
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit G2
	HGNC:13213 
	22q13.2

	ATP5O
	ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit
	HGNC:850 
	21q22.11

	ATP5S
	ATP synthase, H+ transporting, mitochondrial Fo complex subunit s (factor B)
	HGNC:18799 
	14q21.3

	ATP6AP1
	ATPase H+ transporting accessory protein 1
	HGNC:868 
	Xq28

	ATP6AP2
	ATPase H+ transporting accessory protein 2
	HGNC:18305 
	Xp11.4

	ATPAF1
	ATP synthase mitochondrial F1 complex assembly factor 1
	HGNC:18803 
	1p33

	ATPAF2
	ATP synthase mitochondrial F1 complex assembly factor 2
	HGNC:18802 
	17p11.2

	BCL2L13
	BCL2 like 13
	HGNC:17164 
	22q11.21

	BCS1L
	BCS1 homolog, ubiquinol-cytochrome c reductase complex chaperone
	HGNC:1020 
	2q35

	TWNK
	twinkle mtDNA helicase
	HGNC:1160 
	10q24.31

	HOGA1
	4-hydroxy-2-oxoglutarate aldolase 1
	HGNC:25155 
	10q24.2

	NDUFAF5
	NADH:ubiquinone oxidoreductase complex assembly factor 5
	HGNC:15899 
	20p12.1

	NDUFAF7
	NADH:ubiquinone oxidoreductase complex assembly factor 7
	HGNC:28816 
	2p22.2

	COA5
	cytochrome c oxidase assembly factor 5
	HGNC:33848 
	2q11.2

	NDUFAF3
	NADH:ubiquinone oxidoreductase complex assembly factor 3
	HGNC:29918 
	3p21.31

	NDUFAF4
	NADH:ubiquinone oxidoreductase complex assembly factor 4
	HGNC:21034 
	6q16.1

	SUGCT
	succinyl-CoA:glutarate-CoA transferase
	HGNC:16001 
	7p14.1

	NDUFAF6
	NADH:ubiquinone oxidoreductase complex assembly factor 6
	HGNC:28625 
	8q22.1

	TACO1
	translational activator of cytochrome c oxidase I
	HGNC:24316 
	17q23.3

	COX10
	COX10, heme A:farnesyltransferase cytochrome c oxidase assembly factor
	HGNC:2260 
	17p12

	COX11
	COX11, cytochrome c oxidase copper chaperone
	HGNC:2261 
	17q22

	COX15
	COX15, cytochrome c oxidase assembly homolog
	HGNC:2263 
	10q24.2

	COX16
	COX16, cytochrome c oxidase assembly homolog
	HGNC:20213 
	14q24.2

	COX17
	COX17, cytochrome c oxidase copper chaperone
	HGNC:2264 
	3q13.33

	COX19
	COX19, cytochrome c oxidase assembly factor
	HGNC:28074 
	7p22.3

	CHCHD7
	coiled-coil-helix-coiled-coil-helix domain containing 7
	HGNC:28314 
	8q12.1

