Table 1 Baseline characteristics.

	
	Probiotic

(n = 10)
	Control

(n = 12)


	P-value

	Age, yrs (IQR) 
	51 (48.8-55.7)
	47.8 (41.9-65.7)
	0.97

	Male gender, 

  n (%) 
	7 (70)
	9 (75)
	0.87

	Ethnicity, n (%) 
	
	
	

	   Caucasian 
	8 (80)
	9 (75)
	0.87

	Risk group, n (%) 
	
	
	

	   MSM 
	5 (50)
	7 (58.3)
	1

	   IDU 
	0 (0)
	1 (8.3)
	-

	   No risk 
	5 (50)
	4 (33.3)
	1

	CD4 count, 

   cells/mL (IQR)
	317 (252-376)
	300 (178-382.5)
	0.87

	CD4 count nadir, 

   cells/mL (IQR)
	130 (21-200)
	139 (79.5-167.5)
	0.72

	Years of effective 

   ART  (IQR)
	1.8 (1.1-5.2)
	4.2 (1.9-7.4)
	0.11


Data are presented as n (%) of patients or median [interquartile range (IQR)] values. Mann-Whitney U test.
IDU, intravenous drug abuse; MSM, men who have sex with men 

Table 2 Dichotomized data with differences in soluble markers between the lowest 50% and highest 50% ratio of hexa:penta-acylated LPS producing bacteria in the gut at baseline in the probiotics intervention cohort.
	
	Low ratio of penta:hexa-acylated LPS producing bacteria (n = 11)


	High ratio of penta:hexa-acylated LPS producing bacteria (n = 11)
	P-value

	D-dimer (ng/mL)
	221 (195-394)
	316 (259-463)
	>0.10

	IL-6 (pg/mL)
	1.2 (0.8-2.6)
	1.4 (0.9-2.3)
	>0.10

	CRP (mg/L)
	1.3 (0.8-5.7)
	1.9 (1-5.1)
	>0.10

	LPS (EU/mL)
	83 (81-95)
	94 (84-104)
	>0.10

	sCD14 (µg/ml)
	1604 (1273-2113)
	1777 (1585-1933)
	>0.10

	I-FABP (pg/mL)
	1223 (761-1691)
	1374 (999-2180)
	>0.10

	KT-ratio
	0.02 (0.02-0.03)
	0.04 (0.03-0.05)
	0.01

	Neopterin (nmol/L)
	16.5 (14.8-18.7)
	23.7 (18.8-28.6)
	<0.001


Data are presented as median [interquartile range (IQR)] values. Mann-Whitney U test, not corrected for multiple testing.

KT-ratio: kynurenine-tryptophan-ratio, a measure of tryptophan degradation.

	
	Bacteria producing penta-acylated LPS
	Bacteria producing hexa-acylated LPS
	Ratio of bacteria producing hexa:penta-acylated LPS



	
	r =
	P-value
	r =
	P-value
	r =
	P-value

	D-dimer
	-0.17
	0.46
	0.04
	0.85
	0.18
	0.43

	IL-6
	-0.09
	0.68
	0.01
	0.97
	0.12
	0.60

	CRP
	0.20
	0.42
	0.16
	0.53
	0.05
	0.84

	LPS
	0.06
	0.81
	0.20
	0.39
	0.22
	0.32

	sCD14
	-0.01
	0.97
	0.10
	0.67
	0.20
	0.38

	I-FABP
	-0.20
	0.40
	-0.20
	0.40
	-0.07
	0.78

	KT-ratio
	0.00
	0.99
	0.28
	0.22
	0.36
	0.11

	Neopterin
	-0.11
	0.63
	0.51
	0.02
	0.59
	0.01


 Table 3 Correlations between LPS-producing bacteria and soluble markers at baseline in the probiotics intervention cohort (n=22).

Data are presented as median [interquartile range (IQR)] values. Spearman’s rho test, not corrected for multiple testing.

KT-ratio: kynurenine-tryptophan-ratio, a measure of tryptophan degradation.

Table 4 Correlations of the changes between gut microbiota and soluble markers after probiotics intervention.
	
	Change 

gram-negatives

(relative abundance)
	Change bacteria producing penta-acylated LPS
	Change bacteria producing hexa-acylated LPS



	
	r =
	P-value
	r =
	P-value
	r =
	P-value

	D-dimer
	0.13
	0.73
	0.09
	0.80
	-.64
	0.05

	IL-6
	-0.39
	0.26
	-0.44
	0.20
	-0.15
	0.68

	CRP
	-0.26
	0.53
	-0.33
	0.42
	-0.33
	0.42

	LPS
	0.72
	0.02
	0.58
	0.08
	-0.04
	0.91

	sCD14
	0.37
	0.29
	0.47
	0.17
	-0.08
	0.83

	KT-ratio
	0.48
	0.19
	0.48
	0.19
	0.45
	0.22

	Neopterin
	0.23
	0.55
	0.33
	0.38
	0.60
	0.09


Data are presented as median [interquartile range (IQR)] values. Spearman’s rho test, not corrected for multiple testing.

KT-ratio: kynurenine-tryptophan-ratio, a measure of tryptophan degradation.

