Table S1 Subtype assignment in the discrepant 14 strains.

	Patient number
	Subtype by Pol
	Subtype by V3
	Subtype assignment

	6
	CRF34_01B
	CRF01_AE
	Recombinant/Other subtypes

	48
	CRF01_AE
	CRF08_BC
	Recombinant/Other subtypes

	71
	B
	CRF01_AE
	Recombinant/Other subtypes

	116
	B
	CRF01_AE
	Recombinant/Other subtypes

	136
	CRF01_AE
	CRF08_BC
	Recombinant/Other subtypes

	143
	CRF08_BC
	B
	CRF07_BC/CRF08_BC/C

	149
	CRF01_AE
	CRF08_BC
	Recombinant/Other subtypes

	226
	CRF07_BC
	B
	CRF07_BC/CRF08_BC/C

	330
	CRF08_BC
	B
	CRF07_BC/CRF08_BC/C

	346
	B
	CRF01_AE
	Recombinant/Other subtypes

	347
	B
	CRF01_AE
	Recombinant/Other subtypes

	395
	CRF08_BC
	CRF01_AE
	Recombinant/Other subtypes

	396
	CRF34_01B
	B
	Recombinant/Other subtypes

	498
	CRF01_AE
	B
	Recombinant/Other subtypes


	Table S2 General characteristics of a subgroup with subtypes determined by both Pol and V3 sequences.

	Characteristics
	All (n=187)
	CRF01_AE (n=88)
	Non-CRF01_AE (n=99)
	P value

	Age at seroconversion (median years, IQR)
	30 (24-37)
	29 (23-36)
	31 (25-38)
	0.170

	Age at conversion, category (n, %)
	
	
	
	0.352

	12-24  years
	48 (25.7)
	27 (30.7)
	21 (21.2)
	

	25-34  years
	79 (42.2)
	34 (38.6)
	45 (45.5)
	

	35-44  years
	41 (21.9)
	20 (22.7)
	21 (21.2)
	

	45-54  years
	13 (7.0)
	6 (6.8)
	7 (7.1)
	

	55-64  years
	6 (3.2)
	1 (1.2)
	5 (5.0)
	

	Male sex (n, %)
	137 (73.3)
	73 (83.0)
	64 (64.6)
	0.005

	Ethnic category (n, %)
	
	
	
	0.377

	Han
	173 (92.5)
	83 (94.3)
	90 (90.9)
	

	Minority
	14 (7.5)
	5 (5.7)
	9 (9.1)
	

	Transmission category (n, %)
	
	
	
	0.014

	MSM
	97 (51.9)
	54 (61.4)
	43 (43.4)
	

	Heterosexual
	90 (48.1)
	34 (38.6)
	56 (56.6)
	

	Tropism (n, %)
	
	
	
	<0.001

	R5
	116 (62.0)
	28 (31.8)
	88 (88.9)
	

	Dual R5/X4
	26 (13.9)
	20 (22.7)
	6 (6.1)
	

	X4
	45 (24.1)
	40 (45.5)
	5 (5.0)
	

	Median viral load at enrollment (log copies/mL, IQR)
	4.58 (4.00-4.95)
	4.66 (4.10-5.10)
	4.47 (3.83-4.92)
	0.043

	Median CD4 count at enrollment (cells/μL, IQR)
	195 (117-254)
	189 (105-268)
	198 (130-247)
	0.639

	EDS (median year, IQR)
	2006 (2004-2007)
	2006 (2004-2007)
	2005 (2003-2007)
	0.072

	Median time from seroconversion to treatment (years, 95% CI)
	3.5 (3.1-4.0)
	3.4 (3.0-3.8)
	4.2 (3.1-5.2)
	0.039*

	* P value for median time from seroconversion to enrollment was calculated using log-rank method. 

MSM, men who have sex with men; IQR, interquartile range; EDS, estimated date of seroconversion. 


	Table S3 Risk factors for faster progression to AIDS in patients infected with CRF01_AE HIV subtype (n=88, subtypes determined by both Pol and V3 sequences). 

	Risk factors
	Univariate model
	Multivariate model 

	
	HR (95% CI)
	P value
	HR (95% CI)
	P value

	Age at seroconversion 
	
	0.844
	
	0.472

	12-24  years
	Reference
	
	Reference
	

	25-34  years
	0.93 (0.44-1.94)
	0.838
	1.16 (0.55-2.44)
	0.689

	35-44  years
	0.89 (0.38-2.08)
	0.788
	1.29 (0.54-3.05)
	0.571

	45-54  years
	1.60 (0.56-4.58)
	0.384
	2.03 (0.67-6.11)
	0.208

	55-64  years
	1.36 (0.17-10.55)
	0.770
	5.93 (0.56-62.97)
	0.140

	Sex
	
	
	
	

	Female
	Reference
	
	Reference
	

	Male
	3.60 (1.28-10.10)
	0.015
	2.68 (0.71-10.14)
	0.146

	Ethnic category
	
	
	
	

	Han
	Reference
	
	
	

	Minority
	0.56 (0.14-2.35)
	0.431
	
	

	Transmission category 
	
	
	
	

	Heterosexual
	Reference
	
	Reference
	

	MSM
	2.50 (1.32-4.73)
	0.005
	2.06 (0.96-4.44)
	0.064

	Median viral load at enrollment (per log copies/mL)
	1.30 (0.84-2.01)
	0.244
	
	

	Viral tropism
	
	0.433
	
	

	R5
	Reference
	
	
	

	R5/X4 dual
	0.78 (0.32-1.93)
	0.595
	
	

	X4
	1.31 (0.69-2.50)
	0.414
	
	

	HR, hazard ratio. CI, confidential interval.
	
	
	
	