	COX4I1
	cytochrome c oxidase subunit 4I1
	HGNC:2265 
	16q24.1

	COX4I2
	cytochrome c oxidase subunit 4I2
	HGNC:16232 
	20q11.21

	COX5A
	cytochrome c oxidase subunit 5A
	HGNC:2267 
	15q24.2

	COX5B
	cytochrome c oxidase subunit 5B
	HGNC:2269 
	2q11.2

	COX6A1
	cytochrome c oxidase subunit 6A1
	HGNC:2277 
	12q24.31

	COX6A2
	cytochrome c oxidase subunit 6A2
	HGNC:2279 
	16p11.2

	COX6B1
	cytochrome c oxidase subunit 6B1
	HGNC:2280 
	19q13.12

	COX6B2
	cytochrome c oxidase subunit 6B2
	HGNC:24380 
	19q13.42

	COX6C
	cytochrome c oxidase subunit 6C
	HGNC:2285 
	8q22.2

	COX7A1
	cytochrome c oxidase subunit 7A1
	HGNC:2287 
	19q13.12

	COX7A2
	cytochrome c oxidase subunit 7A2
	HGNC:2288 
	6q14.1

	COX7A2L
	cytochrome c oxidase subunit 7A2 like
	HGNC:2289 
	2p21

	COX7A2P2
	cytochrome c oxidase subunit 7A2 pseudogene 2
	HGNC:2290 
	4q22.3

	COX7B
	cytochrome c oxidase subunit 7B
	HGNC:2291 
	Xq21.1

	COX7B2
	cytochrome c oxidase subunit 7B2
	HGNC:24381 
	4p12

	COX7C
	cytochrome c oxidase subunit 7C
	HGNC:2292 
	5q14.3

	COX8A
	cytochrome c oxidase subunit 8A
	HGNC:2294 
	11q13.1

	COX8C
	cytochrome c oxidase subunit 8C
	HGNC:24382 
	14q32.12

	CYC1
	cytochrome c1
	HGNC:2579 
	8q24.3

	ECI1
	enoyl-CoA delta isomerase 1
	HGNC:2703 
	16p13.3

	DLAT
	dihydrolipoamide S-acetyltransferase
	HGNC:2896 
	11q23.1

	DLD
	dihydrolipoamide dehydrogenase
	HGNC:2898 
	7q31.1

	ECSIT
	ECSIT signalling integrator
	HGNC:29548 
	19p13.2

	FASTKD2
	FAST kinase domains 2
	HGNC:29160 
	2q33.3

	FOXRED1
	FAD dependent oxidoreductase domain containing 1
	HGNC:26927 
	11q24.2

	GAD1
	glutamate decarboxylase 1
	HGNC:4092 
	2q31.1

	GBAS
	glioblastoma amplified sequence
	HGNC:4179 
	7p11.2

	GFER
	growth factor, augmenter of liver regeneration
	HGNC:4236 
	16p13.3

	GFM1
	G elongation factor mitochondrial 1
	HGNC:13780 
	3q25.32

	GNPAT
	glyceronephosphate O-acyltransferase
	HGNC:4416 
	1q42.2

	GPAM
	glycerol-3-phosphate acyltransferase, mitochondrial
	HGNC:24865 
	10q25.2

	HADH
	hydroxyacyl-CoA dehydrogenase
	HGNC:4799 
	4q25

	HPDL
	4-hydroxyphenylpyruvate dioxygenase like
	HGNC:28242 
	1p34.1

	IVD
	isovaleryl-CoA dehydrogenase
	HGNC:6186 
	15q15.1

	LACTB
	lactamase beta
	HGNC:16468 
	15q22.2

	LRPPRC
	leucine rich pentatricopeptide repeat containing
	HGNC:15714 
	2p21

	ETFRF1
	electron transfer flavoprotein regulatory factor 1
	HGNC:27052 
	12p12.1

	MCCC2
	methylcrotonoyl-CoA carboxylase 2
	HGNC:6937 
	5q13.2

	MGST3
	microsomal glutathione S-transferase 3
	HGNC:7064 
	1q24.1

	C14orf2
	chromosome 14 open reading frame 2
	HGNC:1188 
	14q32.33

	MRRF
	mitochondrial ribosome recycling factor
	HGNC:7234 
	9q33.2

	MTHFR
	methylenetetrahydrofolate reductase
	HGNC:7436 
	1p36.22

	NDUFA1
	NADH:ubiquinone oxidoreductase subunit A1
	HGNC:7683 
	Xq24

	NDUFA10
	NADH:ubiquinone oxidoreductase subunit A10
	HGNC:7684 
	2q37.3

	NDUFA11
	NADH:ubiquinone oxidoreductase subunit A11
	HGNC:20371 
	19p13.3

	NDUFA12
	NADH:ubiquinone oxidoreductase subunit A12
	HGNC:23987 
	12q22

	NDUFAF2
	NADH:ubiquinone oxidoreductase complex assembly factor 2
	HGNC:28086 
	5q12.1

