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Figure e-1: qPCR assay results. mRNA expression of TGFB1, STAT3 (A), TLR10, ISG20 (B), chemokine receptors CCR1, CCR6, CCR7 (C), interleukins IL4, IL6, IL7, IL12A, IL23A (D), B-cell maturation marker IRF4, PRDM1 (E), and tumor necrosis factor ligands TNFSF13B, TNF, TNFSF11, LTA, LTB (F, G) measured by real-time RT-PCR. Results show mean+/−SEM. *p<0.05, **p<0.01. Additional immunohistological evaluation of follicle-like aDM revealed POU2AF1+ (BOB1) B-cells in the center (H, arrowheads) and CD138+ plasma cells (I, arrowheads) in the periphery of ectopic lymphoid structures.
Supplementary tables  

Table e-1: Clinical and demographic data
	
	adult DM
	juvenile DM
	normal

controls

	
	Classic

(N = 6)
	B-cell rich

(N = 7)
	Follicle-like

(N = 3)
	(N = 4)
	(N = 3)

	Age 

(mean ± SD)
	
	50 ± 15.5
	44 ± 15
	30 ± 11
	7 ± 4
	32 ± 15

	Gender
	female

male
	67% (4)

33% (2)
	57% (4)

43% (3)
	100% (3)

0% (0)
	80% (3)

20% (1)
	33% (1)

67% (2)

	Muscle biopsy location
	deltoid muscle

quadriceps muscle

other

unknown
	66% (4)

17% (1)

17% (1)
	43% (3)

14% (1)

29% (2)

14% (1)
	33% (1)

33% (1)

33% (1)
	66% (3)

33% (1)
	33% (1)

33% (1)

33% (1)

	Muscle

symptoms


	muscle weakness

muscle pain

others
	67% (4)

67% (4)

33% (2)
	85% (6)

57% (4)

57% (4)
	100% (3)

33% (1)
	75% (3)

50% (2)

25% (1)
	67% (2)

33% (1)

	Typical skin rash
	positive

unknown
	33% (2)

67% (4)
	71% (5)

29% (2)
	33% (1)

66% (2)
	50% (2)

50% (2)
	

	Duration of symptoms
	< 6 months

> 6 months

> 12 months

unknown
	67% (4)

17% (1)

17% (1)
	14% (1)

29% (2)

29% (2)

29% (2)
	33% (1)

33% (1)

33% (1)
	50% (2)

25% (1)

25% (1)
	100% (3)

	CK
	1-10 fold

> 10 fold

unknown
	33% (2)

50% (3)

17% (1)
	14% (1)

85% (6)
	66% (2)

33% (1)
	25% (1)

75% (3)
	100% (3)

	TRIs (EM)


	positive

negative

unknown
	100% (6)
	85% (6) 

15% (1) 
	100% (3)
	75% (3)

25% (1)
	n.d.

	Auto-
antibody (Ab)
	positive
- Ab, if positive
negative

unknown
	17% (1)

- NXP-2

50% (3)

33% (2)
	57% (4)

- PL-12

- Mi2
- SSA, KU
- SSA
29% (2)

14% (1)
	33% (1)
- CCP, ANA
67% (2)
	25% (1)

- TIF-1γ, NPX-2, PL-12
75% (3)
	n.d.

	Clinical outcome
	remission

improvement

no improvement

unknown
	33% (2)

17% (1)

50% (3)
	57% (4)

14% (1)

29% (2)
	33% (1)

67% (2)
	25% (1)

75% (3)
	100% (3)


n.d.: not determined; CK: creatine kinase; TRIs: tubuloreticular inclusions; EM: electron microscopy

