Table e-1: Replicated GWAS hits
	Epilepsy subtype
	SNP
	Gene(s)
	MAF patients
	MAF controls
	OR
	SE
	95% CI
	t-stat
	P (t-stat)

	All epilepsies

	rs4671319
	FANCL, BCL11A
	0.48
	0.45
	1.25
	0.097
	1.03-1.51
	2.30
	0.022

	
	rs6432877
	SCN3A, SCN2A,
TTC21B, SCN1A
	0.27
	0.27
	0.97
	0.113
	0.78-1.21
	-0.30
	0.760

	
	rs4638568
	HEATR3, BRD7
	0.08
	0.08
	0.91
	0.177
	0.65-1.29
	-0.51
	0.607

	IGE

	rs4665630
	None
	0.16
	0.12
	1.65
	0.175
	1.17-2.33
	2.88
	0.004

	
	rs1402398
	FANCL, BCL11A
	0.48
	0.37
	1.81
	0.124
	1.42-2.31
	4.77
	0.000002

	
	rs11890028
	SCN3A, SCN2A,
TTC21B, SCN1A
	0.27
	0.30
	0.86
	0.137
	0.66-1.13
	-1.09
	0.275

	
	rs887696
	STAT4
	0.41
	0.35
	1.33
	0.126
	1.04-1.70
	2.28
	0.023

	
	rs1044352
	PCDH7
	0.41
	0.39
	1.05
	0.125
	0.82-1.34
	0.36
	0.716

	
	rs11943905
	GABRA2
	0.31
	0.30
	0.98
	0.129
	0.76-1.26
	-0.15
	0.878

	
	rs4596374
	KCNN2
	0.44
	0.43
	1.04
	0.124
	0.82-1.33
	0.31
	0.755

	
	rs68082256
	ATXN1
	0.20
	0.23
	0.82
	0.153
	0.61-1.11
	-1.28
	0.202

	
	rs13200150
	None
	0.27
	0.31
	0.83
	0.133
	0.64-1.07
	-1.44
	0.151

	
	rs4794333
	PNPO
	0.36
	0.37
	0.94
	0.129
	0.73-1.21
	-0.48
	0.633

	
	rs2833098
	GRIK1
	0.29
	0.38
	0.71
	0.135
	0.55-0.93
	-2.54
	0.011

	CAE
	rs12185644
	FANCL, BCL11A
	0.44
	0.31
	2.06
	0.258
	1.24-3.42
	2.81
	0.005

	
	rs13020210
	ZEB2
	0.24
	0.15
	1.56
	0.299
	0.87-2.81
	1.49
	0.137

	JME
	rs1046276
	STX1B
	0.40
	0.32
	1.60
	0.174
	1.14-2.25
	2.71
	0.007

	NAFE
	rs2212656
	SCN3A, SCN2A,
TTC21B, SCN1A
	0.23
	0.27
	0.73
	0.170
	0.52-1.02
	-1.86
	0.063

	NAFE HS
	rs1991545
	C3orf33, SLC33A1,
KCNAB1
	0.02
	0.02
	1.20
	1.053
	0.15-9.46
	0.17
	0.861

	
	rs1318322
	GJA1
	0.16
	0.15
	0.94
	0.422
	0.41-2.15
	-0.14
	0.887
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Figure e-1: PCA of 522 French-Canadian epileptic patients and 954 French-Canadian controls.
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Figure e-2: Best-fit p-values for broad epilepsy types. Bar plot from PRSice showing results at broad P-value thresholds for epilepsy PRS predicting status for 954 French-Canadian controls A) all 373 epileptic patients, B) 192 IGE patients and C) 132 NAFE patients.
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Figure e-3: Best-fit p-values for IGE subtypes. Bar plot from PRSice showing results at broad P-value thresholds for epilepsy PRS predicting status for 954 French-Canadian controls A) 34 CAE patients, B) 24 GTCS patients, C) 81 JME patients and D) 18 JAE patients.
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Figure e-4: Best-fit p-values for NAFE subtypes. Bar plot from PRSice showing results at broad P-value thresholds for epilepsy PRS predicting status for 954 French-Canadian controls and NAFE patients with A) HS (22 patients), B) no documented lesion (71 patients) and C) lesions other than HS (13 patients).
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