Supplementary table 1. Main characteristics of the study population.

	Variable
	Values

	Male sex, n (%)
	349 (81)

	Agea, years
	46 (42-50)

	Body mass indexa,b, Kg/m2
	23.3 (21.4-26.1)

	CAPa, dB/m
	229 (198-266)

	Liver stiffnessa, KPa
	6.9 (4.9-11.3)

	Fasting plasma glucosea, mg/dL
	93 (85-101)

	Total cholesterola, mg/dL
	178 (151-200)

	LDL cholesterola, mg/dL
	100 (80-124)

	HDL cholesterola, mg/dL
	43 (34.5-54.5)

	Triglyceridesa, mg/dL
	133 (93-178)

	ALTa, IU/mL
	38 (23-65)

	ASTa, IU/mL
	35 (23-57)

	GGTa, IU/mL
	68 (34-136)

	Alkaline phosphatasea, IU/ml
	85 (71-106)

	Total bilirubina
	0.6 (0.4-1.0)

	CD4a. cells/μL
	519 (330-746)

	Undetectable (<50 copies/ml) HIV RNA, n (%)
	338 (78.6)

	Positive anti-HCV antibodies, n (%)
	350 (81.2)

	HCV genotypec
	

	1
	175 (63.4)

	2
	1 (0.4)

	3
	45 (16.3)

	4
	46 (16.7)

	Unknown
	9 (3.3)

	HBsAg, n (%)
	17 (3.9)

	Daily current alcohol intaked
	

	0-49 g/day, n (%)
	343 (82.6)

	≥ 50g/day, n (%)
	72 (17.3)

	On treatment for HTNd n (%)
	50 (11.7)

	Tobacco current consumptione, n (%)
	235 (56.1)

	Cannabis current consumptionf, n (%
	55 (17.1)

	Cocaine current consumptiong, n (%)
	33 (8.2)

	Heroine current consumptiong, n (%)
	19 (4.7)

	CDC clinical category C, n (%)
	126 (29.2)

	Current ART, n (%)
	414 (96.1)

	Current PI treatment, n (%)
	233 (54.1)

	Current NRTI treatment, n (%)
	359 (83.3)

	Current NNRTI treatment, n (%)
	158 (36.7)

	Current INSTI treatment, n (%)
	70 (16.2)

	Current CCR5-antagonist treatment, n(%)
	35 (8.1)


CAP, controlled attenuation parameter; HDL, high-density lipoprotein; LDL, low-density lipoprotein; ALT, alanine aminotransferase; AST, aspartate aminotransferase; GGT, gamma-glutamyl transferase; HCV, hepatitis C virus; HBsAg, Hepatitis B Antigens; HTN, systemic hypertension; CDC, Centers for Disease Control; ART, antiretroviral therapy; PI, Protease Inhibitor; NRTI, non-nucleoside reverse transcriptase Inhibitor; NNTRI, non-nucleoside reverse transcriptase Inhibitor; INSTI, integrase inhibitor; CCR5, C-C chemokine receptor type 5. 

aMedian (quartile 1 – quartile 3)

bAvailable in 393 patients 

cAmong 276 patients with detectable plasma HCV RNA

dAvailable in 415 individuals

eAvailable in 419 patients

fAvailable in 322 patients

gAvailable in 403 patients
Supplementary table 2. Genotype distribution of each SNP in patients with and without FLD or with and without steatohepatitis, and association analysis with both end points.
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	Gene
	Chr
	SNP
	A1/A2
	AFF 
	UNAFF
	pa
	ORb
(95%CI)
	
	AFF
	UNAFF
	pa
	ORb
(95%CI)

	COL13A1
	10
	rs1227756
	G/A
	33/94/52

(0.44)
	47/134/70

(0.45)
	0.833
	0.97

(0.73-1.27)
	
	22/64/36

(0.44)
	58/164/86

(0.45)
	0.751
	0.95

(0.70-1.28)

	EFCAB4B
	12
	rs887304
	A/G
	12/80/87

(0.29)
	17/94/141

(0.25)
	0.233
	1.20

(0.88-1.63)
	
	10/52/60

(0.29)
	19/122/168

(0.25)
	0.280
	1.19

(0.86-1.66)

	EHBP1L1
	11
	rs6591182
	G/T
	40/91/48

(0.47)
	69/107/71

(0.49)
	0.597
	0.92

(0.70-1.22)
	
	30/58/34

(0.48)
	79/140/85

(0.48)
	0.863
	0.97

(0.72-1.31)

