Supplementary Tables

Supplementary Table 1: Plasma proteins that were expressed differently between evening

(E) and morning (M) samples in ten healthy participants. The morning and evening values are

Label free quantitation (LFQ) intensities as obtained through utilized software (MaxQuant)

and are expressed as median (min-max). The important proteins (i.e. proteins with a variable

of importance (VIP) above 1.0) were identified using orthogonal partial least squares

discriminant analysis (OPLS-DA). In order to facilitate the understanding of the multivariate

analysis we also made Wilcoxon paired test for the variables with VIP>1.0; # indicates not

significance p > 0.05.
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Extracellular
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Inter-alpha-trypsin
inhibitor heavy
chain H4

N-acetylmuramoyl-
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Zinc-alpha-2-
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93.60 (68.20-
119.00)

6.91 (4.92-8.92)

0.00 (0.00-0.57)
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3.17 (0.00-3.47)

1.97 (0.00-2.81)

2.99 (2.04-4.86)

122.50 (102.20-
157.00)

751 (5.72-
11.10)
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alpha-2 heavy
chain
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I
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Clusterin

#lmmunoglobulin
kappa variable 3-
20
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23
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kappa constant

14.90 (9.58-
28.60)

31.90 (21.20-
49.00)

0.00 (0.00-1.11)

54.50 (28.60-
88.80)

146.00 (66.70-
254.00)

30.60 (22.30-
35.60)

312.00 (257.00-
415.00)

14.10 (10.20-
16.50)

13.30 (0.00-
23.60)

5.75 (4.80-9.22)

1240.00
(1110.00 -
1470.00)
222.00 (127.00-
352.00)

2.03 (1.69-2.96)

57.60 (47.00-
73.60)
3.04 (0.00-8.15)

4.94 (0.00-8.73)

47.90 (24.50-
60.30)

31.90 (7.56-
52.50)

39.55 (14.80-
49.70)

1.18 (0.00-1.59)

36.35 (17.20-
50.90)

195.00 (90.50-
375.00)

27.05 (19.80-
30.60)

274.00 (218.00-
317.00)

15.95 (13.70-
19.10)

18.60 (9.54-
37.30)

4.83 (3.64-7.10)

1140.00
(1010.00-
1280.00)
165.00 (89.20-
248.00)

2.69 (1.95-3.39)

47.35 (40.40-
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2.46 (1.69-6.04)

7.08 (4.93-
11.30)

31.75 (23.60-
84.50)

1.18

1.17

1.16

1.15

1.13

1.13

1.12

1.12

1.09

1.08

1.08

1.07

1.07

1.07

1.06

1.05

1.05

0.007

>0.05

0.006

0.009

0.024

0.007

0.029

>0.05

0.049

0.035

0.041

>0.05

0.009

0.017

>0.05

>0.05

0.041



Apolipoprotein M

#Immunoglobulin
heavy constant mu

#lmmunoglobulin
kappa variable 4-1

Thyroxine-binding

4.24 (2.60-5.97)

425.00 (258.00-
950.00)

4.84 (3.36-
10.30)

3.74 (2.01-5.51)
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Supplementary Table 2A: Enrichment analysis of up-regulated GO biological processes.

protein activation
cascade

complement activation

regulation of response
to wounding

response to stress

regulation of
proteolysis

regulation of
complement activation
defense response

regulation of body
fluid levels
regulation of
inflammatory
response

12

11

20

12

14

11

APOH,C1R,C4BPA,C4BPB,C8A
,CFH,CFHR1,CFP,F10,F2,F9,FB
LN1
C1R,C4BPA,C4BPB,C8A,CFH,C
FHR1,CFP
AHSG,APOH,C4BPA,C4BPB,C8
A,CFH,CFP,F2,PGLYRP2,PLG,S
ERPINF2
AHSG,APOH,ATRN,C1R,C4BP
A,C4BPB,C8A,CD5L,CFH,CFP,
ECM1,F10,F13B,F2,F9,FBLN1,I
GJ,PGLYRP2,PLG,SERPINF2
AHSG,AMBP,C4BPA,C4BPB,C
8A,CFH,CFP,CLEC3B,ECM1,F2
,FBLN1,SERPINF2
C4BPA,C4BPB,C8A,CFH,CFP

