Figure e-2. Biological Pathways implicated in bvFTD
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[bookmark: _GoBack]Figure e-2 Legend. Comparison of the g:Profiler functional enrichment performed for the entire W-PPI-NA network (blue bars) and the core network (red bars). #GO terms are reported on the y axis and functional blocks are reported on the x axis. The number on top of the bars indicates the percentage of overlap for each single functional block; the numbers in red indicate more than 15% of conservation (significant conservation). Each significant functional block is made of the semantic classes reported below the graph.
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