	FDFT1
	8
	rs2645424
	T/C
	33/79/67

(0.40)
	39/113/98

(0.38)
	0.495
	1.10

(0.83-1.45)
	
	20/53/49

(0.38)
	52/139/116

(0.39)
	0.692
	0.94

(0.69-1.27)

	GC
	4
	rs222054
	C/G
	11/60/108

(0.22)
	17/91/144

(0.24)
	0.520
	0.90

(0.65-1.23)
	
	10/40/72

(0.24)
	18/111/180

(0.23)
	0.803
	1.04

(0.73-1.47)

	GCKR
	2
	rs780094
	A/G
	37/92/50

(0.46)
	60/124/67

(0.48)
	0.517
	0.91

(0.69-1.20)
	
	26/64/32

(0.47)
	71/152/85

(0.47)
	0.960
	0.99

(0.73-1.33)

	LPPR4
	1
	rs12743824
	A/C
	34/77/68

(0.40)
	63/119/70

(0.48)
	0.018
	0.71

(0.54-0.94)
	
	21/56/45

(0.40)
	76/140/93

(0.47)
	0.059
	0.74

(0.55-1.01)

	LYPLAL1
	1
	rs12137855
	T/C
	8/50/121

(0.18)
	8/79/165

(0.18)
	0.878
	0.97

(0.68-1.37)
	
	7/35/80

(0.20)
	9/94/206

(0.18)
	0.506
	1.13

(0.78-1.65)

	NCAN
	19
	rs2228603
	T/C
	0/16/163

(0.04)
	0/19/233

(0.03)
	0.608
	1.19

(0.60-2.35)
	
	0/8/114

(0.03)
	0/27/282

(0.04)
	0.465
	0.74

(0.33-1.65)

	PARVB
	22
	rs6006473
	T/C
	41/85/52

(0.46)
	45/117/87

(0.41)
	0.120
	1.24

(0.94-1.63)
	
	30/57/35

(0.47)
	56/145/104

(0.42)
	0.121
	1.26

(0.93-1.70)

	PARVB
	22
	rs6006611
	A/G
	31/92/56

(0.43)
	54/128/68

(0.47)
	0.225
	0.84

(0.64-1-11)
	
	23/62/37

(0.44)
	62/158/87

(0.45)
	0.658
	0.93

(0.69-1.26)

	PARVB
	22
	rs5764455
	A/G
	42/88/49

(0.48)
	54/124/74

(0.46)
	0.559
	1.08

(0.82-1.42)
	
	27/60/35

(0.46)
	69/152/88

(0.46)
	0.956
	0.99

(0.73-1.33)

	PNPLA3
	22
	rs738409
	C/G
	14/71/94

(0.27)
	17/99/135

(0.26)
	0.705
	1.06

(0.78-1.43)
	
	10/50/62

(0.28)
	21/120/167

(0.26)
	0.476
	1.12

(0.81-1.56)

	PPP1R3B
	8
	rs4240624
	G/A
	2/11/166

(0.04)
	1/32/219

(0.06)
	0.110
	0.60

(0.32-1.27)
	
	0/7/115

(0.03)
	3/36/270

(0.06)
	0.024
	0.40

(0.17-0.91)

	SAMM50
	22
	rs738491
	T/C
	23/67/89

(0.31)
	15/92/145

(0.24)
	0.016
	1.44

(1.06-1.95)
	
	20/39/63

(0.32)
	18/120/171

(0.25)
	0.034
	1.41

(1.02-1.96)

	SAMM50
	22
	rs2143571
	A/G
	11/64/104

(0.24)
	15/65/170

(0.19)
	0.075
	1.34

(0.96-1.87)
	
	9/44/69

(0.25)
	17/85/205

(0.19)
	0.050
	1.41

(0.99-2.01)

	SLC38A8
	16
	rs11864146
	G/A
	1/33/145

(0.09)
	3/51/198

(0.11)
	0.472
	0.84

(0.54-1.32)
	
	1/21/100

(0.09)
	3/63/243

(0.11)
	0.456
	0.82

(0.50-1.36)


FLD, Fatty liver disease¸ Chr, Chromosome; A1, Minor allele; A2, Major allele; AFF, Affected individuals group; UNAFF, Unaffected individuals group; OR, odds ratio; CI, confidence interval.

a Calculated by PLINK software using standard case/control allelic association analysis. 

b Calculated for the minor allele.

