	Supplementary Table 1. Performance characteristics of the HIV-1 Integrase CAD* assay (iCAD)

	2a. Assay verification is performed for reagent batches: Average hit rate at the lowest target levels that can be quantified by iCAD real-time PCR assay. 

	Limiting dilution (copies/µl)
	Average hit rate per 10 replicates tested (coefficient of variation#)

	1
	6/10 (61%)

	3
	9/10 (33%)

	10
	10/10 (34%)

	30
	10/10(22%)

	300
	10/10(13%)

	2b. Assay acceptability criteria for each real-time PCR run

	Assay Parameter
	Acceptable range

	Efficiency (%)
	90-110

	R^2
	0.950 – 1.00

	Slope
	between -2.8 and -3.8

	y-intercept
	≥ 39.0 


*Hong et al. 2016 (adapted for HIV-1 Subtype C) 
#Ct values were back transformed using a base of 2 (copy numbers expected to double with each cycle) to calculate coefficient of variation.  

Supplementary Table 2: HIV-1 DNA and HIV-1 RNA levels and cell equivalents assayed 
	PID
	Visit
	Treated (months)
	Total Cell equivalents assayed for HIV DNA
	Log10 HIV1-DNA copies/million cells
	Log10 plasma HIV-RNA copies/mL

	S2
	0
	0
	37363
	3.7
	NA

	S2
	1
	1.1
	355332
	2.9
	3.6

	S2
	2
	3.7
	596300
	2
	2.5

	S2
	3
	6.7
	468793
	1.5
	<2.0

	S2
	4
	12.2
	588749
	0.7
	<2.0

	
	
	
	
	
	

	S3
	0
	0
	127787
	2.8
	4.0

	S3
	1
	0.6
	576739
	1.5
	2.8

	S3
	2
	3.4
	774053
	0.8
	<2.0

	S3
	3
	7
	575850
	1.5
	<2.0

	S3
	4
	11.6
	760638
	<0.5
	NA

	
	
	
	
	
	

	S4
	0
	0
	131686
	3.2
	3.8

	S4
	1
	0.1
	700530
	2.7
	3.2

	S4
	2
	2.8
	972502
	1.9
	<2.0

	S4
	3
	5.6
	697058
	1.5
	<2.0

	S4
	4
	11.6
	739125
	0.9
	NA

	
	
	
	
	
	

	S5
	0
	0
	126517
	2.7
	2.6

	S5
	1
	0.5
	769040
	1.7
	2.3

	S5
	2
	3.2
	782197
	1.1
	NA

	S5
	3
	6.9
	752160
	0.8
	<2.0

	
	
	
	
	
	

	S6
	0
	0
	137574
	3.0
	NA

	S6
	1
	1
	454511
	2.5
	2.6

	S6
	2
	4
	506513
	2
	2.2

	S6
	3
	6.3
	510149
	1.7
	<2.0

	
	
	
	
	
	

	S7
	0
	0
	145260
	2.2
	NA

	S7
	1
	0.4
	695034
	2.2
	3.1

	S7
	2
	3.2
	626025
	0.8
	<2.0

	S7
	3
	12.2
	724509
	0.7
	<2.0

	
	
	
	
	
	

	S9
	0
	0
	108266
	1.8
	NA

	S9
	1
	0.3
	614840
	1.4
	3.3

	S9
	2
	3.5
	662208
	1
	2.1

	
	
	
	
	
	

	V1
	1
	0.5
	584816
	2.8
	3.3

	V1
	2
	3.3
	323931
	2.4
	<2.0

	V1
	3
	6
	750951
	2.7
	5.8

	V1
	4
	12.2
	487083
	3.3
	4.9

	
	
	
	
	
	

	V3
	0
	0
	202671
	2.9
	NA

	V3
	1
	1.5
	NA
	NA
	NA

	V3
	2
	3.8
	746550
	<0.5
	<2.0

	V3
	3
	7.1
	655650
	<0.5
	3.9

	V3
	4
	12.2
	752760
	<0.5
	NA

	
	
	
	
	
	

	V4
	0
	0
	88335
	3.5
	4.4

	V4
	1
	0.4
	334710
	3
	5

	V4
	2
	3.7
	964350
	2.2
	3.3

	
	
	
	
	
	

	V5
	0
	0
	141210
	3.3
	4.8

	V5
	1
	0.2
	679455
	<0.5
	NA

	V5
	2
	3
	575640
	3.5
	6.2

	V5
	3
	5.7
	806535
	2.3
	2.5


Legend: “S” indicate suppressed patients and “V” viremic patients. When no samples were available or tested for HIV-1 cell associated DNA or HIV-1 plasma RNA it was indicated with “NA”.  HIV-1 cell associated DNA at visit 0 was assayed on dried blood spots (DBS) and normalized to the total number of cells; at all other time points it was assayed using peripheral blood mononuclear cells (PBMC) 
