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Figure S-2. P-gp, BCRP and MRP1 fluorescence-minus-one (FMO) controls in PBMC T-cell
subsets. Representative histograms from an uninfected donor demonstrating expression of P-gp
(left, PerCP channel), BCRP(middle, PE channel) and MRP1 (right, APC channel) in PBMC
phenotypes. Blue peaks represent FMO controls while red peaks represent positive stains. (A)
CD4+ T-cells, (B) CD8+ T-cells (C) Naive memory T cells, (D) central memory (CM), (E)

transitional memory (TM), and (F) effector memory (EM) T cells.



