	Supplementary Table3. Association of varients in HLA-DQA2 and HLA-B with MMD susceptibility

	Varients
	
	A1/A2
	Frequency of A1
	OR(95% CI)
	P value

	
	　
	　
	Cases
	Control
	　
	　

	HLA allele
	HLA-B*46
	P/A
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	
	
	
	
	
	

	Amino acid polymorphism
	HLA-B amino acid Ala 24
	A/P
	0.5669
	0.4527
	1.58(1.41-1.78)
	3.48×10-14

	
	HLA-B amino acid Ile 66
	A/P
	0.1238
	0.2026
	0.56(0.47-0.66)
	1.17×10-11

	
	HLA-B amino acid Ser 325
	A/P
	0.4656
	0.3666
	1.51(1.34-1.70)
	1.77×10-11

	
	HLA-B amino acid Cys 325
	P/A
	0.4656
	0.3666
	1.51(1.34-1.70)
	1.77×10-11

	
	HLA-B amino acid 76
	V/E
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	HLA-B amino acid Arg 69
	P/A
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	HLA-B amino acid Lys 66
	P/A
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	HLA-B amino acid Val 282
	P/A
	0.5146
	0.419
	1.47(1.31-1.66)
	1.77×10-10

	
	HLA-B amino acid Ile 282
	A/P
	0.5146
	0.419
	1.47(1.31-1.66)
	1.77×10-10

	
	HLA-B amino acid 71
	A/T
	0.2371
	0.3247
	0.65(0.56-0.74)
	2.32×10-10

	
	HLA-B amino acid Asn 70
	A/P
	0.2371
	0.3247
	0.65(0.56-0.74)
	2.32×10-10

	
	HLA-B amino acid Thr 69
	A/P
	0.2371
	0.3247
	0.65(0.56-0.74)
	2.32×10-10

	
	HLA-B amino acid Ala 305
	P/A
	0.5205
	0.4261
	1.46(1.30-1.65)
	3.13×10-10

	
	HLA-B amino acid Thr 305
	A/P
	0.5205
	0.4261
	1.46(1.30-1.65)
	3.13×10-10

	
	HLA-B amino acid Gln 70
	P/A
	0.1603
	0.2376
	0.61(0.52-0.72)
	4.78×10-10

	
	HLA-B amino acid Tyr 67
	P/A
	0.1821
	0.2568
	0.65(0.56-0.75)
	5.60×10-09

	
	HLA-B amino acid Ser 116
	P/A
	0.2841
	0.3661
	0.69(0.60-0.78)
	1.03×10-08

	
	
	
	
	
	
	

	SNPs
	rs3129731
	T/G
	0.26
	0.17
	1.79(1.554-2.061)
	3.69×10-16

	
	rs713031
	A/P
	0.5669
	0.4527
	1.58(1.41-1.78)
	3.48×10-14

	
	rs1131202
	T/A
	0.1238
	0.2026
	0.56(0.47-0.66)
	1.17×10-11

	
	rs1071817
	A/P
	0.2119
	0.3035
	0.62(0.54-0.71)
	1.20×10-11

	
	rs2308655
	C/G
	0.4656
	0.3666
	1.51(1.34-1.70)
	1.77×10-11

	
	rs707909
	C/G
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	rs1131204
	P/A
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	rs41546313
	C/G
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	rs41553715
	A/T
	0.07219
	0.1366
	0.49(0.40-0.61)
	4.12×10-11

	
	rs1131500
	C/T
	0.5146
	0.419
	1.47(1.31-1.66)
	1.77×10-10

	
	rs1131213
	C/T
	0.2371
	0.3247
	0.65(0.56-0.74)
	2.32×10-10

	
	rs1131204
	A/P
	0.2371
	0.3247
	0.65(0.56-0.74)
	2.32×10-10

	
	rs1051488
	C/T
	0.5205
	0.4261
	1.46(1.30-1.65)
	3.13×10-10

	
	rs1071817
	P/A
	0.1603
	0.2376
	0.61(0.52-0.72)
	4.78×10-10

	
	rs1071816
	P/A
	0.1821
	0.2568
	0.65(0.56-0.75)
	5.60×10-09

	
	rs4997052
	P/A
	0.2841
	0.3661
	0.69(0.60-0.78)
	1.03×10-08

	
	rs1131212
	C/G
	0.1854
	0.2587
	0.65(0.56-0.76)
	1.17×10-08

	
	rs1071816
	A/P
	0.357
	0.4412
	0.70(0.62-0.79)
	1.48×10-08

	
	rs4999717
	T/C
	0.206
	0.2806
	0.66(0.58-0.77)
	1.64×10-08

	
	rs12528645
	C/T
	0.206
	0.2806
	0.66(0.58-0.77)
	1.64×10-08

	
	rs12526858
	C/G
	0.206
	0.2806
	0.66(0.58-0.77)
	1.64×10-08

	
	rs17193012
	T/G
	0.206
	0.2806
	0.66(0.58-0.77)
	1.64×10-08

	
	rs3819294
	A/G
	0.206
	0.2806
	0.66(0.58-0.77)
	1.64×10-08

	
	rs1131161
	T/C
	0.2053
	0.2794
	0.67(0.58-0.77)
	2.01×10-08

	　
	rs3129730
	G/A
	0.1033
	0.06056
	1.79(1.45-2.21)
	4.21×10-08


Here we show the results of HLA alleles and amino acid polymorphisms whose P value smaller than 5×10-08;

A1/A2, A1: effective allele, A2: alternative allele, A/P: the letter ‘A’ stands for ‘Absent’, the letter ‘P’ stands for ‘Present';

P: statistical logistic p value of each variant; 

OR: estimated odds ratio, 95% CI: 95% confidence interval for odds ratio.