	NDUFA13
	NADH:ubiquinone oxidoreductase subunit A13
	HGNC:17194 
	19p13.11

	NDUFA2
	NADH:ubiquinone oxidoreductase subunit A2
	HGNC:7685 
	5q31.3

	NDUFA3
	NADH:ubiquinone oxidoreductase subunit A3
	HGNC:7686 
	19q13.42

	NDUFA4
	NDUFA4, mitochondrial complex associated
	HGNC:7687 
	7p21.3

	NDUFA5
	NADH:ubiquinone oxidoreductase subunit A5
	HGNC:7688 
	7q31.32

	NDUFA6
	NADH:ubiquinone oxidoreductase subunit A6
	HGNC:7690 
	22q13.2

	NDUFA7
	NADH:ubiquinone oxidoreductase subunit A7
	HGNC:7691 
	19p13.2

	NDUFA8
	NADH:ubiquinone oxidoreductase subunit A8
	HGNC:7692 
	9q33.2

	NDUFA9
	NADH:ubiquinone oxidoreductase subunit A9
	HGNC:7693 
	12p13.3

	NDUFAB1
	NADH:ubiquinone oxidoreductase subunit AB1
	HGNC:7694 
	16p12.2

	NDUFAF1
	NADH:ubiquinone oxidoreductase complex assembly factor 1
	HGNC:18828 
	15q15.1