AHSG,ATRN,C1R,C4BPA,C4BP
B,C8A,CD5L,CFH,CFP,ECM1,F
2,1GJ,PGLYRP2,SERPINF2
APOH,C4BPB,F10,F13B,F2,F9,F
BLN1,GC,PLG,SERPINF2,TF
AHSG,C4BPA,C4BPB,C8A,CFH
,CFP,PGLYRP2



activation of immune 8
response
regulation of response 12
to stress

complement 4
activation, classical

pathway

humoral immune 4
response mediated by
circulating

immunoglobulin

negative regulation of 7
proteolysis

negative regulation of 11
response to stimulus

response to stimulus 22
complement 3
activation, alternative

pathway

immune system 12
process

regulation of immune 10
system process

protein metabolic 16
process

negative regulation of 4
immune response

innate immune 8
response

regulation of protein 12

metabolic process

acute-phase response 3

C1R,C4BPA,C4BPB,C8A,CFH,C
FHR1,CFP,PGLYRP2
AHSG,AMBP,APOH,C4BPA,C4
BPB,C8A,CFH,CFP,F2,PLG,SER
PINF2,TF
C1R,C4BPA,C4BPB,C8A

C1R,C4BPA,C4BPB,C8A

AHSG,AMBP,C4BPA,C4BPB,E
CM1,F2,SERPINF2
AHSG,AMBP,APOH,C4BPA,C4
BPB,ECM1,F2,FBLN1,PGLYRP
2,PLG,SERPINF2
AHSG,APOH,ATRN,C1R,C4BP
A,C4BPB,C8A,CD5L,CFH,CFH
R1,CFP,CLEC3B,F10,F13B,F2,F
9,FBLN1,GC,IGJ,PGLYRP2,PL
G,RBP4

C8A,CFH,CFP

AZGP1,C1R,C4ABPA,CABPB,C8
A,CFH,CFHR1,CFP,F2,1GJ,PGL
YRP2,TF
AMBP,C1R,C4BPA,C4BPB,C8A
,CFH,CFHR1,CFP,ECM1,RBP4
AMBP,APOH,C1R,C4BPA,C4B
PB,C8A,CFH,CFHR1,CFP,F10,F
2,F9,FBLN1,HABP2,PLG,TF
AMBP,C4BPA,C4BPB,PGLYRP
2
C1R,C4BPA,C4BPB,C8A,CFH,C
FP,IGJ,PGLYRP2
AHSG,AMBP,C4BPA,C4BPB,C
8A,CFH,CFP,CLEC3B,ECM1,F2
,SERPINF2,TF
AHSG,F2,SERPINF2
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regulation of
endopeptidase activity

negative regulation of
protein metabolic
process

regulation of protein
metabolic process

regulation of
inflammatory
response
inflammatory
response

regulation of response
to stress

glial cell
differentiation

acute inflammatory
response

positive regulation of
cytokine production
response to stress

response to external
stimulus

regulation of
angiogenesis
regulation of immune
response

regulation of immune
system process

o
o

12

15

10

13

10

AGT,C3,C5,GSN,ITIHLITIH2,IT
IH3,1TIH4,SERPINA7,SERPINC
1,SERPINF1
AGT,C3,C5,CLU,FGAITIHLITI
H2,ITIH3,ITIH4,SERPINA7,SER
PINC1,SERPINF1
AGT,APOA2,C7,CFI,CLU,FGA,
FGB,GSN,ITIHLITIHZ,ITIH3,IT
IH4,SERPINA7,SERPINC1,SER
PINF1
AGT,C5,C7,CFI,SERPINC1,SER
PINF1

APOA2,C3,C5,FGA,ITIH4,SAA4

AGT,C5,C7,CFI,CLU,FGAFGB,
GSN,SERPINC1,SERPINF1
AGT,CLU,GSN

APOA2,FGA,ITIH4,SAA4

AGT,APOA2,C3,C5,CLU,LUM

AGT,APOA2,APOL1,C5,C7,CFlI,
CLU,FGA,FGB,GSN,ITIH4,SAA
4,SERPINC1
AGT,APOA2,C5,CLU,FGAFGB
,GSN,SAA4,SERPINA7,SERPIN
C1l

AGT,C3,C5,SERPINF1

APOA2,C3,C5,C7,CFI,CLU

APOA2,C3,C5,C7,CFI,CLU,GSN



Supplementary Table 3: The concentrations (pg/ml) of 71 cytokines, chemokines and

growth factors in plasma collected in morning and evening from ten healthy subjects.

