& 4 CD3+ CD4+
A §g"‘ D o G M
%o ]
=
~ & 1
Q. =5 g
g Q3 LA -
Rts 3 ] &
) L ~
g 84 &
= O 3 o= CD3+CD4+
3] i J
E EM
i 2 a ¥
1 10 10* 5% CD4 Tre
FSCA  gion CD45R0 APC-A 3 i
B & e E /003* Co8+ §
F L)
% o] E " 9
& <] -
P o4 o
] o3 q
z5] 87 '
3 fr— ] 4 =
O 1 [+ W ~
ol o o [ 0w 10t w0’
=7 8 3 3¢ CD127 Pacific Blue-A
o] 3
07 e )
B ~ N
LR R LR LR AR :v - \RALLL PR R e e A A EM
50 100 150 200 250 IR R T O ., REELL FLELLL P
(1,000 DB APC-Cy7-A *% cosskosrca "
CD27- CD38hi
~ ~ O
C s: F 8 & I i K «]
S S "] ot o i
e CD45 cells = o e ST o E Transitional B
2 y ¥ 2] gy e T o g ] g
4 A A
< <8 ¢ =3
oA O"‘: —_ &l 3
®» —— 0 ]
o 0] D19 %]
] 8 3
o
wl o~
e a7 w0 0t 10d : 0102 190 w0t 108
CD45 AmCyan-A CD19 PE-Cy7-A CD38 APC-Cy7-A 21 0054 PE-A

Figure e-1. Gating strategy showing representative images for flow cytometry analysis.

Total events were first gated to exclude debris and apoptotic cells (A, gate P1) and then gated for doublet
discrimination (B, gate P2). Cells were further analyzed to identify leukocytes (C, gate CD45 cells),
including monocytes (C, gate Mon) and lymphocytes (C, gate Lym) for their CD45 staining. Expression of
CD3 and CD56 identified NKT (D, gate NKT), CD56dim NK (D, gate NK) and CD56bright NK (D, gate
NK BRIGHT) cells. Expression of CD3 and CD8 identified total CD4+ (E, gate T CD4) and CD8+ (E, gate
T CD8) T cells. According to their CCR7 and CD45R0O expression we identified naive (N), central memory
(CM), effector memory (EM) and terminally differentiated (TD) subsets of CD4+ and CD8+ T cells (G and
H, respectively). Additionally, we identified CD4+ regulatory T cells (J, gate CD4 Treg) using their CD25
and CD127 expression. We gated B cells for their CD19 expression (F, gate CD19). CD27 and CD38
expression identified memory B cells (I, gate mem B), plasmablasts (I, gate PB), naive B cells (I, gate N)
and CD27- CD38bright cells (I, gate R). Finally, transitional B cells (K, gate Transitional B) were identified

for the expression of CD24 in the CD27- CD38bright subset.