	NDUFB1
	NADH:ubiquinone oxidoreductase subunit B1
	HGNC:7695 
	14q31.3

	NDUFB10
	NADH:ubiquinone oxidoreductase subunit B10
	HGNC:7696 
	16p13.3

	NDUFB11
	NADH:ubiquinone oxidoreductase subunit B11
	HGNC:20372 
	Xp11.3

	NDUFB2
	NADH:ubiquinone oxidoreductase subunit B2
	HGNC:7697 
	7q34

	NDUFB3
	NADH:ubiquinone oxidoreductase subunit B3
	HGNC:7698 
	2q33.1

	NDUFB4
	NADH:ubiquinone oxidoreductase subunit B4
	HGNC:7699 
	3q13.33

	NDUFB5
	NADH:ubiquinone oxidoreductase subunit B5
	HGNC:7700 
	3q26.33

	NDUFB6
	NADH:ubiquinone oxidoreductase subunit B6
	HGNC:7701 
	9p21.1

	NDUFB7
	NADH:ubiquinone oxidoreductase subunit B7
	HGNC:7702 
	19p13.12

	NDUFB8
	NADH:ubiquinone oxidoreductase subunit B8
	HGNC:7703 
	10q24.31

	NDUFB9
	NADH:ubiquinone oxidoreductase subunit B9
	HGNC:7704 
	8q24.13

	NDUFC1
	NADH:ubiquinone oxidoreductase subunit C1
	HGNC:7705 
	4q31.1

	NDUFC2
	NADH:ubiquinone oxidoreductase subunit C2
	HGNC:7706 
	11q14.1

	NDUFS1
	NADH:ubiquinone oxidoreductase core subunit S1
	HGNC:7707 
	2q33.3

	NDUFS2
	NADH:ubiquinone oxidoreductase core subunit S2
	HGNC:7708 
	1q23.3

	NDUFS3
	NADH:ubiquinone oxidoreductase core subunit S3
	HGNC:7710 
	11p11.2

	NDUFS4
	NADH:ubiquinone oxidoreductase subunit S4
	HGNC:7711 
	5q11.2

	NDUFS5
	NADH:ubiquinone oxidoreductase subunit S5
	HGNC:7712 
	1p34.3

	NDUFS6
	NADH:ubiquinone oxidoreductase subunit S6
	HGNC:7713 
	5p15.33

	NDUFS7
	NADH:ubiquinone oxidoreductase core subunit S7
	HGNC:7714 
	19p13.3

	NDUFS8
	NADH:ubiquinone oxidoreductase core subunit S8
	HGNC:7715 
	11q13.2

	NDUFV1
	NADH:ubiquinone oxidoreductase core subunit V1
	HGNC:7716 
	11q13.2

	NDUFV2
	NADH:ubiquinone oxidoreductase core subunit V2
	HGNC:7717 
	18p11.22

	NDUFV3
	NADH:ubiquinone oxidoreductase subunit V3
	HGNC:7719 
	21q22.3

	NIPSNAP1
	nipsnap homolog 1 (C. elegans)
	HGNC:7827 
	22q12.2

	NIPSNAP3A
	nipsnap homolog 3A
	HGNC:23619 
	9q31.1

	NIPSNAP3B
	nipsnap homolog 3B
	HGNC:23641 
	9q31.1

	NPL
	N-acetylneuraminate pyruvate lyase
	HGNC:16781 
	1q25.3

	NUBPL
	nucleotide binding protein like
	HGNC:20278 
	14q12

	NUP62
	nucleoporin 62
	HGNC:8066 
	19q13.33

	OPA1
	OPA1, mitochondrial dynamin like GTPase
	HGNC:8140 
	3q29

	OXCT1
	3-oxoacid CoA-transferase 1
	HGNC:8527 
	5p13.1

	OXCT2
	3-oxoacid CoA-transferase 2
	HGNC:18606 
	1p34.2

	PAH
	phenylalanine hydroxylase
	HGNC:8582 
	12q23.2

	PC
	pyruvate carboxylase
	HGNC:8636 
	11q13.2

	PDE8B
	phosphodiesterase 8B
	HGNC:8794 
	5q13.3

	PDHA1
	pyruvate dehydrogenase (lipoamide) alpha 1
	HGNC:8806 
	Xp22.12

	PDHB
	pyruvate dehydrogenase (lipoamide) beta
	HGNC:8808 
	3p14.3

	PDHX
	pyruvate dehydrogenase complex component X
	HGNC:21350 
	11p13

	GATB
	glutamyl-tRNA amidotransferase subunit B
	HGNC:8849 
	4q31.3

	PET117
	PET117 homolog
	HGNC:40045 
	20p11.23

	PHB
	prohibitin
	HGNC:8912 
	17q21.33

	PHYH
	phytanoyl-CoA 2-hydroxylase
	HGNC:8940 
	10p13

	PLA2G6
	phospholipase A2 group VI
	HGNC:9039 
	22q13.1

	PNPT1
	polyribonucleotide nucleotidyltransferase 1
	HGNC:23166 
	2p16.1

	POLG
	DNA polymerase gamma, catalytic subunit
	HGNC:9179 
	15q26.1

	PDP1
	pyruvate dehyrogenase phosphatase catalytic subunit 1
	HGNC:9279 
	8q22.1

	PTCD1
	pentatricopeptide repeat domain 1
	HGNC:22198 
	7q22.1

	RANBP2
	RAN binding protein 2
	HGNC:9848 
	2q13

	MRM3
	mitochondrial rRNA methyltransferase 3
	HGNC:18485 
	17p13.3

	SCO1
	SCO1, cytochrome c oxidase assembly protein
	HGNC:10603 
	17p13.1

	SCO2
	SCO2, cytochrome c oxidase assembly protein
	HGNC:10604 
	22q13.33

	SDHAF1
	succinate dehydrogenase complex assembly factor 1
	HGNC:33867 
	19q13.12

	SDHAF2
	succinate dehydrogenase complex assembly factor 2
	HGNC:26034 
	11q12.2

	SLC19A3
	solute carrier family 19 member 3
	HGNC:16266 
	2q36.3

	SLC25A19
	solute carrier family 25 member 19
	HGNC:14409 
	17q25.1

	SPG7
	SPG7, paraplegin matrix AAA peptidase subunit
	HGNC:11237 
	16q24.3

	SURF1
	SURF1, cytochrome c oxidase assembly factor
	HGNC:11474 
	9q34.2

	TAZ
	tafazzin
	HGNC:11577 
	Xq28

	SLC35G2
	solute carrier family 35 member G2
	HGNC:28480 
	3q22.3

	TMEM70
	transmembrane protein 70
	HGNC:26050 
	8q21.11

	TTC19
	tetratricopeptide repeat domain 19
	HGNC:26006 
	17p12

	UQCR11
	ubiquinol-cytochrome c reductase, complex III subunit XI
	HGNC:30862 
	19p13.3

	UQCR10
	ubiquinol-cytochrome c reductase, complex III subunit X
	HGNC:30863 
	22q12.2

	UQCRB
	ubiquinol-cytochrome c reductase binding protein
	HGNC:12582 
	8q22.1

	UQCRC1
	ubiquinol-cytochrome c reductase core protein I
	HGNC:12585 
	3p21.31

	UQCRC2
	ubiquinol-cytochrome c reductase core protein II
	HGNC:12586 
	16p12.2

	UQCRFS1
	ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1
	HGNC:12587 
	19q12

	UQCRH
	ubiquinol-cytochrome c reductase hinge protein
	HGNC:12590 
	1p33

	UQCRQ
	ubiquinol-cytochrome c reductase complex III subunit VII
	HGNC:29594 
	5q31.1

	YARS2
	tyrosyl-tRNA synthetase 2
	HGNC:24249 
	12p11.21
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