[[Median ] [Mitmum | [Maximumi ]| [Median ] [Minimum. | [Maximum |
1071.36  836.58  2223.15 1324.36  821.00  3145.00
[ENAT78 " 467170  393.20  8476.69 5712.13  660.04  8946.85
PEGEaXIAY 12932 77.25 301.42 165.25 ~ 84.58 243.44
[Eotaxini2 " 138745 45177 366153 1769.06  637.30 439254
PEGEaXiniS I 33.87 13.73 53.48 29.51 11.84 64.03
[EPO 14188 6257 1174.68 183.06  80.62 1257.92

216.01 136.57 274.54 211.96 104.87 241.58
16973.88  12586.13 20769.81 17227.13  11847.47 20265.35
15.17 8.47 23.50 14.48 9.97 27.82

IGROalpha " 2669.61  138.00  5310.98 324340 17194  6022.01
DIES0O 85.43 31.94 100.90 84.20 25.65 112.18
0.39 0.12 0.95 0.35 0.03 1.12
NENTP 273 2.00 57.00 37.81 6.63 58.00
HENIy 0 1455 6.98 34.55 10.71 6.88 467.81
DIENIORE 050 0.22 1.36 0.50 0.25 1.06
DIET1271E23p401 208.79 12347 44135 21355 11697  444.69
0.55 0.11 1.22 0.42 0.07 1.39
JEEsT 610 1.56 8.30 6.00 1.35 12.39
DIENISI 476 3.34 9.19 5.06 3.74 8.42
DIETI6 T 060.83 29646  1954.09 91546  313.08  3041.26

1.20 0.00 3.00 1.79 0.84 5.99
3.28 1.82 7.63 441 1.75 7.89

NEN7C s 7.87 2.22 25.14 7.96 3.85 16.49
BIEII7D T 48555 22.95 93.28 57.72 19.20 89.63

1.08 0.37 3.11 1.33 0.56 2.48
510.28 145.06 1167.63 570.52 261.55 1396.06
626.32 380.92 2056.05 788.88 371.23 1998.29

DIETIRAT T 272,03 15255 243111 35571 22534 87454
NIENTa N 17.04 3.25 314.87 15.41 4.72 286.42
BENIp 040 0.07 0.49 0.30 0.01 0.78

0.18 0.01 0.45 0.22 0.05 0.36
3.18 1.79 9.32 3.90 1.89 6.90

DIE22 053 0.20 1.48 0.59 0.34 0.91
NER2s e 37 1.60 9.31 4.09 2.73 7.35
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28 IFNILE 374
NES2RAR 15%9.72
NESI 4994
HESE 1256
LS80 029
ML 058
AL 032
HEER 079
HEZ s 2110
MBI 17.47
S 099
MBSEOR S 4405
NETACH 13225
IMICRRE 21055
IMICRL2 47.41
IVICRISI 4.2
IMICRLAL i 11393

19.02
1736.06

161920.76

495.95
1.55
1062.74
4.56
8.06
0.03
0.00

0.1

0.12
1.53
4.82
0.50
285.74
28.10
194.03
25.63
8.20
53.07
14.27
1385.26
93364.86
21.60
64.90
7.04
215.98
217771.00
1083.92
50.84
5.57
0.26
335.46
274.12
0.71
43.20
33997.87

861.73 810.45
6.05 3.17
4103.15 1968.45
123.12 67.51
36.42 19.42
1.59 0.59
1.00 0.86
1.19 0.51
2.27 1.22
37.66 25.63
24.84 18.22
1.40 1.09
843.79 442.09
369.16 149.05
517.01 250.29
75.43 48.91
930.07 48.47
245.07 123.44
23.85 20.67
3045.44 1884.10
180456.58 174678.48
65.39 34.85
223.71 98.16
60.96 12.65
396.47 286.16
22753328.00 76619.47
2331.37 2257.73
1040.84 402.88
9.27 7.29
13.64 0.53
1189.07 853.11
456.86 342.97
4.71 1.32
364.59 149.26

52917.33 43607.80

475.20
1.60
950.77
8.03
10.36
0.05
0.33
0.16
0.00
3.61
6.13
0.41
213.24
28.55
181.56
22.57
10.10
54.17
11.89
1544.62
127976.78
11.36
60.17
6.89
198.17
42236.64
1524.63
57.69
3.97
0.37
497.29
213.79
0.73
71.12
34863.73

1123.87
4.29
4065.81
132.39
30.82
191

1.4

1.26
3.00
30.38
28.33
1.84
1818.76
1105.48
557.87
436.32
1171.00
229.52
29.66
2977.12
206584.12
45.96
206.40
31.41
437.64
619339.92
3054.54
1161.08
11.22
1.28
1270.73
771.13
3.46
331.48
55586.61