Table e-2: Primary antibodies.
	Antibody
	Company/Clone
	Dilution

	Monoclonal mouse α-human MHC-I
	Dako
	1:1000

	Monoclonal mouse α-human MHC-II
	Dako/CR3-43
	1:100

	Monoclonal mouse α-human CD56
	Serotec/ERIC-1
	1:200

	Monoclonal mouse α-human CD45
	Dako/UCHL1
	1:400

	Monoclonal mouse α-human CD3
	Dako
	1:100

	Monoclonal rabbit α-human CD4
	Zymed/SP 35
	1:100

	Monoclonal mouse α-human CD8
	Dako/C8-144B
	1:100

	Monoclonal mouse α-human CD68
	Dako/EBM11
	1:100

	Monoclonal mouse α-human CD20
	Dako/L26
	1:400

	Monoclonal mouse α-human CD21
	Dako/1F8
	1:100

	Monoclonal mouse α-human CD23
	Dako/MHM6
	1:100

	Monoclonal mouse α-human CD31
	Dako/JC70A
	1:100

	Monoclonal mouse α-human CD138
	Dako/MI15
	1:50

	Monoclonal mouse α-human Ki67 (Mib-1)
	Dako/Mib-1
	1:100

	Monoclonal mouse α-human PAX-5
	Zymed
	1:20

	Monoclonal mouse α-human Mum-1
	Dako/MuM1P
	1:50

	Monoclonal rabbit α-human POU2AF1 (BOB-1)
	Quartett/EP114
	1:100

	Polyclonal goat α-human CXCL13
	R&D Systems
	10 μg/mL

	Polyclonal rabbit α-human ISG20
	Abcam 
	1:100

	Monoclonal mouse α-human D2-40
	Dako/M3619
	1:50

	Polyclonal rabbit α-human MXA
	Santa Cruz
	1:100


Table e-3: qPCR assay identification numbers

	CCL19
	NM_006274
	TNFSF13B 
	NM_006573
	TNFA
	NM_000594

	CCL21
	NM_002989
	IL23A
	NM_016584
	IL6
	NM_000600

	CXCL13
	NM_006419
	CCR7
	NM_001838
	IL7
	NM_000880

	CXCL12
	NM_000609
	STAT3
	NM_003150
	IFNγ
	NM_000619

	CXCR5
	NM_001716
	LTA 
	NM_000595
	IL12A
	NM_000882

	CXCR3
	NM_001504
	TLR10
	NM_030956
	CCR1
	NM_001295

	CXCR4
	NM_003467
	LTB
	NM_002341
	IL27
	NM_145659

	CCR6
	NM_004367
	CCL13
	NM_005408
	PRDM1
	NM_182907

	CCL2
	NM_002982
	TGFB1
	NM_000660
	PAX5
	NM_016734

	IL4
	NM_000589
	IL2RG
	NM_000206
	CCL17
	NM_002987

	IL5
	NM_000879
	IRF4
	NM_002460
	POU2AF1
	NM_006235

	TNFSF11
	NM_003701
	ISG20
	NM_002201
	GAPDH
	NM_002046


Table e-4: RT-qPCR results.


	
	Classic aDM
	B-cell rich aDM
	Follicle-like aDM
	Juvenile

DM

	CC subfamily

CCL2

CCL13

CCL17

CCL19

CCL21
	2.71
2.26
- 0.04
2.29
2.30
	2.93
2.40
0.73
2.781
2.48
	2.83
2.47
0.83
3.252
2.95
	2.80
1.64
- 0.41
2.12
2.02

	CXC subfamily

CXCL12

CXCL13
	3.07
1.65
	3.351
2.411
	3.572
2.701
	2.98
1.26

	CXCR subfamily

CXCR3

CXCR4

CXCR5
	0.63
2.17
0.05
	1.161
2.481
0.54
	1.561
2.862
1.10
	0.44
2.05
- 0.50

	CCR subfamily

CCR1

CCR6

CCR7
	1.90
0.74
0.05
	2.06
1.341

0.631
	2.29
2.012

1.081
	1.75
0.33
- 0.16

	Interleukins (IL), interleukin, interferon gamma (IFNγ)

IL4

IL6

IL7

IL12A

IL23A

IFNγ
	0.09
1.60
1.01
0.90
0.54
1.03
	- 0.04
1,74
1.381

1.021

0.801

1.231
	- 0.16
1.80
1.652

1.02
0.951

1.612
	- 0.13
0.87
0.78
0.92

0.42
0.63

	TGFB1

STAT3
	2.41
3.31
	 2.851

3.28
	2.92
3.34
	2.40
3.07

	Tumor necrosis factor (ligand) superfamily

TNFA

TNFSF13B

TNFSF11

LTA

LTB
	1.33
1.90
0.42
0.15
1.57
	1.74
2.13
0.46
0.63
2.221
	2.042

2.301

1.172

1.10
2.792
	1.15
1.94
- 0.25
- 0.30
1.20

	B cell maturation

IRF4

PRDM1

PAX5*

POU2AF1 (BOB1)*
	1.30
1.40
0.07*
0.08*
	1.982

1.982

0.09*
0.1*
	2.402

2.131
0.12*
0.13*
	1.03
1.28
0.05*
0.07*

	TLR10

ISG20
	0.35
2.70
	1.041

2.78
	1.712
3.02
	0.08
2.76


Mean of all samples values [LOG10RQ]

1significant (P < 0.05); 2highly significant (P < 0.01)                                      

*Genes not detected in healthy controls [1/ΔCT] 

Underlined: type 1 IFN-driven genes
3

