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Country Reference(s)
Angola [1]
Botswana [2]
Burkina Faso | [2, 3]
Burundi [4]
Cameroon [2, 5-8]
CAR [2, 9]
Chad [8]

Congo [2]

Congo DR (4]

Cote d'lvoire | [10]
Djibouti [11]
Ethiopia [2,12]
Gabon [8, 13, 14]
Ghana [2,15]
Kenya [2,12,16-18]
Malawi [2]

Mali [19, 20]
Mozambique | [2, 21]
Niger [8]
Nigeria [2, 22, 23]
Rwanda [24]
Senegal [2]

South Africa [2, 25-28]
Sudan [29]
Swaziland [2]
Tanzania [2, 30]
Togo [31]
Uganda [2,32]
Zambia [2, 33]
Zimbabwe [2]

Table S1. Sources of subtype and recombinant data used for each country




Fig. S1. Primary (red) and secondary (green) roads in Africa, as defined by the VMapO0 dataset



Fig. S2. Africa land surface friction map, showing friction levels on a continuous scale from low in green,
through moderate in yellow, to high in orange and red. The inset shows details for a region of central

Africa, including much of the Democratic Republic of Congo.



Fig. S3. Inverse Simpson diversity index [34] values for each sample location. Low values indicate low

diversity in subtypes found, while high values indicate substantial diversity.
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Fig. S4. Boxplot showing the difference in mean friction values within a 500km radius of each sample
location (Fig. S2 shows the friction map) by low and high subtype diversity, measured using the Simpson
diversity index [34]. The Mann-Whitney U-test shows that these differences are significant (W=331,
p=0.0042).
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		Angola

		 [1]



		Botswana

		 [2]



		Burkina Faso

		 [2, 3]



		Burundi

		 [4]



		Cameroon

		 [2, 5-8]



		CAR

		 [2, 9]



		Chad

		 [8]



		Congo

		 [2]



		Congo DR

		 [4]



		Cote d'Ivoire

		 [10]



		Djibouti

		 [11]



		Ethiopia

		 [2, 12]



		Gabon

		 [8, 13, 14]



		Ghana

		 [2, 15]



		Kenya

		 [2, 12, 16-18]



		Malawi

		 [2]



		Mali

		 [19, 20]



		Mozambique

		 [2, 21]



		Niger

		 [8]



		Nigeria

		 [2, 22, 23]



		Rwanda

		 [24]



		Senegal

		 [2]



		South Africa

		 [2, 25-28]



		Sudan

		 [29]



		Swaziland

		 [2]



		Tanzania

		 [2, 30]



		Togo

		 [31]



		Uganda

		 [2, 32]



		Zambia

		 [2, 33]
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Table S1. Sources of subtype and recombinant data used for each country
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Fig. S1. Primary (red) and secondary (green) roads in Africa, as defined by the VMap0 dataset
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Fig. S2. Africa land surface friction map, showing friction levels on a continuous scale from low in green, through moderate in yellow, to high in orange and red. The inset shows details for a region of central Africa, including much of the Democratic Republic of Congo.
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Fig. S3. Inverse Simpson diversity index [34] values for each sample location. Low values indicate low diversity in subtypes found, while high values indicate substantial diversity.
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Fig. S4. Boxplot showing the difference in mean friction values within a 500km radius of each sample location (Fig. S2 shows the friction map) by low and high subtype diversity, measured using the Simpson diversity index [34]. The Mann-Whitney U-test shows that these differences are significant (W=331, p=0.0042).
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