
 

 

 

Supplementary Figure 1. A. Expression of transcripts coding for spinal OTase in control and NMS 

rats, as measured by RT-qPCR. No significant difference between conditions has been detected 

using unpaired Student t-test, N=8 CTRL and NMS. B. Expression of transcripts coding 

for spinal 3α-HSD, 5α-reductase II, P450scc and TSPO in control and NMS rats, as measured by 

RT-qPCR. No significant difference between conditions has been detected using One Way 

ANOVA, N=8 CTRL and NMS. 

  



 

 

Supplementary Table 1. List of primer sequences used to amplify genes of interest by 

quantitative RT-PCR. 

 


