Appendix 1: Details on the Multivariate Imputation

Missing data are found at higher percentages in TESSy than in cohort data. To match the two datasets, missing values were imputed once by the MICE method, separately for each country, for the cohort and surveillance data, and for males and females. Individuals of unknown gender (<1% in all cases) were excluded. The imputation model included transmission mode, age at diagnosis and country/region of origin and CD4 cell counts at diagnosis (where available) as well as the year of HIV diagnosis. Imputing only one value for each missing value may not be optimal, but given that this was randomly chosen from their posterior distribution and that our focus was on point estimates rather than confidence intervals or variance, the method should perform well.


Appendix 2: Weights application

The effect of weighting on cohort data is illustrated in Figure A1. The under-representation of individuals with low CD4, those originating from another country and PWID in participating cohorts is highlighted. As is shown, the distributions of these characteristics align closely with those in TESSy data after applying the estimated inclusion weights. 

[FigA1]
Figure A1. Percentage of people who inject drugs people who inject drugs (PWID), older individuals (≥55 years old), migrants (originating from other country than the reporting country) and individuals with low CD4 counts estimated in cohorts (black bars), TESSy (dark gray bars) and cohorts after applying the inclusion weights (light gray bars), in all participating countries. Although there are differences in the distribution of these characteristics in cohort and surveillance data, these distributions align closely with those in TESSy data after applying the inclusion weights. 
