Supplemental Figure 1: Correlation between modeled phase-1 HIV RNA decay (d1) and
change in HIV RNA from baseline to day 7 for A5160s sub-study subjects N = 57.

Triangles are the lopinavir/ ritonavir + efavirenz group; circles are the lopinavir/ ritonavir
+ 2 nucleoside reverse transcriptase inhibitors group; squares are the efavirenz + 2
nucleoside reverse transcriptase inhibitors group.
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Supplemental Figure 1: Correlation between modeled phase-1 HIV RNA decay (d1) and change in HIV RNA from baseline to day 7 for A5160s sub-study subjects N = 57.  

Triangles are the lopinavir/ ritonavir + efavirenz group; circles are the lopinavir/ ritonavir + 2 nucleoside reverse transcriptase inhibitors group; squares are the efavirenz + 2 nucleoside reverse transcriptase inhibitors group.
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